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Supplementary Figure 1: SARM1KO and TLR4KO predicted
protein sequence alterations after introduction of mutations by
CRISPR/Cas9, based on Sanger DNA sequencing data.
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Supplementary Figure 2: S phase arrest after 10 pg/ml
mitomycin treatment for 2 hours. Flow cytometry analysis in
TLR4KO, SARM1KO and parental cells.
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Supplementary Figure 3:
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Representative flow cytometry
histograms of activated caspase 3 levels in parental (top),
TLR4KO (middle) and SARM1KO (bottom) cells after 4.7 uM

cisplatin and/or 10 pg/mL LPS treatments for 72 hours.
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Supplementary Figure 4: Representative flow cytometry histograms of ROS
levels in TLR4KO, SARM1KO and parental cells. A) After 4.7 uM of cisplatin
treatment for 72 hours. B) After 4.7 uM of cisplatin and 100 uM of NAC
treatment for 72 hours, in combination with cisplatin.
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