Figure S1: Flow chart.

Figure S2: There was no significant difference in the expression of m6A regulators in the ZC3H13 wild group and the ZC3H13 mutation group.

Figure S3: Independent prognostic analysis.
(A) Univariate Cox analysis. (B) Multivariate COX analysis.

Figure S4: Correlation analysis of tumor microenvironment and clinic.
The clinical correlation of ESTIMATEScore (A), StromalScore (B) and ImmuneScore (C).
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TABLE S2: Clinical information of TCGA patients in the high- and low- m6Asocre group.
