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Supplementary Table S1 Summary of species tested, used datasets, identified telomere, telomerase and template region sequences.
Supplementary Table S2 Tandem repeats finder output with highlighted telomere sequences and details about datasets.
Supplementary Table S3 G-quadruplex analysis output.
Supplementary Table S4 G-quadruplex formation in vitro measurements of selected sequences
[bookmark: _Hlk72833451]Supplementary Figure S1. Visualisation of all tandem motifs from TRFi output, including candidate template, matching the target region of TRs in C. glabrata, K. aestuartii, K. dobzhanskii, K. lactis, K. marxianus, L. kluyveri, L. cidri, L. dasiensis, L. fermentati, L. meyersii.
Supplementary Figure S2. Visualisation of all tandem motifs from TRFi output, including candidate template, matching the target region of TRs in L. mirantina, L. nothofagi, L. sp. CBS 6924, L. thermotolerans, L. waltii, S. arboricloa, S. bayanus, S. cerevisiae, S. cerevisiae x kudriavzevii, S. eubayanus.
Supplementary Figure S3. Visualisation of all tandem motifs from TRFi output, including candidate template, matching the target region of TRs in S. kudriavzevii, S. mikatae, S. paradoxus, S. pastorianus, S. boulardii, S. uvarum, T. blattae, T. fleetii, T. iriomotensis, T. namnaoensis.
Supplementary Figure S4. Visualisation of all tandem motifs from TRFi output, including candidate template, matching the target region of TRs in T. delbrueckii, T. franciscae, T. maleeae, T. microellipsoides, T. pretoriensis, Z. bailii, Z. rouxii, Z. sapae.
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