Supplemental Table $S20
Control Disease Specific DMR List Multiple Disease p<le-04

# Sig

DMR Name |Chr| start |Length| Win | minP | maxLFC | CpG # [CpG Density] Gene Annotation Gene Category
DMR1:4794001 1 4794001 1000 1{2.29E-05| 0.8321222 5 0.5|Grm1 Signaling
DMR1:22632001 1[ 22632001 2000 1{4.71E-05| 0.7893283 25 1.25|Vnnl Metabolism
DMR1:25724001 1 25724001 3000 1{4.78E-05| 0.6452931 17| 0.566666667 [Trdn
DMR1:37325001 1[ 37325001 6000 1{1.27E-05| 0.7417191 43| 0.716666667|Adcy2
DMR1:37466001 1[ 37466001 2000 1{3.59E-05 0.72453 9 0.45|Adcy2
DMR1:37552001 1 37552001 4000 1| 7.50E-05| 0.4090331 17 0.425|Adcy2;L0C100362709
DMR1:40548001 1 40548001 1000 1{5.29E-05| -0.4102053 10 1|Mthfdil
DMR1:41379001 1[ 41379001 1000 1{9.25E-05| 0.8582724 6 0.6|Esrl
DMR1:60285001 1[ 60285001 3000 1| 8.80E-05| 0.6762065 8| 0.266666667Vom1rl0 Receptor
DMR1:64331001 1[ 64331001 1000 1| 1.54E-05| -0.5784422 9 0.9|Cacng6;Cacng8;Mir935 Transport
DMR1:78686001 1| 78686001 1000 1| 7.65E-05| 0.6690524 45 4.5|Ap2s1;L0C679748 Transport
DMR1:80046001 1[ 80046001 1000 1| 5.19E-05| 0.5953872 9 0.9 [Fbxo46;Qpctl Transport
DMR1:82335001 1[ 82335001 1000 1| 8.41E-05| -0.4589535 15 1.5|]L0C102549342;Ceacam1
DMR1:87260001 1[ 87260001 1000 1| 3.09E-05| 0.6372939 12 1.2|Dpf1;Sipall3 Epigenetic;Signaling
DMR1:91796001 1[ 91796001 1000 1{2.23E-05| 0.7305144 4 0.4|Tdrd12 Cytoskeleton
DMR1:105592001 ( 1| 105592001 1000 1| 5.95E-05| -0.4389166 16 1.6[Nelll Signaling
DMR1:113218001 ( 1|113218001 1000 1{3.60E-05| 0.7983014 8 0.8|Gabrb3 lon Channel
DMR1:129233001 ( 1|129233001 1000 1| 5.41E-05| -0.5589916 10 1|Pgpepll Protease
DMR1:141506001 ( 1| 141506001 1000 1| 6.60E-05| 0.5433529 5 0.5|Wdr93;Snrpep2 Metabolism
DMR1:147933001 ( 1| 147933001 1000 1{9.18E-05| 0.7372606 5 0.5|Cyp2c7 Metabolism
DMR1:165421001 ( 1|165421001 1000 1| 4.60E-05| -0.4466356 19 1.9|C2cd3
DMR1:166450001 [ 1| 166450001 1000 1| 6.88E-05| 0.7302119 14 1.4|Stard10;Arapl Signaling
DMR1:168511001 | 1|168511001 1000 1| 5.02E-05| -0.5419899 9 0.9]|01r97;01r98 Receptor
DMR1:169218001 ( 1|169218001 2000 1{5.22E-06| -0.4027623 24 1.2|0Ir140;0Ir141;0Ir142 Receptor

Transcription;Cytoskele
DMR1:198124001 ( 1|198124001 1000 1{9.73E-05| 0.5857809 35 3.5(SIx1b;RGD1565363;Corola [ton
DMR1:211204001 ( 1|211204001 1000 1{9.78E-05| -0.5365102 14 1.4|Mapklip1;Ppp2r2d Signaling
DMR1:211461001 ( 1|211461001 1000 1| 4.01E-06 0.794344 9 0.9|Stk32c Signaling
DMR1:214129001 ( 1|214129001 1000 1| 8.87E-06| 0.7766056 8 0.8|Ptdss2 Transport
DMR1:215704001 ( 1|215704001 1000 1{3.63E-05| 0.6822935 15 1.5(Mrpl23 Translation
DMR1:220164001 | 1|220164001 1000 1{4.77E-05 0.684664 13 1.3|Bbs1;Dpp3 Protease
DMR1:227648001 ( 1|227648001 1000 1{2.93E-05| 0.8304276 4 0.4|Msda4c Transport
DMR1:238403001 [ 1|238403001 1000 1{2.75E-05| 0.9374462 21 2.1{Tmcl
DMR1:238443001 ( 1|238443001 1000 1| 7.03E-05| 0.7591778 2 0.2|Tmcl
DMR1:254615001 ( 1|254615001 2000 1{3.66E-05| 0.6215998 7 0.35[Htr7;L0C108349452 Signaling
DMR1:256032001 [ 1|256032001 1000 1{1.13E-05| 0.7181824 8 0.8|Kif11l Cytoskeleton
DMR1:256683001 [ 1|256683001 1000 1| 9.04E-06| -0.4877304 8 0.8|Myof Transport
DMR1:270382001 ( 1|270382001 1000 1| 4.04E-05| 0.6304558 6 0.6|Sorcs1 Transport
DMR2:8969001 2 8969001 2000 1| 1.05E-05| -0.6972448 12 0.6|Adgrvl Signaling
DMR2:20092001 2| 20092001 6000 1| 6.40E-05| 0.5820561 81 1.35]|Atg10 Proteolysis
DMR2:27106001 2| 27106001 1000 1{3.08E-05| 0.5518589 17 1.7|Ankdd1b;Arhgef26 Transcription
DMR2:56533001 2| 56533001 1000 1[9.26E-06| 0.5714792 13 1.3|Egflam;LOC108349957 Extracellular Matrix
DMR2:66936001 2| 66936001 1000 1| 6.33E-05| -0.8757172 5 0.5|Cdh9 Cytoskeleton
tGapl1;L0C102553273;L0C1

DMR2:92569001 2| 92569001 1000 1| 3.66E-05| 0.7852594 1 0.1/00363165 Signaling
DMR2:105086001 [ 2| 105086001 2000 1{7.27E-05| -0.4393141 14 0.7|Cpb1 Protease
DMR2:112331001 | 2|112331001 2000 1{5.87E-05| 0.8578393 16 0.8|Spatal6
DMR2:116658001 ( 2| 116658001 1000 1{1.78E-06| 0.8742525 7 0.7|Egfem1
DMR2:117413001 ( 2| 117413001 1000 1{7.11E-06| 0.8749458 26 2.6[Mecom Transcription
DMR2:157506001 [ 2| 157506001 1000 1| 5.90E-05| 0.5235314 12 1.2|Lekrl
DMR2:164299001 ( 2| 164299001 1000 1[5.67E-06| 0.6885532 4 0.4|Rsrcl




DMR2:185960001 | 2| 185960001 1000 1[2.97E-05| 0.5679984 8 0.8]|Lrba

DMR2:191294001| 2| 191294001 2000 1[1.08E-05| 0.7445041 6 0.3|RGD1562234

DMR2:198776001 | 2| 198776001 1000 1| 1.54E-05| -0.5160305 15 1.5|Pex11b;ltgal0 Extracellular Matrix
Transcription;Transpor

DMR2:206297001 | 2|206297001 1000 1[2.38E-05| 0.7874272 5 0.5|Dclrelb;Ap4b1;Bcl2115 t

DMR2:208018001 | 2|208018001 2000 1| 8.04E-05(| -0.4538176 21 1.05|Kcend3 Transport

DMR2:210891001 | 2|210891001 1000 1[2.98E-05| -0.5670618 17 1.7|Gnat2;Gnai3 Signaling

DMR2:212420001 | 2| 212420001 1000 1[5.77E-05| -0.4416258 11 1.1{Vav3

DMR2:216369001 | 2| 216369001 1000 1[1.96E-05| 0.4840825 4 0.4|Amy2a3

DMR2:220472001 | 2| 220472001 1000 1| 6.35E-05 0.829696 21 2.1|Frrs1;Palmd Metabolism

DMR2:259914001 | 2| 259914001 1000 1[1.02E-05| 0.7606793 33 3.3[St6galnac3;L0C103691740

DMR3:2203001 3| 2203001 1000 1[9.21E-05| -0.667932 6 0.6|Pnpla7 Metabolism

DMR3:25596001 3| 25596001 1000 1[3.71E-05(| -0.4517498 10 1|Lrplb

DMR3:27172001 3| 27172001 1000 1[6.92E-05| 0.7197664 3 0.3|Lrplb

DMR3:35158001 3| 35158001 1000 1[5.99E-05| -0.7425338 13 1.3|Kif5¢

DMR3:44144001 3| 44144001 1000 1| 8.25E-05| 0.6780003 9 0.9|Cytip

DMR3:44298001 3| 44298001 1000 1[5.87E-05| 0.5676765 20 2|Acvrlc Signaling

DMR3:44507001 3| 44507001 1000 1[2.73E-05| -0.5703598 10 1[Acvrl Signaling

DMR3:53842001 3| 53842001 1000 1| 8.76E-05| -0.4520487 16 1.6|B3galtl Golgi

DMR3:55916001 3| 55916001 1000 1[2.52E-05| 0.7981129 10 1|Bbs5;KIhl41;Fastkdl Cytoskeleton

DMR3:61806001 3| 61806001 1000 1[2.64E-05| 0.9119824 5 0.5[Mtx2

DMR3:73369001 3| 73369001 1000 1[9.34E-05| 0.6590103 7 0.7|0Ir473 Receptor

DMR3:103192001 | 3| 103192001 2000 1[2.92E-05| 0.7791043 32 1.6/L0C100363452;01r783 Translation;Receptor

DMR3:103985001 | 3| 103985001 2000 1| 8.52E-05| 0.7534972 24 1.2|Chrm5;Aven Signaling

DMR3:113198001 | 3|113198001 1000 1[8.81E-05| -0.5131495 12 1.2|Tp53bpl Transcription

Duox2;Duoxa2;Duoxal;Duox

DMR3:114241001 | 3|114241001 2000 1[9.66E-05| -0.5119763 26 1.3]1 Metabolism

DMR3:118194001 | 3| 118194001 2000 1[2.36E-05| -0.6471189 21 1.05|Galk2 Metabolism

DMR3:118287001 | 3|118287001 2000 1| 8.13E-05| -0.4427833 31 1.55|Fam227b

DMR3:125434001 | 3| 125434001 1000 1[1.45E-05| -0.5083482 7 0.7|Chgb

DMR3:128424001 | 3| 128424001 1000 1[2.81E-05| 0.7596704 5 0.5|Plcbl Metabolism

DMR3:136632001 | 3| 136632001 1000 1[4.16E-05| 0.8357859 5 0.5|Kif16b Cytoskeleton

DMR3:151376001 | 3| 151376001 2000 1[9.97E-05| -0.4535071 34 1.7|Fam83c;Uqccl Transcription

DMR3:175351001 | 3| 175351001 1000 1[5.52E-05| -0.5712951 13 1.3|Taf4 Transcription

DMR4:6213001 4] 6213001 1000 1[7.84E-06 0.9045318 4 0.4|Kmt2c

DMR4:7382001 4] 7382001 1000 1[8.75E-05| 0.5418838 29 2.9[Kcnh2 Transport

DMR4:10917001 4] 10917001 1000 1| 2.56E-06( -0.6488804 9 0.9|Phtf2 Development

DMR4:23888001 4] 23888001 1000 1| 5.20E-05 0.717274 4 0.4|Zfp804b

DMR4:67782001 4] 67782001 2000 1[9.48E-05| 0.6188973 18 0.9|Tmem178b

DMR4:75892001 4] 75892001 1000 1[5.71E-05| -0.5959389 6 0.6|Cntnap2

DMR4:118420001 | 4|118420001 3000 1| 6.04E-05(| -0.4319985 34| 1.133333333|Asprvl

DMR4:126057001 | 4| 126057001 2000 1| 1.56E-07| -0.6089826 34 1.7|Magil

DMR4:148353001 | 4| 148353001 1000 1| 8.36E-05| 0.9260003 9 0.9|March8;L0C680441

DMR4:152222001 | 4| 152222001 1000 1| 2.55E-05| 0.6902249 10 1|Ercl Transport

DMR4:152943001 | 4| 152943001 1000 1[1.97E-05| 0.7478482 3 0.3|Kdm5a Epigenetic
Extracellular

DMR4:157371001 | 4| 157371001 1000 1[2.24E-05| 0.8270452 38 3.8(P3h3;Gpr162;Cd4 Matrix;Signaling

DMR5:29581001 5| 29581001 1000 1| 8.78E-05 0.510626 11 1.1|Decrl Metabolism

DMR5:50645001 5| 50645001 1000 1[1.49E-05| -0.5174625 10 1|Mob3b;L0C102549230 Signaling

DMR5:68820001 5| 68820001 1000 1[2.43E-06| 0.7915333 18 1.8|01r848 Receptor

DMR5:70650001 5| 70650001 1000 1[6.64E-05| 0.7135846 10 1|Tmem38b;L0C102547886 |Transport

DMR5:76809001 5| 76809001 2000 1[3.97E-05| 0.6816549 13 0.65[HsdI2 Metabolism

DMR5:93395001 5| 93395001 1000 1| 8.62E-06| 0.7772635 7 0.7|Ptprd;LOC108351111 Signaling

DMR5:128507001 | 5| 128507001 1000 1[3.97E-05| -0.4733821 12 1.2|Rab3b

DMR5:131831001| 5| 131831001 1000 1[6.84E-05| 0.7546465 12 1.2|SlIc5a9 Transport

DMR5:136803001 | 5| 136803001 1000 1[5.72E-05| -0.4101622 11 1.1|St3gal3 Transport




DMR5:139223001 | 5]139223001 1000 1] 5.14E-05] -0.620054 28 2.8[Foxo6

DMR5:145241001 | 5]145241001 1000 1] 6.42E-05] -0.6314847 7 0.7|Dlgap3 Cytoskeleton

DMR5:154705001 | 5] 154705001 1000 1] 1.54E-05] 0.7422456 11 1.1|Hnrnpr Metabolism

DMR5:157521001 | 5]157521001 1000 1] 1.33E-05| -0.6474673 14 1.4[Htr6;Nbl1 Signaling

DMR5:161720001 | 5]161720001 3000 1] 1.69E-05] -0.5241704 38| 1.266666667|Kazn;,RGD1560231

DMR5:168557001 | 5] 168557001 1000 1] 6.19E-05] 0.6749609 37 3.7{Camtal;L0C102546564 Transcription

DMR6:1664001 6[ 1664001 1000 1] 7.53E-05] 0.7201184 19 1.9]Qpct Transport

DMR6:4451001 6( 4451001 1000 1| 4.12E-06] -0.5161387 9 0.9]SIc8al Transport

DMR6:8056001 6[ 8056001 2000 1| 8.92E-05| 0.5718973 24 1.2|Lrpprc

DMR6:9637001 6[ 9637001 1000 1] 3.61E-05] -0.5293751 13 1.3[Prkce Signaling

DMR6:23239001 6[ 23239001 1000 1] 6.71E-05] -0.5889771 16 1.6[Clip4 Transcription

DMR6:24379001 6[ 24379001 1000 1] 8.32E-05] 0.6298056 11 1.1{Lclatl Metabolism

DMR6:24898001 6[ 24898001 1000 1] 5.15E-05] -0.4262389 7 0.7|Galnt14 Golgi

DMR6:27392001 6 27392001 1000 1] 1.04E-05] -0.510819 13 1.3[Otof Transport

DMR6:28303001 6 28303001 1000 1] 8.01E-05] -0.8036023 16 1.6|Dnmt3a;L0C100911610 Epigenetic

DMR6:37091001 6 37091001 1000 1] 2.78E-05] 0.7078414 2 0.2|Vsnll

DMR6:42171001 6 42171001 1000 1] 2.20E-05] -0.4296248 9 0.9|Rock2 Signaling

DMR6:43053001 6 43053001 1000 1] 4.39E-05] -0.4515876 17 1.7[Hpcall

DMR6:48574001 6[ 48574001 1000 1] 3.40E-05] 0.7120572 5 0.5|Myt1l;,L0C103692607 Transcription

DMR6:48666001 6[ 48666001 1000 1| 8.07E-05] -0.507078 6 0.6|Myt1l;,L0C108351218 Transcription

DMR6:73619001 6 73619001 1000 1] 8.00E-05] 0.7375251 27 2.7|Akap6

DMR6:94909001 6 94909001 2000 1] 7.62E-05] 0.6534184 1 0.05[Ccdc175

DMR6:97195001 6 97195001 4000 1] 4.60E-05] 0.7195394 49 1.225|Syt16;L0C108351259

DMR6:100009001 | 6] 100009001 1000 1] 1.20E-05] -0.4528709 12 1.2|Max Transcription
Rgs6;L0C100912402;L0C10

DMR6:106469001 | 6] 106469001 1000 1] 1.92E-05] -0.5581839 12 1.2|18351269

DMR6:115411001 | 6]115411001 1000 1] 4.03E-05] -0.4701396 12 1.2|Ston2 Transport

DMR6:127678001 | 6] 127678001 2000 1] 3.50E-05] -0.4125806 21 1.05(Serpina9 Protease; Proteolysis

DMR6:131844001 | 6] 131844001 1000 1] 9.98E-05] -0.5120348 26 2.6|Bcl11b Transcription

DMR7:3817001 7[ 3817001 1000 1] 6.08E-05] -0.5112376 25 2.5]|0Ir882-ps

DMR7:5626001 7[ 5626001 2000 1] 2.57E-05] -0.6367885 34 1.7{0Ir1845

DMR7:11523001 7{ 11523001 3000 1] 1.66E-05] -0.4612555 43| 1.433333333|Thop1;Sgta Protease

DMR7:24142001 7{ 24142001 1000 1] 9.96E-05] 0.6365111 23 2.3|Btbhd11 Cytoskeleton

DMR7:49610001 7[ 49610001 1000 1] 3.49E-05] -0.8349975 8 0.8[Lin7a Cytoskeleton

DMR7:87936001 7[ 87936001 2000 1| 7.76E-05 0.585535 42 2.1|{Csmd3

DMR7:90324001 7{ 90324001 1000 1] 4.21E-05] 0.7989499 24 2.4{Trpsl Transcription

DMR7:113065001 | 7]113065001 1000 1] 3.26E-05] 0.7244519 7 0.7|Col22al Extracellular Matrix

DMR7:114836001 | 7]114836001 1000 1] 2.07E-05] 0.6888036 3 0.3|SIc45a4 Transport

DMR7:122576001 | 7]122576001 1000 1| 5.44E-05] 0.7010512 11 1.1[Slc25a17;5t13

DMR7:127206001 | 7]127206001 1000 1] 2.19E-06] -0.5723411 12 1.2{Tbcld22a Signaling

DMR7:137250001 | 7]137250001 1000 1] 9.70E-05] -0.5881601 10 1]Ano6

DMR8:19723001 8| 19723001 2000 1] 1.26E-05] 0.8200296 12 0.6|0Ir1153-ps

DMR8:22384001 8| 22384001 1000 1| 4.66E-06| 0.7077448 32 3.2|Slc44a2 Transport

DMR8:22922001 8| 22922001 2000 1] 4.94E-06] -0.7189269 18 0.9|Rab3d;Tmem205

DMR8:25741001 8| 25741001 1000 1] 8.44E-06] 0.8586909 3 0.3|Dpy19I2

DMR8:55133001 8| 55133001 1000 1] 3.28E-05] -0.4439904 9 0.9|Dixdcl Cytoskeleton

DMR8:59563001 8| 59563001 1000 1] 4.47E-05] 0.6039516 10 1|Chrna5 lon Channel

DMR8:71836001 8| 71836001 1000 1] 8.64E-06| -0.5414252 12 1.2[Dapk2 Signaling

DMR8:72509001 8| 72509001 1000 1] 8.76E-05] 0.6476604 5 0.5|Aphlb Protease

DMR8:103678001 | 8] 103678001 1000 1] 3.93E-05] 0.7690014 9 0.9]Atr Signaling

DMR8:105973001 | 8] 105973001 1000 1] 8.26E-05| 0.3908693 8 0.8|Clstn2 Transport

DMR8:115932001 | 8]115932001 1000 1] 5.92E-05| 0.6662783 8 0.8| Dock3;L0C102550698 Transcription

DMR8:116499001 | 8]116499001 1000 1] 6.40E-05] 0.9266104 12 1.2[Rbm5

DMR8:116806001 | 8] 116806001 2000 1] 3.88E-05] 0.5898284 18 0.9]Ip6k1 Signaling

DMR8:116980001 | 8] 116980001 1000 1] 1.81E-05] 0.6444469 7 0.7|Dagl Cytoskeleton




Cytoskeleton;Cytoskele

DMR8:117617001 | 8]117617001 1000 1] 9.83E-05] -0.4572397 15 1.5[Nckipsd;Celsr3 ton
DMR8:117767001 | 8]117767001 1000 1] 9.03E-05] -0.4504239 22 2.2|Pfkfb4;,L0C100911077 Metabolism
DMR8:118157001 | 8]118157001 2000 1] 4.99E-05] -0.5282389 27 1.35|Map4,;Dhx30 Transcription
DMR8:118999001 | 8] 118999001 1000 1] 8.44E-05] -0.4723915 20 2|Pthlr Receptor
DMR8:124882001 | 8] 124882001 2000 1] 4.33E-05] 0.7375086 17 0.85[Rbms3

DMR8:130275001 | 8]130275001 1000 1] 5.27E-05] -0.6059201 11 1.1]Viprl Receptor
DMR8:132664001 | 8] 132664001 1000 1] 1.00E-05] 0.8576849 12 1.2{Sacm1l;RGD1566368 Signaling
DMR9:14669001 9[ 14669001 2000 1] 5.97E-05] -0.4576098 13 0.65[TremI2;Treml4

DMR9:15617001 9 15617001 1000 1] 5.05E-05]| 0.7487699 24 2.4|Gucala;Gucalb

DMR9:27067001 9 27067001 1000 1] 2.12E-06] 0.9038938 15 1.5[LOC102549795;Efhcl Signaling
DMR9:61542001 9[ 61542001 1000 1| 8.59E-05| 0.5731267 5 0.5|Tmem258b

DMR9:88140001 9[ 88140001 4000 1] 4.77E-05] -0.8093889 23 0.575|Rhbdd1;L0C108351962 Protease
DMR9:93146001 9[ 93146001 2000 1| 7.85E-05] 0.4829176 22 1.1{Psmd1l Protease
DMR9:95386001 9[ 95386001 1000 1] 7.35E-05] -0.6436119 9 0.9]LOC680352;Trpm8 Transport
DMR9:110087001 | 9]110087001 1000 1] 3.91E-05] -0.6278456 14 1.4[Efna5 Signaling
DMR10:1424001 | 10| 1424001 1000 1] 3.01E-05| 0.6582385 9 0.9]Parn Translation
DMR10:5744001 | 10| 5744001 2000 1] 2.98E-05| -0.544027 17 0.85|Grin2a Receptor
DMR10:5914001 | 10| 5914001 2000 1] 3.63E-05] -0.5433186 20 1]|Grin2a Receptor
DMR10:20806001 | 10| 20806001 2000 1] 1.37E-05] -0.6333812 42 2.1{Wwcl

DMR10:31172001 | 10| 31172001 1000 1] 4.20E-06] -0.5593429 10 1|Adam19 Protease
DMR10:40542001 | 10| 40542001 1000 1] 4.17E-06] -0.4521971 7 0.7]Slc36al Transport
DMR10:45723001 | 10| 45723001 3000 1] 7.94E-05 0.617807 40| 1.333333333|Prss38;L0C102546363 Protease
DMR10:46375001 | 10| 46375001 1000 1] 3.02E-05] -0.5235923 13 1.3|Pemt Epigenetic
DMR10:56063001 | 10| 56063001 1000 1] 4.13E-05] -0.4383434 11 1.1{Dnah2 Cytoskeleton
DMR10:57253001 | 10| 57253001 2000 1] 9.17E-05 0.693944 16 0.8|Chrne;Rpl36a-ps2;Gplba lon Channel;Receptor
DMR10:68249001 | 10| 682495001 1000 1] 1.35E-05]| 0.6883847 7 0.7[Asic2 Transport
DMR10:72482001 | 10| 72482001 1000 1] 1.28E-05] 0.7410202 5 0.5|Usp32,RGD1310166 Protease
DMR10:83835001 | 10| 83835001 1000 1] 9.07E-06] -0.5248265 16 1.6]L0C102550169;Gip

DMR10:92311001 | 10| 92311001 2000 1] 4.41E-05] -0.5730629 21 1.05|Mapt;L0C100912629

DMR10:94772001 | 10| 94772001 2000 1] 2.17E-05 0.667 19 0.95[Tex2

DMR10:98717001 | 10| 98717001 1000 1] 8.13E-06] 0.8030074 35 3.5|Map2k6 Signaling
DMR10:105931003 10} 105931001 1000 1] 8.18E-05] -0.6160539 17 1.7{Mgat5b Golgi
DMR11:9786001 | 11] 9786001 1000 1| 7.61E-05] 0.6072892 30 3|Robol

DMR11:11267001 | 11| 11267001 1000 1] 1.16E-05] 0.5147006 8 0.8|Robo2

DMR11:40503001 | 11| 40503001 1000 1] 2.29E-05] -0.6525725 10 1]RGD1559516

DMR11:54898001 | 11| 54898001 1000 1| 5.97E-05] 0.7722158 10 1|Morcl

DMR11:59443001 | 11| 59443001 1000 1] 3.22E-05] 0.6777652 10 1|Lsamp Immune
DMR11:64597001 | 11| 64597001 1000 1] 9.72E-05] 0.8005265 13 1.3[Arhgap31 Signaling
DMR11:70283001 | 11| 70283001 1000 1] 1.40E-05] -0.5800666 17 1.7|Hegl

DMR11:79267001 | 11| 79267001 2000 1] 5.85E-05] 0.5675329 22 1.1|Lpp Signaling
DMR11:85277001 | 11| 85277001 3000 1] 8.35E-05] -0.4140686 32| 1.066666667|0Ir1568

DMR12:8349001 | 12| 83495001 1000 1] 3.57E-07] 0.9842046 24 2.4{Mtus2

DMR12:10586001 | 12| 10586001 1000 1] 3.20E-05] 0.4576596 10 1|Rnf6

DMR12:28694001 | 12| 28694001 2000 1] 2.07E-05] -0.6404385 16 0.8|Whbscrl7

DMR12:43948001 | 12| 43948001 2000 1] 1.00E-05] 0.5894592 50 2.5|RGD1562310;Rnft2

DMR12:48087001 | 12| 48087001 1000 1| 7.76E-05 0.760466 24 2.4|Myolh

DMR12:51788001 | 12| 51788001 4000 1] 3.91E-05] -0.4537759 44 1.1|Ttc28 Cytoskeleton
DMR13:25814001 | 13| 25814001 2000 1] 5.49E-05| -0.4987873 35 1.75|Tnfrsflla Receptor
DMR13:26917001 | 13| 26917001 1000 1] 7.68E-05 0.701531 5 0.5|Serpinb5 Protease; Proteolysis
DMR13:32371001 | 13| 32371001 1000 1] 1.52E-06| 0.8436015 5 0.5|Cdh19 Cytoskeleton
DMR13:47411001 | 13| 47411001 1000 1] 7.32E-05] -0.5742908 21 2.1|Pfkfb2 Metabolism
DMR13:85225001 | 13| 85225001 1000 1] 1.93E-06| -0.4354695 20 2|Fam78b

DMR13:89001001 | 13| 89001001 1000 1] 3.61E-05| -0.4635353 16 1.6{0IfmlI2b Development
DMR13:98477001 | 13| 98477001 2000 1] 8.99E-05] -0.4491669 34 1.7{Adck3

DMR13:10738500] 13] 107385001 2000 1] 7.63E-05] 0.5472605 32 1.6{Ush2a;L0C103692406 Extracellular Matrix




DMR13:107891001 13| 107891001 1000 1| 1.50E-06| -0.569634 4 0.4|Kcnk2 Transport
DMR14:8301001 | 14| 8301001 1000 1| 9.05E-05| -0.4683347 11 1.1|Mapk10 Signaling
DMR14:11562001 | 14| 11562001 1000 1| 3.81E-06| -0.5051718 10 1|Rasgeflb Transcription
DMR14:14811001 | 14| 14811001 1000 1| 1.05E-05| -0.5520419 12 1.2|Frasl
DMR14:16408001 | 14| 16408001 2000 1| 7.23E-06| -0.5849745 20 1 11-Sep
DMR14:38644001 | 14| 38644001 1000 1| 2.30E-05| -0.4669825 12 1.2|Gabrbl lon Channel
DMR14:45331001 | 14| 45331001 1000 1| 7.76E-05| 0.9943543 25 2.5(L0C103692863;Mir328b
DMR14:45787001 | 14| 45787001 1000 1| 7.40E-06| -0.5079373 12 1.2|Tbcldl Signaling
DMR14:80151001 | 14| 80151001 2000 1| 4.29E-05| -0.3741372 27 1.35|Ablim2 Cytoskeleton
DMR14:86821001 | 14| 86821001 1000 1| 9.19E-05| -0.4333428 14 1.4|Ccm2;L0C108352791
DMR14:99909001 | 14| 99909001 1000 1| 2.90E-05| -0.4813506 7 0.7|LOC108352804;Egfr Receptor
DMR14:108159001 14| 108159001 1000 1| 3.53E-06| 0.6141111 10 1|Usp34 Protease
DMR15:4053001 | 15 4053001 1000 1[9.84E-05| -0.5268169 9 0.9|Sec24c Transport
DMR15:4811001 | 15| 4811001 1000 1| 8.94E-05| -0.5943212 19 1.9|Gng2 Signaling
DMR15:11305001 | 15 11305001 1000 1| 1.60E-05| -0.5584456 6 0.6]|Lrrc3b Receptor
DMR15:28267001 | 15| 28267001 2000 1| 2.32E-05| 0.7103886 19 0.95(Earl
DMR15:33047001 | 15| 33047001 2000 1| 3.33E-05| -0.5076111 28 1.4|Slc7a7 Transport
DMR15:35828001 | 15| 35828001 1000 1| 8.74E-05 0.4878 4 0.4]|0Ir1282-ps
DMR15:40270001 | 15| 40270001 1000 1| 1.84E-05| 0.6816511 8 0.8|Atp8a2 Transport
DMR15:45889001 [ 15| 45889001 2000 1| 8.87E-05| -0.4874561 10 0.5|Ints6 Transcription
DMR15:58689001 [ 15| 58689001 1000 1{3.77E-05| -0.551727 17 1.7|Serp2 Transcription
DMR15:108747001 15| 108747001 1000 1| 5.52E-05| -0.656146 7 0.7|Clybl;LOC102555437 Metabolism
DMR16:16905001 | 16 16905001 1000 1| 1.27E-05| 0.7545601 5 0.5|Nrg3 Growth Factors
DMR16:77220001 | 16| 77220001 1000 1| 7.13E-05 0.713552 3 0.3|Csmd1
DMR17:13706001 | 17| 13706001 1000 1| 3.14E-07| 0.7724906 7 0.7|Shc3 Cytoskeleton
DMR17:33525001 | 17| 33525001 1000 1/ 9.35E-05| 0.5912981 11 1.1|Gmds Metabolism
DMR17:70499001 | 17| 70499001 1000 1| 4.91E-05| 0.6791659 10 1]112ra Receptor
Dclrelc;LOC108353135;Mei
DMR17:78806001 | 17| 78806001 1000 1| 4.40E-05| -0.4932276 5 0.5|gl Transcription
DMR17:87667001 | 17| 87667001 1000 1| 3.90E-06| -0.5356888 6 0.6|Etl4
DMR17:89014001 | 17| 89014001 1000 1| 1.16E-06| 1.1184314 25 2.5[Myo3a

Cytoskeleton;Proteolysi

DMR18:15168001 | 18| 15168001 1000 1| 7.07E-05| 0.7398884 33 3.3|Mapre2;Rnf138 s
DMR18:15924001 | 18| 15924001 1000 1| 1.49E-05| 0.7012881 8 0.8|Zfp24

DMR18:28199001 | 18| 28199001 1000 1| 8.49E-05| -0.5014114 4 0.4]Sil1

DMR18:44822001 | 18| 44822001 1000 1| 7.87E-05| -0.4394688 12 1.2|Hsd17b4

DMR18:74664001 | 18| 74664001 1000 1| 7.01E-06| -0.6977451 5 0.5|SIc14a2 Transport
DMR18:79570001 | 18| 79570001 1000 1| 5.01E-05| -0.495215 7 0.7|RGD1562171

DMR18:84171001 | 18| 84171001 1000 1| 8.43E-06| -0.5685034 6 0.6|RGD1559726 Cytoskeleton
DMR19:681001 19 681001 2000 1| 8.62E-05| 0.9804419 56 2.8[Nael;Terbl Proteolysis
DMR19:19779001 | 19| 19779001 1000 1| 4.50E-06| -0.4822127 19 1.9|Papd5

DMR19:30860001 | 19| 30860001 2000 1| 9.06E-05| -0.4668513 33 1.65|Gabl Cytoskeleton
DMR19:53148001 | 19| 53148001 1000 1| 3.70E-05| 0.7966136 31 3.1|RGD1304884

DMR19:57866001 | 19| 57866001 2000 1| 6.32E-05| -0.4483516 30 1.5|Discl

DMR19:59217001 | 19| 59217001 1000 1| 6.00E-05| -0.437994 3 0.3]SIc35f3

DMR20:6393001 | 20| 6393001 1000 1| 1.98E-05| -0.5286853 18 1.8|Rab44

DMR20:14064001 | 20| 14064001 2000 1| 2.21E-05| -0.5706479 20 1|Lrrc75b

DMR20:18455001 | 20| 18455001 1000 1| 7.26E-05| 0.8445721 23 2.3[lpmk Signaling
DMR20:33490001 | 20| 33490001 1000 1| 2.37E-07| -0.6051189 10 1|Gopc Transport
DMR20:35033001 | 20| 35033001 1000 1| 6.48E-05| -0.5487309 7 0.7|Fam184a

DMR20:46135001 | 20| 46135001 2000 1| 7.93E-06| 0.7161798 71 3.55|Ak9 Signaling
DMRX:11172001 |X 11172001 1000 1| 5.58E-05| -0.8068151 9 0.9|Atpb6ap2 Receptor
DMRX:14481001 |X 14481001 4000 1| 9.62E-05| -0.4666906 42 1.05|Lancl3

DMRX:111828001 [X | 111828001 1000 1| 6.33E-05| 0.6122087 11 1.1|Prpsl Signaling




