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100 MR 145868, 1 Paenibacillus zeae strain 6RZ 185 ribosomal RMA partial sequence
MR 152686.1 Paenibacillus solani strain FJAT-22450 163 rdbosomal RMA partial sequence

rr-JR 113827 1 Paenibacilus chibensis strain NBRC 15958 162 rbosomal RMA partial sequence
29 10 L MR 040885.1 Paenibacilus chibensis strain JCI 9905 165 ribosomal RNA partial sequence
MR 147741 1 Paenibacillus terreus strain 033 165 ribosomal RMA partial sequence

A MR 169361, 1 Paenibacillus dakarensis strain FF2 165 ribosomal RMA partial sequence

0 MR 11701 2.1 Paenibacillus uliginis N3975 162 fbosomal RMNA partial sequence
498': MR 118496.1 Paenibacillus purispatii strain ES MS17 1685 rinosomal RMNA partial sequence

100 MR 1137481 Paenibacillus glucanolyticus strain NERC 15330 163 ribesomal RMA partial sequence
MR 0408831 Paenibacillus glucanolyticus strain DS 5162 1683 rbosomal RMNA partial sequence

e MR 1171851 Paenibacillus lautus strain AB236d 165 nbosomal RMNA partial sequence
E‘_lj MR 115599.1 Paenibacillus lawtus strain MRRL MRS-666 162 ribosomal RMA partial sequence
£ 0

MR 1127241 Paenibacillus lautus strain MERC 15380 165 ribosomal RMA partial sequence
AL MR 0408821 Paenibacilus lautus strain JCM 90732 163 dbosomal RMA partial sequence
M Z068215.1 Paenibacillus lactis strain PKCS 163 rbosomal RMA gene partial sequence
410]'_ MR 025739 1 Paenibacillus lactis strain MB 1871 163 ribosomal RMNA partial sequence
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Figure Sla. Phylogenetic tree formed based on the 16S rRNA gene sequences of Paenibacillus lactis
strain PKC5 with other Paenibacillus sp. obtained from GenBank database. The accession number has
been represented before their name in the tree.

15 MR 102783.2 Bacillus subtilis subsp. sustilis strain 168 165 rivosomal RMA complete sequence

MR 112118.2 Bacillus suitilis strain 140 12118 185 ribosomal RMA complete sequence

MR 113285, 1 Bacillus subtilis strain JCM 1465 1683 ribosomal RMNA partial sequence

MR 104919.1 Bacillus tequilensis strain 100 163 rbosomal RMNA partial sequence

MR 104873.1 Bacillus subtilis subsp. inaguoscrum strain BGSC 3425 163 ribosomal RMNA partial sequence
45 MR 113994, 1 Bacillus vallismoertis strain NERC 101235 163 rbosomal RMA partial sequence

MR 0246961 Bacillus vallismortis strain DS 11031 163 ribosomal RMA partial sequence

MR 1126851 Bacillus amyloliquefaciens strain NBRC 15535 168 ribosomal RMNA partial sequence
MR 151897, 1 Bacillus nakamurai strain MRREL B-41091 165 ribos omal RMNA partial sequence
MR 024693 1 Bacillus mojavensis strain IFQ15718 165 rnbosomal RMNA partial sequence

MR 1127251 Bacillus majavensis strain NERC 15718 168 ribosomal RMA partial sequence

MR 118290, 1 Bacillus mojavensis strain ifo 15718 165 ribesomal RNA partial sequence

B0 MR 115282 1 Bacillus halotolerans strain CR-85 163 rbosomal RMA partial sequence

MR 115930.1 Bacillus halotolerans strain CECT 5687 165 rinosomal RMNA partial sequence
431 MR 115929.1 Bacillus halotolerans strain LMG 22476 165 ribosomal RMNA partial sequence
MR 024931, 1 Bacillus sultilis subsp. spizizenii strain NREL B-23049 162 rbosonal RMA partial sequence

IMH127533.1 Bacilus sp. (in: Bactera) strain ADCH 165 dbosomal RMA gene partial sequence
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Figure S1b. Phylogenetic tree formed based on the 16S rRNA gene sequences of Bacillus sp. with
another Bacillus sp. obtained from GenBank database. The accession number has been represented
before their name in the tree.



KX470809.1 Bacillus sp. strain kh35 165 ribosomal RMA gene partial sequence

IMTO51452 1 Bacillus subtilis strain FI355 165 ribosomal RMA gene partial sequence
MM252543 1 Bacillus subtilis strain bacs2 163 rbosomal RMNA gene partial sequence

KXY 6225061 Bacillus subtilis strain LBO38a 163 ribosomal RMA gene partial sequence

KY 820928 1 Bacillus subtilis strain 151007-R2 107 30 27F 162 ribosomal RMA gene partial sequence
KY 285264 1 Bacillus sultilis strain SA4 1685 rbosomal RMA gene partial sequence

IT052351.1 Bacillus sp. (in: Bacteria) strain H35 165 ribosomal RMA gene partial sequence

LC456724.1 Bacillus sustilis tsc20 gene for 163 rinosomal RMNA partial sequence

MH288750.1 Uncultured bacterium clone abc 163 ribosomal RMNA gene partial sequence

IT0E8199 1 Bacilus suktilis strain FP.PT. 1.1 - CTCRI 185 ribosomal RMA gene partial sequence
Eg MK 346325 1 Bacillus subtilis strain AKKY G-2-18 165 fbosomal RMA gene partial sequence
73 |I.-1T111052.1 Bacillus subtilis strain MM136814.1 163 rbosonal RMA gene partial sequence

10 MN18651 4.1 Bacillus sustilis strain KS & 165 ribosomal RMNA gene partial sequence

IMM133886. 1 Bacillus subtilis strain BY 32 162 ribosomal RMA gene partial sequence
IMMN123050.1 Bacillus subtilis strain N7 183 ribosomal RAA gene partial sequence
MZ058213.1 Bacillus subtilis strain PK.C2 163 ribosomal RMNA gene partial sequence
IT

Figure S1c. Phylogenetic tree formed based on the 16S rRNA gene sequences of Bacillus Subtilis strain
PKC2 with other Bacillus sp. obtained from GenBank database. The accession number has been

represented before their name in the tree.

72 MR 1180221 Bacillus anyldliquefaciens strain BCRC 11601 183 ribosomal RNA partial sequence
il MR 1126851 Bacillus any loliguefaciens strain NERC 15535 165 ribosomal RMA partial sequence
H MR 1027832 Bacilus subtilis subsp. subtilis strain 168 163 ribosomal RMA complete sequence

10 MR 151897 1 Bacillus nakamurai strain MRRL B-<410%1 163 ribosomal RMNA partial sequence

MR 1576081 Bacillus swezeyi strain MRRL B-41284 163 rioosomal RMA partial sequence
MR 157609 .1 Bacillus haynesii strain MRRL B-41327 165 rdbosomal RRA partial sequence

MR 113993 1 Bacillus scnorensis strain NBERC 101234 163 ribosomal RMNA partial sequence

M MR 0251301 Bacillus scnorensis strain MRRL B-23154 163 ribosomal RMNA partial sequence
44|, MR 118996, 1 Bacillus licheniformis strain DSM 13 168 ribosomal RMA partial sequence

E] L MR 074923 1 Bacillus licheniformis strain ATCC 14580 163 ribosomal RMNA partial sequence

54_ MR 1135881 Bacillus licheniformis strain NERC 12200 163 ribosomal RMNA partial seguence

:e-|_ MR 118959.1 Bacillus licheniformis strain NCDO 1772 168 ribosomal RNA partial sequence

L MR 1160231 Bacillus licheniformis strain BCRC 11702 185 rnbosomal RMNA partial sequence

L MR 0423381 Bacillus aenus strain 24K 163 rdbosomal RMA partial sequence
20682141 Bacilus licheniformis strain PK.C4 163 ribosomal RMA gene partial sequence

0.005

&5 MR 104873 1 Bacillus subtilis subsp. inaguosorum strain BGSC 3428 165 nbosomal RMA partial sequence

Figure S1d. Phylogenetic tree formed based on the 16S rRNA gene sequences of Bacillus Licheniformis
strain PKC4 with other Bacillus Licheniformis obtained from GenBank database. The accession number

has been represented before their name in the tree.



