Supplemental Table 1

Gene Symbol Mean Expression Log,(FoldChange) Standard Error Adjusted P-value
CD177 76 7.2 1.6 0.005
LBP 19 5.8 14 0.013
MTND1P23 193 5.2 1.4 0.028
IGKV1-9 599 4.0 1.0 0.021
IGHG4 4661 3.6 1.0 0.037
IGHV4-59 981 3.6 0.9 0.021
NUTM2A 12 3.5 0.7 0.002
RP11-731F5.2 108 3.5 1.0 0.035
IGHV4-34 136 3.4 0.7 0.003
IGKV3-15 1213 3.3 0.9 0.019
IGHV10R15-4 14 3.3 1.0 0.038
RP3-410C9.1 24 3.3 0.8 0.011
IGHV1-58 34 3.3 0.8 0.013
IGHV4-55 86 3.2 0.9 0.028
IGHV1-46 228 3.2 0.8 0.022
IGHG3 3121 3.2 0.9 0.038
IGHV5-51 553 3.1 0.9 0.039
IGHV4-61 424 3.0 0.8 0.021
IGKV1-17 310 3.0 0.8 0.020
IGHA2 386 3.0 0.7 0.010
IGHV3-49 213 3.0 0.6 0.000
IGHV3-33 538 2.9 0.9 0.050
IGHV4-28 73 2.9 0.6 0.003
IGHV3-64 105 2.9 0.9 0.043
IGKV1-8 3964 2.8 0.8 0.028
MzB1 192 2.8 0.8 0.039
IGLV3-9 81 2.7 0.8 0.038
IGKV1-5 1462 2.7 0.8 0.032
IGKV30OR2-268 21 2.7 0.8 0.036
PTGDS 259 2.5 0.3 0.000
IGLV2-23 552 2.5 0.6 0.019
VvMO1 85 2.4 0.5 0.002
IGLV3-27 25 2.4 0.6 0.020
GJB2 18 2.4 0.6 0.009
RN7SL184P 82 2.3 0.5 0.003
SLC30A8 15 2.3 0.6 0.016
SDC1 111 2.1 0.4 0.002
CD79A 72 2.1 0.6 0.039
IGHA1 2940 2.1 0.6 0.037

OPLAH 14 2.1 0.6 0.046
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Supplemental Figure 1. Comparison of Logz(Fold Change) values from the RNA-
Seq analysis and PCR measurement of randomly selected transcripts. Selected
transcripts (n = 25) identified in the DEGs were measured in additional CEA samples
using droplet digital PCR and the logz (Fold Change) was compared to that observed in
the DEG analysis. A minimum of 5 samples / group were used with some targets being
measured in up to 16 samples / group.
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Supplemental Figure 2. Hierarchical clustering identifies groups of co-expressed
transcripts that distinguish recently ruptured plaques from asymptomatic plaques.
Clustering of the top 400 transcripts in carotid plaques differentiates between
asymptomatic and recently ruptured plaques. Bars adjacent to the cluster indicate
locations of transcripts associated with B-cell function (green), metalloproteinases
(blue), and interferon responses (red). Note: this is the same figure as Figure 1 in the
manuscript, but it includes the transcript names.
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