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Supplementary Figure Legends

Supplementary Figure S1. Distribution of TP53 variants associated with lung cancer, CHIP (clonal
hematopoiesis of indeterminate potential), and other cancers. Total associations by type of each individual
variant based on COSMIC data.

Supplementary Figure S2. The number of unique mutations detected per gene is plotted for our liquid biopsy
data set in lung (a) as compared to tissue-based cancer atlas data (B-D). The four solid tumor data sets
analyzed in the TCGA cancer genome atlas were lung adenocarcinoma (b), melanoma (c), colon (d) and
bladder cancer (e). The analysis was restricted to genomic regions covered by both tests, with the highest
prevalence genes shown.



Supplementary Figure S1 TP53 variant classification by
sample
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Supplementary Figure S2- Liquid biopsy variants
detected relative to cancer data in TCGA
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