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Figure S1. Bisulfite sequencing of candidate AT genes in spermatozoa, E3.5 blastocysts, and fetal hippocampi from RS and SI mice. Genes observed are shown on the left side of the graphs. White circles indicate unmethylated CpGs, and black circles represent methylated CpGs. Values on each treatment indicate the percentage of CpG methylation, and the number in parentheses indicates clones analyzed.
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Figure S2. Bisulfite sequencing of CAT genes in spermatozoa from unstressed control male mice. Genes observed are shown on the top of each graph. White circles indicate unmethylated CpGs, and black circles represent methylated CpGs. Values at the bottom of each graph indicate the percentage of CpG methylation, and the number in parentheses indicates clones analyzed.
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Figure S3. Bisulfite sequencing of the 4 control sample-verified CAT genes in adult hippocampi between female control (FC) and SI (FSI) or male control (MC) and SI (MSI) offspring. Genes observed are shown on the left side of the graphs. White circles indicate unmethylated CpGs, and black circles represent methylated CpGs. Values on each treatment indicate the percentage of CpG methylation, and the number in parentheses indicates clones analyzed.
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