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Figures S1 and S2. 
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Figure S1. A heatmap showing expression of top marker genes in different clusters. The heatmap was generated 

using the top 10 marker genes for each clusters. This is an enlarged image from Fig. 1D.
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Figure S2. Location of endocardial cells (marked in red), identified based on gata5 and nfatc1 expression, within 

the developmental trajectory plot. Note that majority of the endocardial cells are present next to or within the arterial 

cluster.
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