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Supplementary Table S1. List of 618 genes screened for mutations by NGS technology in Illumina 

sequencing platform.  



 

Supplementary Figure S1. PUMC-CRC1 was a human cell line confirmed by a PCR-based method. 

T, test sample (PUMC-CRC1); N, deionized water used as negative control; P, cell lines of 

corresponding species used as positive controls, P1, RD (a human rhabdomyosarcoma cell line); 

P2, Hepa 1-6 (a mouse hepatocarcinoma cell line); P3, PC-12 (a rat phaeochromocytoma cell line); 

P4, CHO (a Chinese Hamster ovary cells) ; P5, MDBK (a bovine kidney cell line) ; P6, MDCK (a 

canine kidney cell line); P7, VERO (an African green monkey kidney cell line); P8, LLC-PK1(a swine 

kidney cell line); M, DNA marker; bp, base pairs. Full-length gel is presented in Supplementary 

Figure S2.  

 

 
Supplementary Figure S2. Full-length gel picture of Supplementary Figure S1. 


