Estimation of tuna population by the improved analytical pipeline of unique molecular identifier-assisted HaCeD-Seq (haplotype count from eDNA)
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Supplementary information

Supplementary Information Table S1. Supplementary Informatin Table S1. Haplotypes based on D-loop sequences of Pacific bluefin tuna examined in the present study. "before" indicates haplotypes of 30 tuna which existed in the aquarium tank before adding 70 juveniles and "tank", those of 70 juveniles newly added from vehicle tanks.

Supplementary Information Table S2. Cluster sizes of haplotypes. No.1-7 indicate vehicle tanks. "before"and "after" indicate tuna samples which existed in the aquarium. tank before and after adding 70 juveniles, respectively.

Supplementary Information Figure S1. The construction of the UMI-tagged libraries in a three-step PCR protocol.
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[image: H22_HD-PEU2:20.4.21_投稿原稿No.16:20.6.5_吉武マグロ:20.11.4_最終版:20.11.4_2020-09-16-Supplementary Figure S1.pdf]
Supplementary Information Figure S1. 

image1.emf



To2nd_CRF2_CS_UMI13 



CS1-24bp-F 



PE1-CS1-ID503 



To2nd_CRR1_withCS 



CS2-24bp-R 



PE2-CS2-ID700 



Amplicon Region 



UMI 



5’ 3’ 



To2nd_CRF2_CS_UMI13            5’-CTCTTCCGATCTGTCNNNNNNNNNNNNNCTAGTACYYAACCATTCATA-3’ 
CS1-24bp-F                                      5’-TACACGACGCTCTTCCGATCTGTC-3’ 
PE1-CS1-ID50X  　　　　  5’-AATGATACGGCGACCACCGAGATCTACACXXXXXXXXACACTCTTTCCCTACACGACGCTCTTCCGATCTGTC-3'	



To2nd_CRR1_withCS                 5’-CTCTTCCGATCTCAGTGACCCYCTAGARAGAACG-3' 
CS2-24bp-R                                     5’-AGACGTGTGCTCTTCCGATCTCAG-3' 
PE2-CS2-ID70X  　　　　  5’-CAAGCAGAAGACGGCATACGAGATXXXXXXXXGTGACTGGAGTTCAGACGTGTGCTCTTCCGATCTCAG-3'  



Forward primer set 



Reverse primer set 



( NNNNNNNNNNNNN: UMI Tag, XXXXXXXX: Illumina multiplex tags ) 
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