Files for Submission
Supplementary File 1 = Merged Transcriptomics and Proteomics Dataset
Supplementary File 2 = Data to generate Figure 2 heat map
Supplementary File 3 = Functional Enrichment Analysis Output
Supplementary File 4 = Spearman’s Correlation Analysis Output
Supplementary File 5 = Annotation File of 26 Genes with expression changes 
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