Colorimetric RT-LAMP SARS-CoV-2 Diagnostic Sensitivity Relies on Color Interpretation and Viral Load
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	Primers sequence
	Target region
	Reference

	Set 1
	FIP: AGAGCAGCAGAAGTGGCACAGGTGATTGTGAAGAAGAAGAG
BIP: TCAACCTGAAGAAGAGCAAGAACTGATTGTCCTCACTGCC
FOP: TCCAGATGAGGATGAAGAAGA
BOP: AGTCTGAACAACTGGTGTAAG
FL: CTCATATTGAGTTGATGGCTCA
BL: ACAAACTGTTGGTCAACAAGAC
	Not informed
	Lamb et al

	Set 2
	FIP: AGGTGAGGGTTTTCTACATCACTATATTGGAACAAGCAAATTCTATGG
BIP: AGGTGAGGGTTTTCTACATCACTATATTGGAACAAGCAAATTCTATGG
FOP: CCACTAGAGGAGCTACTGTA
BOP: TGACAAGCTACAACACGT
FL: CAGTTTTTAACATGTTGTGCCAACC
BL: TAGAGCCATGCCTAACATGCT
	ORF1ab
	Yu et al

	Set 3
	FIP: TCTGGCCCAGTTCCTAGGTAGTCCAGACGAATTCGTGGTGG
BIP: AGACGGCATCATATGGGTTGCACGGGTGCCAATGTGATCT
FOP: TGGCTACTACCGAAGAGCT
BOP: TGCAGCATTGTTAGCAGGAT
FL: GGACTGAGATCTTTCATTTTACCGT
BL: ACTGAGGGAGCCTTGAATACA
	Gene N
	Zhang et al

	Set 4
	FIP: GAGGGACAAGGACACCAAGTGTATGGTTGAGCTGGTAGCAA
BIP: CCAGTGGCTTACCGCAAGGTTTTAGATCGGCGCCGTAAC
FOP: CTGCACCTCATGGTCATGTT
BOP: AGCTCGTCGCCTAAGTCAA
FL: CCGTACTGAATGCCTTCGAGT
BL: TTCGTAAGAACGGTAATAAAGGAGC
	ORF
	Zhang et al


Supplementary Table S1: Four primers sets initially used, with sequence, SARS-CoV-2 target region (when informed) and reference.
