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Figure S1 Uniquely common candidate genes for carcass merit traits in a beef cattle multibreed population
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Figure S2 Uniquely common biological functions for carcass merit traits in a beef cattle multibreed population
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Figure S3 Manhattan plot and QQ plot for acetic acid
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Figure S4 Manhattan plot and QQ plot for citric acid
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Figure S5 Manhattan plot and QQ plot for choline
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Figure S6 Manhattan plot and QQ plot for D-glucose
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Figure S7 Manhattan plot and QQ plot for glycine
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Figure S8 Manhattan plot and QQ plot for glycerol
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Figure S9 Manhattan plot and QQ plot for fumaric acid
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Figure S10 Manhattan plot and QQ plot for lysine
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Figure S11 Manhattan plot and QQ plot for L-lactic acid
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Figure S12 Manhattan plot and QQ plot for pyruvic acid
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Figure S13 Manhattan plot and QQ plot for succinic acid
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Figure S14 Manhattan plot and QQ plot for 3-hydroxybutyric acid
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Figure S15 Manhattan plot and QQ plot for creatinine
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Figure S16 Manhattan plot and QQ plot for L-glutamine
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Figure S17 Manhattan plot and QQ plot for methnoal
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