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cartilage development involved in endochondral bone morphogenesis
collagen fibril organization

connective tissue development
embryo implantation

embryonic placenta morphogenesis
mesenchymal cell differentiation

positive regulation of fibroblast proliferation
positive regulation of wound healing
cellular response to osmotic stress

cellular response to radiation
establishment or maintenance of cell polarity
inflammatory response to antigenic stimulus

positive regulation of type I interferon production
regulation of lymphocyte activation

regulation of macroautophagy
response to insulin

growth hormone receptor signaling pathway
intracellular steroid hormone receptor signaling pathway

monocyte chemotaxis
positive regulation of organ growth

positive regulation of receptor−mediated endocytosis
regulation of leukocyte migration

response to alcohol
response to growth hormone

positive regulation of mitotic cell cycle
positive regulation of mRNA catabolic process

positive regulation of protein export from nucleus
regulation of cell cycle G2/M phase transition

regulation of G2/M transition of mitotic cell cycle
regulation of spindle assembly

regulation of spindle organization
spliceosomal complex assembly
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cartilage development
collagen biosynthetic process
collagen fibril organization
collagen metabolic process
connective tissue development
embryonic placenta development
mesenchyme development
positive regulation of fibroblast proliferation
blood vessel endothelial cell migration
positive regulation of endothelial cell chemotaxis
positive regulation of endothelial cell proliferation
positive regulation of leukocyte chemotaxis
positive regulation of leukocyte migration
positive regulation of tumor necrosis factor superfamily cytokine production
regulation of endothelial cell chemotaxis
vascular smooth muscle cell proliferation
cardiac neural crest cell development involved in heart development
cardiac neural crest cell differentiation involved in heart development
endocrine system development
endoderm development
endothelial tube morphogenesis
positive regulation of cholesterol transport
regulation of sterol transport
ventricular septum morphogenesis
positive regulation of establishment of protein localization to telomere
positive regulation of mitotic cell cycle
positive regulation of telomere maintenance
regulation of dendritic cell differentiation
ribosomal subunit export from nucleus
telomere maintenance via telomerase
telomere maintenance via telomere lengthening
telomere organization
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Supplementary Fig.2


