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S3. Showing the number of samples detected by each Brucella genus target (Bcsp31 and IS711) and those that amplified with both targets.
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	             positive 
	                                 Negative
	                                              Total

	IS711
	351
	503
	854

	Bcsp31
	299
	555
	854

	Both target
	298
	556
	854



