Supplementary Figure 5. We found a Bacteroidetes species, similar to the bee gut-associated Apibacter sp., in Cx. fuscocephala samples. Apibacter spp. were recently isolated from bee guts and are thought to be facultatively associated to multiple bee species [1, 2]. Initial phylogenetic analysis of partial 16s rRNA sequences suggested that the bacteria found in our Cx. fuscocephala samples clustered within the same clade as, but separated from, the bee-associated Apibacter spp. and another group of similar Bacteroidetes found in termites. Their ribosomal RNAs can be found only in Cx. fuscocephala samples collected from all three sites, but not in the other two mosquito species, suggesting that this species specifically associated to the Culex sp.
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