Supplementary Table S2. Estimates of genetic (above the diagonal) and phenotypic (below the diagonal) correlations (SE in parentheses) among betaine, dimethylglycine, L-serine and L-methionine. Significance of genetic and phenotypic correlations are indicated as: **, *, corresponding to P<0.01 and P<0.05 respectively; “-” indicates not estimable.
	Metabolite
	Betaine
	Dimethylglycine
	L-serine
	L-methionine

	Betaine
	1
	0.28 (0.14) 
	-0.02 (0.48)
	0.07 (2.25) 

	Dimethylglycine
	0.40 (0.02)**
	1
	-
	0.21 (0.32)

	L-serine
	0.35 (0.03)** 
	0.13 (0.04) 
	1
	-0.46 (1.43)

	L-methionine
	0.23 (0.03) 
	0.13 (0.03) 
	0.19 (0.03)* 
	1



20

