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Supplementary Figure 1. Dendrogram showing PFGE patterns obtained in 127 E. coli isolated from

patients with kidney, liver or combined kidney/pancreas transplant.
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Supplementary Figure 2. Dendrogram showing PFGE patterns obtained in 99 K. pneumoniae isolated

from patients with kidney, liver or combined kidney/pancreas transplant.
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Supplementary Figure 3. Dendrogram showing PFGE patterns obtained in 24 E. cloacae isolated

from patients with kidney, liver or combined kidney/pancreas transplant.
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PFGE PFGE Xbal

Specie Hospital Patient/ Visit PFGE
E. cloacae HU120 001/3 1
E. cloacae HCI 133/PreTX 2
E. cloacae HUMV 045/3 3
E. cloacae HUMV 094/2 4
E. cloacae HURS 025/PreTX 5
E. cloacae HUMV 077/PreTX 6
E. cloacae HCI 001/1 7
E. cloacae HUMV 060/2 8
E. cloacae HUMV 116/1 9
E. cloacae HURyC  004/1 10
E. cloacae HUMV 046/4 1"
E. cloacae HUMV 053/1 12
E. cloacae HUMV 178/6 13
E. cloacae HUMV 1971 14
E. cloacae HURyC 128/PreTX 15
E. cloacae HURS 039/4 16
E. cloacae HUC 033/PreTX 17
E. cloacae HCI 100/1 18
E. cloacae HURS 037/4 19
E. cloacae HURS 037/ Catheter 19
E. cloacae HUMV 046/3 20
E. cloacae HUMV 001/1 21a
E. cloacae HUMV 001/ Blood 21a
E. cloacae HUMV 043/1 21b
Supplementary Figure 4. Dendrogram showing PFGE patterns obtained in 22 C. freundii isolated
from patients with kidney, liver or combined kidney/pancreas transplant.
3;:6%);:05@4 (Tol1.5%-1.5%) $00%S>0.0%)[00%-100.0%] PEGE Xbal
2 B 8 ] 8 ] e 8 B ] 9 B Specie Hospital Patient / Visit Genotype PFGE
. . C. freundii HURYC 011/PreTX Hiper-AmpCc 1
_|—| § ] C.feundii HUMV 00311 Hiper-AmpCc 2
£ 1 C. freundii HCI 130/PreTX Hiper-AmpCc 3
C. freundii  HUMV 09473 Hiper-AmpCc 4
: C. freundii HCI 040/PreTX Hiper-AmpCc 5
- ¥ ¥ . 5 i,‘ C.feundii  HURyC 1024 Hiper-AmpCc 6
C. freundii HUMV 104/PreTX Hiper-AmpCc 7
C. freundii  HUMV 074/PreTX Hiper-AmpCc 8
C. freundii  HUMV 096/1 CTXM-G9 8
C. freundii  HCI 02412 Hiper-AmpCc 10
C. freundii  HUMV 065/1 Hiper-AmpCc 11
C. freundii HUMV 08213 Hiper-AmpCc 12
C. freundii HUMV 08712 Hiper-AmpCc 13a
C. freundii  HUMV 12504 Hiper-AmpCc  13b
C. freundii  HUMV 18173 Hiper-AmpCc 14
C. freundii  HURS 00912 Hiper-AmpCc 15
C. freundii  HUC 05713 CTXM-G9 16
C. freundii  HUMV 16311 Hiper-AmpCc 17
C. freundii  HUMV 1302 Hiper-AmpCc 18
C. freundii  HCI 087/1 Hiper-AmpCc 19
C. freundii  HUMV 1516 CTXM-G1 20
C. freundii  HURYC 068/1 Hiper-AmpCc 21




