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[bookmark: _GoBack]Table S1 Summary of DEG under different smoke exposure experiments in this study.
	Experiments
	Cigarette Type
	Samples code
	Tar (mg/cig)
	Nicotine (mg/cig)
	Up
	Down
	Total

	Transcriptomic profiling: reference vs. Commercial cigarette
	Reference
	3R4F_0
	9.4
	0.73
	447
	273
	720

	
	Reference
	3R4F_4
	9.4
	0.73
	1418
	1664
	3082

	
	Reference
	3R4F_24
	9.4
	0.73
	299
	300
	599

	
	Commercial
	CB8_0
	8
	0.8
	412
	294
	706

	
	Commercial
	CB8_4
	8
	0.8
	379
	563
	942

	
	Commercial
	CB8_24
	8
	0.8
	248
	109
	357

	Transcriptomic profiling: different tar/nicotine
	Commercial
	AB8_4
	8
	0.7
	424
	247
	671

	
	Commercial
	AB12_4
	12
	1
	1321
	1239
	2560

	
	Commercial
	CB8_4
	8
	0.8
	474
	413
	887



