Dual Isoform Sequencing Reveals Complex Transcriptomic and Epitranscriptomic Landscapes of a Prototype Baculovirus
Gábor Torma, Dóra Tombácz, Norbert Moldován, Ádám Fülöp, István Prazsák, Zsolt Csabai, Michael Snyder, and Zsolt Boldogkői
[image: ]
Supplementary figure 1. Boxplot distribution of transcript reads.
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Supplementary figure 2. Semi-quantitative abundance of AcMNPV transcripts. Color code: light grey: low-abundance transcripts (1-5 reads); dark grey: medium-abundance transcripts (6-10 reads); high-abundance transcripts (11 – 10,000 reads). Single-read transcripts were identified on the basis of multiple TSSs and/or TESs by the LoRTIA suit.
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Supplementary figure 3. Distribution of 5-methylcytosines along the AcMNPV genome. Red peaks show methylation on the positive DNA strand and blue peaks on the negative strand.
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