	

	minimum counts per cell
	maximum counts per cell
	minimum genes per cell
	maximum genes per cell
	maximum fraction of mitochondrial counts

	Combes et al.
	200
	30000
	200
	5000
	0.1

	Lee et al.
	250
	50000
	750
	6000
	0.15



Supplementary Table 5. Thresholds used during the quality control process for filtering out artifacts on the datasets of Combes et al. and Lee et al. These thresholds were chosen based on the distributions of the different features on each of the datasets.
