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Figure S1. Urine levels of PD-L1, urine cytology and exosomal PD-L1 expression were measured in nine patients with urothelial carcinoma of the bladder. Exosomes were isolated using a commercially available kit and an immunoblot for PD-L1 protein expression is shown. An immunoblot for TSG101 protein is shown as a urine exosome marker. Abbreviations: PD-L1: programmed death ligand-1; TSG101: tumor susceptibility gene 101.
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Figure S2. Correlation between urine PD-L1 levels and tissue PD-L1 immunohistochemistry scores. Blue line depicts line of best fit of a univariable linear regression. Abbreviations: CPS: combined positivity score; ICS: immune cell score; PD-L1: programmed death ligand-1; R: Pearson’s correlation coefficient; TPS: tumor proportion score.
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