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Supplementary Figure S1: Schematics of the mechanism and the key steps involved in RNA-specific amplification. The formation of promoter-bearing dsDNA which is essential for the template RNA to enter into the RNA-specific amplification cycle is synthesized inefficiently while targeting the synthesis of sense RNA strand from sense RNA template (shown by red arrows).
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Supplementary Figure S2: The sequence alignment of the SARS-CoV-2 RICCA amplicon with the actual source of template SARS-CoV-2. The RICCA amplicon was amplified using 20 ag template copy number.   
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Supplementary Figure S3: Electrophoretic analysis to check cross-reactivity in RNA-specific amplification using template and primer sets of SARS-CoV-2 and/or CoV-229E. (A) Structure of CoV-229E genome and a target sequence for amplification. The sequence to which primers bind are indicated by arrows. (B) Electrophoretic analysis of RNA-specific amplification of anti-sense amplicon in 10 minutes. 
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Supplementary Figure S4: Electrophoretic analysis to check sensitivity and specificity of direct saliva-to-RICCA assay. Electrophoretic analysis to comparatively evaluate the detection limits of RNA-specific amplification of SARS-CoV-2 virus in absence (A) and presence (B) of 10% human saliva in 30 minutes of reaction time. (C) The effect of reaction time on the reaction efficiency of RNA amplification with and without SARS-CoV-2 virus template was checked at 15 and 30 min.    
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Supplementary Figure S5: Comparative analysis of real-time amplification of the RT-PCR and RICCA reaction. RT-PCR and RICCA were performed with (20 pg template for CoV-229E RNA) or without template. To determine the reaction efficiency (rapidity), the Ct values are plotted against the reaction time. (A) A Ct value for RICCA was observed at a threshold time near 3 min, which was significantly 7-times faster than RT-PCR (threshold time near 21 min). (B) The end products for all the reactions were also confirmed by gel electrophoretic analysis.
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