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Supplementary Table S1. TP53 mutations in mantle cell lymphoma




















































	Range(%)
	MCL cells/biopsy samples(%)

	40-49
	2(3.1)

	60-69
	8(12.5)

	70-79
	23(35.9)

	80-89
	28(43.8)

	≥90
	3(4.7)

	Range(%)
	p53 positive cells/MCL cells(%)

	0
	42(65.6)

	1-9
	7(10.9)

	10-29
	9(14.1)

	30-49
	3(4.7)

	≥50
	3(4.7)



Supplementary Table S2. Percentage of MCL cells/biopsy samples and p53 positive cells/MCL cells

	　
	Sample ID
	Exon
	Mutation (base pair) 
	Mutation (amino acid)
	Tv/Ts
	Type
	p53

	Triple positive
	1
	6
	c.595G>A
	p.G199R 
	Ts
	Missense
	++

	
	2
	6
	c.653T>A
	p.V218E
	Tv
	Missense
	++

	
	3
	8
	c.823T>C
	p.C275R
	Ts
	Missense
	++

	
	4
	8
	c.845G>C
	p.R282P
	Tv
	Missense
	++

	others
	5
	5
	c.395_398 delAGAT
	p.K132Sfs*37
	-
	Frameshift
	+

	
	6
	5
	c.395A>T
	p.K132M
	Tv
	Missense
	 +++

	
	7
	5
	c.423C>A
	p.C141*  
	Tv
	Nonsense
	+

	
	
	5
	c.536A>G
	p.H179R
	Ts
	Missense
	+

	
	8
	5
	c.452C>G
	p.P151R
	Tv
	Missense
	+

	
	9
	7
	c.764T>A
	p.I255N
	Tv
	Missense
	 +++

	
	10
	8
	c.818G>A
	p.R273H
	Ts
	Missense
	+

	
	11
	9
	c.973G>A
	p.G325R
	Ts
	Missense
	-


IHC: imunohistochemistry; -, negative; +, low positive; ++, positive; +++, high positive; Tv, transversion; Ts, transition

Supplementary Table S3. TP53 mutation status in triple positive patients versus the others













































[bookmark: _GoBack]





	Exon
	Forward Primers 
	Reverse primers

	2
	5'-CAGGTGACCCAGGGTTGGAAG-3'
	5'-GCCTGCCCTTCCAATGGATG-3

	3
	5'-GAGACCTGTGGGAAGCGAAA-3'
	5'-GCAAGGGGGACTGTAGATGG-3

	4*
	5'-TGCTCTTTTCACCCATCTAC-3'
	5'-ATACGGCCAGGCATTGAAGT-3

	5
	5'-TGCTGCCGTCTTCCAGTTGCT-3'
	5'-GGGCAACCAGCCCTGTCGTC-3

	6
	5'-CGACAGGGCTGGTTGCCCAG-3'
	5'-CTCCCAGAGACCCCAGTTG-3

	7
	5'-ACAGGTCTCCCCAAGGCGCAC-3'
	5'-CAGTGTGCAGGGTGGCAAGTG-3

	8
	5'-AATGGGACAGGTAGGACCTG-3'
	5'-CTGAGGCATAACTGCACCCT-3

	 9*
	5'-ACAACCAGGAGCCATTGTCTT-3'
	5'-ATCTCCGCAAGAAAGGGGAG-3

	10
	5'-TGCATGTTGCTTTTGTACCGTC-3
	5'-GGTCAGCTGCCTTTGACCAT-3

	11
	5'-CAGACCCTCTCACTCATGTG-3
	5'-CTGACGCACAGGTATTGCAAG-3
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*Reverse primers were used as sequencing primers, and others used forward primers as sequencing primers

Supplementary Table S4. The sequences of PCR primers of TP53 gene


