Table S1: Gene ontology annotations of ChIP-seq data.  ChIP-seq results obtained from H4r and H3.3 IPs are annotated as follows: first table (from the left): genes showing H4r enrichment; second table: genes showing H3.3 enrichment; third table: genes showing both H4r and H3.3 enrichment; fourth table: genes showing H4r but no H3.3 enrichment; fifth table: genes showing H3.3 but no H4r enrichment.
