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Strains of Bacillus thuringiensis
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Strains of Bifidobacterium animalis
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Strains of Burkholderia pseudomallei
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Strains of Campylobacter jejuni
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Strains of Chlamydia pneumoniae
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Strains of Dehalococcoides mccartyi
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Strains of Flavobacterium psychrophilum
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Strains of Helicobacter pylori
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Strains of Lactococcus lactis
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Strains of Haemophilus influenzae
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Strains of Klebsiella pneumoniae
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Strains of Listeria monocytogene:
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Strains of Staphylococcus aureus Strains of Streptococcus agalactiae
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Figure S8. Hierarchical clustering of strains from all the species considered in the analysis.




