Supplementary Table. 1

Upregulated genes in hAM-Muse cells than in hBM-Muse cells

GeneSymbol [p-value avg_logFC |FC pct.1 pct.2 p_val_adj
ALDH1A1 0] 3.1556311| 23.46784 0.722 0.041] 2.21E-304
RARRES?2 0] 3.0928622| 22.04007 0.838 0.126 0
HTR2B 0| 3.0773964] 21.70183 0.792 0.041 0
CHRM?2 0| 2.9894357] 19.87446 0.822 0.124 0
ITGA6 0| 2.7264142] 15.27801 0.999 0.717 0
NR2F2 0] 2.6896814| 14.72698 0.978 0.785 0
SSTR1 0] 2.6516789| 14.17782 0.96 0.323 0
OXTR 0] 2.5879408| 13.30235 0.975 0.548 0
FOXL2 0.00E+00] 2.4274522] 11.32998 0.856 0.031] 0.00E+00
IRAG1 1.8E-293( 2.4144635| 11.18377 0.725 0.065| 5.58E-289
CLEC2B 0] 2.3962139| 10.98152 0.913 0.09 0
MASP1 0] 2.3363274| 10.34318 0.868 0.144 0
FILIP1L 0.00E+00[ 2.2507708| 9.495052 0.948 0.47] 0.00E+00
PCDH10 1.78E-199]| 2.2416986 9.4093 0.606 0.065] 5.61E-195
NR2F1 5.51E-252] 2.2315692| 9.314471 0.824 0.289| 1.74E-247
OLR1 4.2E-272] 2.2135024 9.1477 0.649 0.024| 1.31E-267
TRHDE 0] 2.1349138] 8.456317 0.85 0.197 0
MXRAbD 0] 2.1206978| 8.336953 0.963 0.342 0
GATA2 0] 2.1191623| 8.324161 0.913 0.237 0
CITED2 0] 2.0784097| 7.99175 0.998 0.85 0
S100A4 0] 2.0662695| 7.895315 0.986 0.629 0
SPON2 0.00E+00| 2.0424484] 7.709462 0.967 0.405| 0.00E+00
GULP1 2.40E-307] 2.0362107| 7.661523 0.872 0.418| 7.55E-303
SYTL5 1.93E-225( 2.0149563 7.5004 0.54 0.002| 6.10E-221
IFIT3 4.42E-300] 2.0040597] 7.419115 0.829 0.174| 1.40E-295
GLRX 6.05E-298] 1.9850176| 7.279175 0.975 0.948] 1.91E-293
VATIL 1.07E-287( 1.9671554| 7.150308 0.706 0.041] 3.36E-283
GBP4 1.50E-217| 1.9195336( 6.817778 0.692 0.149] 4.74E-213
TNFSF4 9.1E-172] 1.901966] 6.699052 0.549 0.055| 2.86E-167
NES 0.00E+00] 1.8973312| 6.668075 0.939 0.284] 0.00E+00
SYNPO?2 1.3E-204( 1.8901297| 6.620227 0.824 0.385] 3.98E-200
GREM1 0] 1.8809919( 6.560008 0.999 0.848 0
ITGA2 0.00E+00[ 1.8754039] 6.523454 0.964 0.612| 0.00E+00
HAND?2 4.79E-283| 1.8731731] 6.508917 0.72 0.06| 1.51E-278
MITF 5.45E-236] 1.8611783| 6.43131 0.728 0.137| 1.72E-231
PTN 2.7T4E-287] 1.8374466| 6.280481 0.876 0.291| 8.65E-283
ESAM 1.37E-216( 1.8223832| 6.186585 0.551 0.012| 4.31E-212




MMP11 7.44E-64] 1.8115531] 6.119945 0.355 0.084| 2.35E-59
ST6GALNACY 7.51E-218] 1.781038] 5.936015 0.611 0.048] 2.37E-213
REN 2.86E-81| 1.7783849] 5.920287 0.227 0] 9.01E-77
FOXL2NB 3.34E-223] 1.7775307| 5.915232 0.607 0.042] 1.05E-218
IGF2 2.29E-259] 1.7740588| 5.894731 0.872 0.513| 7.22E-255
ARMC9 1.25E-236( 1.7569895] 5.794965 0.888 0.532] 3.93E-232
OTULINL 7.57TE-247] 1.7566225| 5.792839 0.612 0.019] 2.39E-242
SCNO9A 1E-191( 1.739122| 5.692343 0.725 0.215] 3.21E-187
PAMR1 0.00E+00] 1.7303815] 5.642806 0.957 0.452] 0.00E+00
SERPINB7 [6.40E-261] 1.7279162| 5.628912 0.859 0.281] 2.02E-256
HOXD11 1.63E-246( 1.7268581| 5.622959 0.716 0.098| 5.14E-242
CPED1 8.92E-292| 1.7219878| 5.59564 0.897 0.323| 2.81E-287
OGFRL1 7.25E-256] 1.6780445| 5.355074 0.952 0.662| 2.29E-251
ITGAL 1.43E-199( 1.6660072 5.291 0.955 0.734| 4.50E-195
ADGRG6 4.60E-199] 1.6651065] 5.286236 0.703 0.156] 1.45E-194
SEMA3A 3.52E-269] 1.6512251| 5.213363 0.867 0.299] 1.11E-264
AR 4.90E-230] 1.6503998] 5.209062 0.628 0.046] 1.55E-225
CLEC14A 9.48E-131] 1.6492483| 5.203067 0.426 0.029| 2.99E-126
ACTG2 3.56E-31] 1.6393334| 5.151734 0.289 0.151| 1.12E-26
MT-RNR1 0.00E+00] 1.6331299] 5.119874 1 1| 0.00E+00
ERAP2 2.39E-206] 1.631455| 5.111306 0.702 0.157] 7.55E-202
IFIT1 3.8E-196] 1.630984] 5.108899 0.617 0.071] 1.18E-191
FZD2 0.00E+00] 1.6243714] 5.075228 0.944 0.45] 0.00E+00
BTBD3 1.6E-249] 1.6203114( 5.054664 0.878 0.335] 5.06E-245
CTSC 0.00E+00] 1.6197885] 5.052022 0.997 0.941( 0.00E+00
HOXD10 1.89E-294( 1.6190304| 5.048193 0.767 0.092] 5.96E-290
PCDH18 2.35E-239] 1.6822173| 4.865733 0.927 0.535| 7.40E-235
ASPM 3.66E-77] 1.5699969] 4.806634 0.677 0.398| 1.15E-72
PRDM1 1.05E-194( 1.5639343| 4.777581 0.719 0.168] 3.31E-190
ADAM33 5.17E-285] 1.5553322| 4.73666 0.812 0.152] 1.63E-280
MMP3 1.46E-162| 1.5478623( 4.701409 0.942 0.59]| 4.60E-158
HOXA11 1.06E-212( 1.5352478| 4.642476 0.861 0.363] 3.36E-208
KIF20A 8.9E-105] 1.5159275] 4.553642 0.628 0.245( 2.82E-100
ADM 0.00E+00] 1.5141087] 4.545368 0.981 0.627| 0.00E+00
NUAK1 2.4E-198] 1.56062119] 4.509616 0.852 0.404| 7.62E-194
FBLNS 1.76258211 1.500409| 4.483522 0.949 0.463] 5.56E-307
AC132217.2 |6.51E-226] 1.493082| 4.450792 0.815 0.291] 2.05E-221
TOR4A 7.58E-233] 1.4857965| 4.418483 0.69 0.089( 2.39E-228
PSG4 1.37E-147( 1.4755705| 4.37353 0.702 0.233| 4.33E-143
XAF1 4.9E-204| 1.4672723] 4.337388 0.794 0.276| 1.54E-199




7.10957843865577e-3

MYLK 2.25407519 1.4664674( 4.333898 0.999 0.966

F3 3.08E-158] 1.4647942| 4.326653 0.793 0.351] 9.73E-154
DKK1 4.33E-173| 1.4640387| 4.323385 0.974 0.866| 1.37E-168
DLGAP5S 2.48E-88] 1.4551658] 4.285194 0.599 0.27|] 7.84E-84
SGIP1 9.60E-208] 1.4518676| 4.271084 0.683 0.106| 3.03E-203
PLAT 4.01E-177] 1.4513128] 4.268715 0.946 0.668| 1.27E-172
ACTA2 5.99E-200] 1.4436704| 4.236216 0.997 0.917] 1.89E-195
FOXF1 1.99E-185( 1.4412591| 4.226013 0.556 0.042] 6.26E-181
MKX 1.12E-124( 1.4385966| 4.214777 0.451 0.049] 3.55E-120
NCAM1 8.93E-138] 1.4246877| 4.15656 0.501 0.065| 2.82E-133
FOS 8.22E-269| 1.4241219] 4.154208 0.936 0.579( 2.59E-264
PTTG1 1.13E-131| 1.4224831| 4.147406 0.85 0.635| 3.57E-127
ISG15 7.50E-231] 1.4042236| 4.072364 0.838 0.339| 2.37E-226
CENPF 1.13E-66[ 1.402617| 4.065826 0.724 0.536| 3.56E-62
AKb 6.55E-259 1.40137] 4.060759 0.928 0.47| 2.06E-254
STAMBPL1 [1.04E-186] 1.3887216| 4.009721 0.746 0.217] 3.27E-182
PCDH7 3.72E-72| 1.385653] 3.997435 0.312 0.047] 1.17E-67
TCIM 1.64E-132| 1.3854877( 3.996775 0.366 0.004( 5.18E-128
RGCC 1.21E-58| 1.3792854( 3.972062 0.494 0.206( 3.81E-54
SHROOM3 [1.26E-131] 1.3750963| 3.955458 0.631 0.182| 3.96E-127
PDESA 2.57E-151] 1.3736992| 3.949935 0.766 0.353| 8.09E-147
CENPE 1.63E-55| 1.3658623( 3.919101 0.588 0.369| b5.14E-51
EMX2 1.3E-235] 1.3605343| 3.898276 0.707 0.095] 4.05E-231
GNG11 0.00E+00] 1.3584891| 3.890311 0.998 0.909] 0.00E+00
KIF20B 1.85E-68| 1.3545629( 3.875067 0.617 0.343 5.85E-64
CDC20 3.86E-68] 1.3520542] 3.865357 0.639 0.411 1.22E-63
IGFBP5 8.24E-07] 1.345923| 3.841731 0.473 0.376| 2.60E-02
SYNGR1 4.82E-162| 1.3376843| 3.81021 0.671 0.182]| 1.562E-157
IER5L 2.43E-250] 1.3328986| 3.792019 0.793 0.174] 7.68E-246
HMGB2 1.01E-78] 1.3308845]| 3.784389 0.862 0.651] 3.19E-74
GNG4 3.66E-157] 1.3299579| 3.780884 0.549 0.088] 1.16E-152
FAMA43A 7.31E-103] 1.3291236| 3.777731 0.577 0.2 2.31E-98
LMOD1 2.17TE-129] 1.3242486| 3.75936 0.635 0.186| 8.75E-125
PRICKLE1 |5.78E-146( 1.3211729| 3.747814 0.643 0.171] 1.82E-141
PRKAR2B OE-155] 1.3198428| 3.742833 0.57 0.089( 2.83E-150
STMN1 0.00E+00] 1.3167162| 3.731149 0.999 0.92] 0.00E+00
CHN1 1.11E-155| 1.3150522( 3.724945 0.742 0.259] 3.49E-151
QPRT 1.24E-107| 1.3136234( 3.719627 0.555 0.183] 3.93E-103
NFKBIZ 2.94E-175] 1.313161f 3.717907 0.876 0.5 9.26E-171
UBE2C 3.92E-34] 1.3114778] 3.711655 0.63 0.486 1.24E-29




FLT1 5.65E-135] 1.3111059] 3.710275 0.624 0.193] 1.78E-130
GAS2L3 1.84E-73| 1.3060164( 3.691439 0.535 0.225] 5.82E-69
LINC02844 |4.21E-136( 1.301787| 3.675859 0.369 0.002] 1.33E-131
ARHGEF17 [4.11E-197| 1.2987064| 3.664553 0.866 0.414] 1.30E-192
CSRP2 5.65E-181] 1.2972083| 3.659068 0.921 0.628| 1.78E-176
TTK 4.73E-57] 1.2950907] 3.651327 0.45 0.234 1.49E-52
KHDRBS3 1.2E-175| 1.2904441 3.6344 0.677 0.145] 3.73E-171
Cl20rf75 0.00E+00] 1.2902375| 3.63365 1 0.999]| 0.00E+00
AURKA 8.95E-65( 1.2849855( 3.614616 0.552 0.267| 2.82E-60
SLC7A11 8.53E-209| 1.284138] 3.611553 0.967 0.857| 2.69E-204
RHOBTB3 1.26E-216( 1.2811829] 3.600897 0.986 0.992| 3.99E-212
CTSK 5.79E-186] 1.2810791| 3.600523 0.868 0.415( 1.83E-181
KRT19 3.84E-107] 1.2803988| 3.598074 0.812 0.532| 1.21E-102
CKAP2 1.23E-99( 1.2787423] 3.592119 0.73 0.369] 3.88E-95
CARD16 1.13E-185( 1.2775288| 3.587763 0.539 0.035] 3.56E-181
GBP2 9.5E-146] 1.2764692] 3.583963 0.704 0.234 3E-141
KANK?2 0.00E+00] 1.2726805| 3.57041 0.998 0.926] 0.00E+00
NDC80 1.01E-71| 1.2677441 3.552829 0.58 0.273| 3.17E-67
MME 4.12E-150] 1.2663775| 3.547977 0.779 0.329| 1.30E-145
NID1 1.20E-303| 1.2663427| 3.547853 0.998 0.921] 3.80E-299
A2M 1.23E-73| 1.2634158( 3.537484 0.239 0.007| 3.89E-69
CKS1B 2.74E-112] 1.2619807| 3.5632411 0.851 0.679] 8.63E-108
TOP2A 9.41E-44] 1.2614309| 3.53047 0.773 0.652| 2.97E-39
HOXAI11-AS | 3.56E-152| 1.2563466| 3.512565 0.555 0.082] 1.12E-147
MGARP 4.63E-116 1.25391( 3.504017 0.532 0.118| 1.46E-111
LRRC17 1.82E-107( 1.2508797| 3.493415 0.656 0.296] 5.73E-103
PBX1 3.69E-188] 1.2490367| 3.486982 0.866 0.417( 1.17E-183
HOXA10 1.14E-173| 1.248473| 3.485017 0.924 0.604| 3.60E-169
GPNMB 7.95E-134] 1.2477359| 3.482449 0.619 0.161] 2.51E-129
TRBC?2 2.4E-113| 1.2454134] 3.474371 0.463 0.073] 7.43E-109
FARP1 0.00E+00[ 1.2445412| 3.471342 0.997 0.91] 0.00E+00
TRNP1 3.19E-130] 1.2399051| 3.455286 0.77 0.384| 1.01E-125
CCDC14 6.75E-161] 1.2369362| 3.445042 0.821 0.388| 2.13E-156
ITGA4 7.00E-306] 1.2362254| 3.442594 0.989 0.813] 2.21E-301
ID1 2.57E-281] 1.2241041| 3.401118 0.985 0.749] 8.11E-277
CDKN3 9.50E-81| 1.221751] 3.393124 0.659 0.398| 3.00E-76
HSBP1L1 1.90E-169| 1.2209977| 3.390569 0.735 0.251] 6.00E-165
IFIT2 1.02E-94] 1.2183799| 3.381704 0.369 0.042 3.21E-90
TRHDE-AS1 | 4.02E-128| 1.2167477] 3.376189 0.428 0.035( 1.27E-123
FRY 8.01E-96] 1.2158652| 3.373211 0.421 0.072 2.53E-91




CEP55 1.33E-73| 1.2155209( 3.37205 0.629 0.355] 4.20E-69
PHTF2 4.70E-263| 1.2151057| 3.37065 0.972 0.711] 1.48E-258
NUSAP1 2.04E-74] 1.2107852] 3.356119 0.646 0.375| 6.43E-70
RBP1 7.40E-71] 1.2096529] 3.352321 0.487 0.2 2.33E-66
RBM24 3.00E-157] 1.207212| 3.344148 0.831 0.38| 9.45E-153
CCNAZ2 7.72E-57] 1.2051953] 3.337411 0.639 0.433| 2.44E-52
DIO2 3.01E-34| 1.2037909]| 3.332727 0.264 0.078] 9.48E-30
AFF3 7.29E-92| 1.1984579] 3.315001 0.47 0.125| 2.30E-87
MTCL1 1.27E-137( 1.1905726] 3.288964 0.688 0.227] 4.02E-133
TGM2 1.27E-140| 1.1891878| 3.284413 0.964 0.926] 4.01E-136
DEPDC1 3.39E-61] 1.1875036| 3.278886 0.573 0.313] 1.07E-56
PPME1 1.42E-61| 1.1869383( 3.277032 0.937 0.936 4.49E-57
RARB 4.32E-115] 1.1859398] 3.273762 0.36 0.014( 1.36E-110
KIF23 2.16E-72 1.18387| 3.266993 0.715 0.44( ©6.81E-68
PRDX6 0.00E+00] 1.1832807] 3.265068 1 1 0.00E+00
UBALDZ 3.96E-140] 1.1804941| 3.255983 0.811 0.421] 1.25E-135
CCNB1 5.41E-64| 1.1785736] 3.249735 0.767 0.548] 1.71E-59
ZNF516 3.83E-149] 1.178508| 3.249522 0.666 0.174( 1.21E-144
TPX2 2.13E-72] 1.1771588| 3.245141 0.78 0.556( 6.71E-68
TMSB4X 0.00E+00] 1.1762849] 3.242306 1 1| 0.00E+00
HSPB6 1.18E-212( 1.1750269| 3.23823 0.979 0.842] 3.73E-208
BUB1 1.06E-59| 1.1701017( 3.22232 0.515 0.251] 3.34E-55
ZNF804A 6.52E-103] 1.1688235| 3.218204 0.366 0.032] 2.06E-98
HAND2-AS1 | 3.59E-117| 1.166877| 3.211946 0.578 0.213] 1.13E-112
PODXL 1.64E-66] 1.1659823| 3.209074 0.624 0.318| 5.16E-62
PSG5 7.14E-83] 1.1627206| 3.198624 0.793 0.486( 2.25E-78
GSDME 1.23E-157( 1.1493491| 3.156138 0.913 0.649] 3.89E-153
SBF2-AS1 6.10E-78] 1.1487622] 3.154286 0.505 0.189] 1.92E-73
KNL1 2.85E-60] 1.1487541] 3.15426 0.512 0.27] 8.98E-56
CDCAS8 2.04E-48| 1.145485] 3.143966 0.428 0.21] 6.43E-44
PSRC1 1.00E-72] 1.1434245(| 3.137494 0.46 0.14] 3.16E-68
MKI67 1.67E-56| 1.1394247( 3.12497 0.659 0.416| 5.28E-52
MFAP4 3.31E-72] 1.1381793] 3.121081 0.576 0.253| 1.04E-67
PLK1 2.96E-55] 1.1380145] 3.120566 0.561 0.339 9.34E-51
KIF2C 5.26E-52| 1.1343087] 3.109023 0.461 0.233] 1.66E-47
GRIK2 6.04E-115] 1.1335217| 3.106578 0.611 0.188] 1.91E-110
PIMREG 1.50E-88] 1.1214994( 3.069453 0.59 0.23] 4.75E-84
MIR503HG | 1.98E-135( 1.1212459] 3.068675 0.659 0.187| 6.26E-131
SGO2 1.92E-55| 1.1199154( 3.064595 0.54 0.305| 6.05E-51
IRS1 7.62E-165] 1.1186389| 3.060686 0.928 0.683| 2.40E-160




GALNT6 O9E-122] 1.1129053| 3.043187 0.754 0.366| 2.83E-117
DKK3 0.00E+00] 1.1118646| 3.040022 1 0.974] 0.00E+00
UACA 3.99E-267] 1.1107521| 3.036641 0.998 0.989] 1.26E-262
TACC3 6.85E-64| 1.1085403] 3.029932 0.621 0.369| 2.16E-59
HMMR 6.83E-52] 1.1048242| 3.018694 0.534 0.329 2.15E-47
PLEKHA2 1.42E-201( 1.1029836| 3.013143 0.973 0.793| 4.49E-197
KANK1 2.5E-129] 1.0985915] 2.999938 0.756 0.362| 7.95E-125
SLC38A2 0.00E+00] 1.0982774] 2.998996 1 0.971] 0.00E+00
AP1S2 3.70E-220] 1.0966473| 2.994111 0.982 0.795] 1.17E-215
MAP3K5 2.94E-127] 1.0958241| 2.991647 0.592 0.143] 9.26E-123
ANO4 1.51E-128( 1.0948172| 2.988636 0.38 0.011| 4.76E-124
AURKB 8.84E-48] 1.0941235] 2.986564 0.455 0.24( 2.79E-43
TRERF1 4.04E-123] 1.0931959] 2.983795 0.638 0.193| 1.27E-118
CDKN1B 1.50E-123( 1.0917421| 2.97946 0.802 0.408| 4.72E-119
CENPA 1.41E-50| 1.091706( 2.979352 0.406 0.152| 4.45E-46
CDCA3 8.45E-65( 1.0909083| 2.976977 0.571 0.283] 2.66E-60
HACD4 9.78E-146] 1.0897214| 2.973445 0.776 0.331] 3.09E-141
MIS18BP1 |8.81E-112| 1.086586| 2.964137 0.751 0.371| 2.78E-107
TMEM97 2.03E-95] 1.0852024] 2.960039 0.654 0.291] 6.39E-91
HOXD9 9.38E-115] 1.0848486| 2.958992 0.492 0.094( 2.96E-110
CKAPZL 9.39E-47] 1.0839201] 2.956246 0.5 0.33] 2.96E-42
CCDCT1L 2.25E-114] 1.0831148| 2.953866 0.934 0.751] 7.09E-110
BHMT2 4.60E-100| 1.0803234| 2.945632 0.555 0.185] 1.45E-95
PLBD1 2.10E-91| 1.0782774] 2.939612 0.371 0.046| 6.63E-87
ECM1 2.00E-267] 1.0756442| 2.931881 0.993 0.809] 6.30E-263
KIF14 2.54E-40] 1.0735283| 2.925684 0.435 0.24 8.02E-36
DRAM1 1.63E-190( 1.0733167| 2.925065 0.963 0.758] 5.14E-186
NCAPG 1.70E-55] 1.0716208| 2.920108 0.567 0.344] b5.37E-51
AGRN 2.11E-149] 1.0709272| 2.918084 0.839 0.46| 6.66E-145
SYPL2 3.5E-113] 1.0698292] 2.914882 0.361 0.017] 1.09E-108
CUTA 0.00E+00] 1.0677771] 2.908906 1 0.996] 0.00E+00
ARHGEF2 1.10E-159( 1.0649446] 2.900678 0.884 0.486| 3.47E-155
ARHGAP18 |1.71E-194| 1.0609319] 2.889062 0.957 0.663| 5.39E-190
RACGAP1 8.67E-64| 1.0603778| 2.887462 0.634 0.36| 2.74E-59
UBE2T 2.71E-73] 1.0599342| 2.886181 0.673 0.393| 8.53E-69
NEXN 6.34E-189] 1.0558007| 2.874276 0.975 0.89] 2.00E-184
KRT18 7.04E-145] 1.0551197| 2.872319 0.936 0.831] 2.22E-140
AC132217.1 |5.11E-170] 1.0543835] 2.870205 0.706 0.194| 1.61E-165
TWIST2 1.86E-186( 1.0532331| 2.866905 0.91 0.501] 5.86E-182
CAVIN2 1.69E-119( 1.0527397| 2.865491 0.449 0.052| 5.34E-115




PLPP2 2.07E-80] 1.051935] 2.863186 0.471 0.157] 6.53E-76
PYCARD 4.74E-119] 1.0506397| 2.85948 0.748 0.381] 1.49E-114
PHF19 6.67E-85] 1.0490302| 2.854881 0.725 0.433] 2.10E-80
CENPU 3.27E-63] 1.0476669| 2.850992 0.549 0.276] 1.03E-58
CENPW 2.69E-109] 1.047087| 2.849339 0.682 0.337| 8.48E-105
LRCH2 1.43E-101( 1.0417315| 2.83412 0.414 0.055( 4.52E-97
JPH?2 6.54E-113] 1.0417029| 2.834039 0.531 0.124] 2.06E-108
SPDL1 2.11E-84] 1.0409953] 2.832034 0.839 0.643] 6.66E-80
CCNB2 1.12E-65| 1.039768| 2.828561 0.602 0.321] 3.53E-61
FAM83D 8.63E-42 1.03966]| 2.828255 0.43 0.218| 2.72E-37
PGR 6.59E-115] 1.0396077| 2.828107 0.308 0| 2.08E-110
TSPAN14 3.44E-145] 1.0386905| 2.825515 0.913 0.6538| 1.08E-140
GTSE1 3.23E-51] 1.0384019] 2.824699 0.53 0.312| 1.02E-46
TNFRSF19 |1.18E-132| 1.0375328] 2.822245 0.865 0.506( 3.73E-128
TEAD3 6.36E-133] 1.0354426| 2.816353 0.804 0.393] 2.01E-128
CLDN11 1.04E-103( 1.0325785] 2.808298 0.879 0.68] 3.29E-99
PRC1 7.56E-71] 1.0317101] 2.80586 0.754 0.546| 2.38E-66
NDUFC2-KC] 0.00E+00(| 1.0298951| 2.800772 0.989 0.819] 0.00E+00
GFRA1l 4.81E-51| 1.025327] 2.788007 0.364 0.12 1.52E-46
ZFP36L2 1.00E-188| 1.0225987| 2.780411 0.956 0.673| 3.17E-184
CKS2 6.98E-38| 1.0223986| 2.779855 0.878 0.802| 2.20E-33
NUF2 3.83E-45| 1.022277] 2.779516 0.474 0.266| 1.21E-40
CCDCB85A 1.00E-124| 1.0217478| 2.778046 0.484 0.066] 3.17E-120
AMIGO?2 1.43E-90] 1.0216767| 2.777849 0.886 0.719] 4.52E-86
CHAC1 4.52E-70] 1.0214991] 2.777355 0.462 0.147( 1.43E-65
CDK15 1.36E-88| 1.0192821| 2.771205 0.62 0.255( 4.29E-84
KIF18A 1.63E-56( 1.0154015( 2.760471 0.5 0.233| 5.14E-52
PTPRD 3.4E-97( 1.014908| 2.75911 0.319 0.014] 1.07E-92
NDUFC2 0.00E+00] 1.0141708] 2.757076 1 0.995| 0.00E+00
BIRCS 4.20E-83 1.01226] 2.751813 0.822 0.61] 1.33E-78
CAMKI1G 4.45E-94( 1.0118348] 2.750643 0.349 0.03] 1.40E-89
SEMA3D 4.08E-87]| 1.0102984| 2.746421 0.359 0.058( 1.29E-82
RFLNB 6.85E-214] 1.0101685| 2.746064 0.984 0.85( 2.16E-209
SEMAGD 7.55E-65] 1.0098935] 2.745309 0.284 0.038| 2.38E-60
LINC02762 4.68E-98| 1.0084086] 2.741235 0.562 0.191] 1.48E-93
IRS2 3.43E-101] 1.0064325| 2.735823 0.782 0.45] 1.08E-96
ANLN 6.30E-64| 1.0060456] 2.734765 0.77 0.572] 1.99E-59
ZADH2 1.01E-132| 1.0059794| 2.734584 0.825 0.428( 3.20E-128
FENDRR 9.13E-81] 1.0049922| 2.731886 0.334 0.046| 2.88E-76
TNS3 7.99E-132] 1.0021483| 2.724128 0.905 0.659| 2.52E-127




PIK3R1 4.60E-127] 0.9997672| 2.717649 0.813 0.426] 1.45E-122
LACTB2 3.69E-114] 0.9987916| 2.714999 0.815 0.495] 1.16E-109
SMAD9 4.34E-102] 0.9977089] 2.712061 0.658 0.263] 1.37E-97
MEIS1 5.95E-113] 0.9975587| 2.711654 0.749 0.355] 1.88E-108
CAMK2N1 [5.46E-113] 0.9937801| 2.701427 0.765 0.394( 1.72E-108
SEMABA 3.12E-121] 0.9936697| 2.701129 0.892 0.596( 9.84E-117
SAMD12 7.35E-76] 0.9916543] 2.69569 0.491 0.186] 2.32E-71
RGS10 1.19E-141( 0.986058| 2.680646 0.91 0.692| 3.75E-137
BDKRB2 3.02E-76] 0.9856973] 2.67968 0.352 0.058] 9.51E-72
LACTB 1.73E-131| 0.9851174| 2.678126 0.931 0.723] 5.46E-127
NLGN1 1E-95] 0.9842264| 2.675741 0.474 0.1 3.16E-91
CSTB 0.00E+00] 0.9830475| 2.672589 0.997 0.953] 0.00E+00
PITX1 1.29E-40( 0.9827353| 2.671754 0.406 0.205] 4.05E-36
PBK 2.23E-53]1 0.9822079| 2.670346 0.581 0.326 7.03E-49
SHCBP1 2.27E-68] 0.9818125| 2.66929 0.673 0.409| 7.15E-64
TOX 2.82E-89] 0.9815797| 2.668669 0.447 0.094| 8.90E-85
HMGB3 6.45E-95] 0.9813718] 2.668114 0.81 0.522] 2.04E-90
ARHGDIB 7.76E-75] 0.9804199] 2.665575 0.474 0.145( 2.45E-70
SOCS5H 3.52E-169] 0.9798426| 2.664037 0.95 0.661( 1.11E-164
SMC2 1.04E-95( 0.9780807| 2.659347 0.847 0.583 3.29E-91
TROAP A454E-64( 0.9779403] 2.658974 0.514 0.225] 1.43E-59
SKA3 1.11E-57| 0.9758462( 2.653412 0.522 0.296| 3.51E-53
OSR2 3.72E-95] 0.9750081] 2.651189 0.456 0.089] 1.17E-90
DYNLT3 2.80E-172] 0.9748277| 2.65071 0.994 0.974] 8.84E-168
ISYNA1 8.34E-87] 0.9733294| 2.646742 0.584 0.223| 2.63E-82
MT-ND4L 01 0.9727978] 2.645335 1 1 0
TXN 0] 0.9725826] 2.644766 1 1 0
MYL6 0.00E+00] 0.9715119] 2.641936 1 1 0.00E+00
MGLL 1.65E-237( 0.9713812| 2.64159 0.995 0.898] 5.19E-233
HERC2P2 4.42E-89( 0.9710483| 2.640711 0.572 0.211] 1.39E-84
KIFC1 1.57E-49] 0.9704066| 2.639017 0.518 0.332] 4.96E-45
DDIT3 1.86E-96] 0.969321| 2.636154 0.591 0.21 b5.87E-92
SERTAD4 3.63E-66] 0.9683066| 2.633481 0.346 0.07 1.14E-61
ADRA1D 2.58E-77] 0.9682203] 2.633254 0.335 0.047] 8.15E-73
COL13A1 3.18E-124] 0.9669413| 2.629888 0.689 0.251] 1.00E-119
LPAR1 8.54E-146] 0.9650384| 2.624889 0.909 0.596] 2.69E-141
CCNF 7.35E-43] 0.9644182| 2.623261 0.382 0.176] 2.32E-38
KLF5 5.53E-78] 0.9638408| 2.621747 0.467 0.126 1.74E-73
FJX1 4.09E-98] 0.9638166| 2.621683 0.873 0.585] 1.29E-93
KIF11 3.57E-42] 0.963768| 2.621556 0.541 0.336f 1.13E-37




AASS 1.70E-100( 0.9636981| 2.621373 0.774 0.459] 5.36E-96
MLLT3 1.44E-102| 0.9630328] 2.619629 0.764 0.441] 4.53E-98
ABLIM3 6.70E-120] 0.962523| 2.618294 0.759 0.332] 2.11E-115
ARHGAP11A| 2.14E-54] 0.9617008| 2.616142 0.584 0.32] 6.75E-50
PRR11 5.08E-71] 0.9614544| 2.615498 0.861 0.74( 1.60E-66
MALL 3.17E-61] 0.9612281| 2.614906 0.661 0.376] 9.99E-57
AC087721.2 | 1.61E-68| 0.9588084| 2.608586 0.548 0.266( 5.09E-64
TSHZ1 1.04E-101| 0.958539| 2.607884 0.736 0.349] 3.27E-97
MYO1D 9.89E-75] 0.9571828] 2.604349 0.464 0.139] 3.12E-70
UcpP2 2.07E-73] 0.9559165] 2.601053 0.341 0.055] 6.54E-69
ARID3A 6.64E-125] 0.9511361| 2.588649 0.652 0.206( 2.09E-120
TRIM59 3.26E-89] 0.9503477] 2.586609 0.779 0.48( 1.03E-84
IFIT5 4.7E-122] 0.9482113] 2.581089 0.836 0.464( 1.49E-117
TMSB10 0.00E+00] 0.9457829] 2.574828 1 1] 0.00E+00
DBF4 1.74E-58| 0.9456949( 2.574602 0.565 0.32] 5.49E-54
HMGB1 0.00E+00| 0.945582| 2.574311 1 1| 0.00E+00
PAPSS2 1.1E-225] 0.9451485| 2.573196 0.999 0.998] 3.58E-221
NEDDS 0.00E+00] 0.9450144] 2.57285 1 0.99] 0.00E+00
PALLD 1.4E-145] 0.9446356| 2.571876 1 0.999( 4.36E-141
FTL 0.00E+00] 0.9429397] 2.567518 1 1| 0.00E+00
GPR37 1.14E-80| 0.9427244( 2.566965 0.3 0.025( 3.59E-76
TACC1 9.60E-222] 0.9427224| 2.56696 0.997 0.964| 3.03E-217
DHCR24 5.68E-118] 0.941294| 2.563296 0.905 0.664| 1.79E-113
APOLG 1.58E-88] 0.9403509| 2.56088 0.824 0.541] 4.97E-84
ZWINT 3.92E-82] 0.939784] 2.559429 0.696 0.347( 1.24E-77
LGALS1 0.00E+00] 0.9396457] 2.559075 1 1| 0.00E+00
NEDD1 1.87E-95( 0.9393061| 2.558206 0.815 0.507] 5.89E-91
AC090409.1 | 9.84E-91| 0.9389668] 2.557338 0.451 0.101] 3.10E-86
RAB3B 4.61E-299] 0.9345495] 2.546066 0.999 0.983] 1.45E-294
SLC8A1 3.35E-122] 0.9341057| 2.544936 0.848 0.482] 1.06E-117
KCNMB4 2.99E-68| 0.932575] 2.541044 0.259 0.023] 9.42E-64
MRPL34 5.87E-121] 0.9299405| 2.534358 0.839 0.516] 1.85E-116
TRPV2 1.9E-116{ 0.9290797| 2.532178 0.698 0.261| 6.13E-112
GPX4 0.00E+00] 0.9288008| 2.531472 1 0.998( 0.00E+00
LPCAT?2 7.66E-137] 0.9262325| 2.524978 0.918 0.659| 2.42E-132
ETHEL 5.99E-139] 0.9256082| 2.523403 0.953 0.807| 1.89E-134
GYPC 8.67E-114] 0.9250706] 2.522046 0.918 0.718] 2.73E-109
CCDC68 3.64E-81] 0.9236337] 2.518425 0.377 0.064| 1.15E-76
NRGN 9.97E-97] 0.923202| 2.517338 0.455 0.09( 3.14E-92
NDUFB4 4.01966869 0.9214365| 2.512898 0.997 0.904

1.26784370088202e-3




MSRB2 1.30E-129( 0.9193609] 2.507687 0.892 0.68| 4.10E-125
S1PR1 6.82E-77] 0.9188369] 2.506374 0.641 0.305| 2.15E-72
KNSTRN 6.00E-51] 0.9176482] 2.503396 0.533 0.278] 1.89E-46
KIF22 6.31E-62| 0.9167373] 2.501117 0.651 0.361] 1.99E-57
SNHGb 0.00E+00] 0.9164443] 2.500384 1 0.964( 0.00E+00
LMNB1 5.52E-55] 0.9148535| 2.49641 0.551 0.284( 1.74E-50
ANXA3 2.51E-70] 0.9136367] 2.493374 0.393 0.091| 7.90E-66
SAMD11 2.07E-115] 0.9133949| 2.492771 0.504 0.095] 6.53E-111
HMGB1P5 |1.14E-222( 0.9133739| 2.492718 0.982 0.788] 3.61E-218
SPC25 9.72E-52] 0.9133506] 2.49266 0.432 0.198| 3.06E-47
ZNF22 1.53E-115( 0.9133302| 2.49261 0.866 0.543( 4.84E-111
RIN2 7.44E-136] 0.911134| 2.487141 0.916 0.624( 2.35E-131
H2AZ1 6.35E-150] 0.9094384| 2.482928 1 0.996( 2.00E-145
GABARAPL1| 1.43E-74] 0.9092159| 2.482375 0.883 0.841 4.51E-70
CSF2RB 9.69E-56] 0.9087609] 2.481246 0.243 0.028| 3.06E-51
NHP?2 2.15E-227] 0.9080365| 2.479449 0.993 0.965] 6.79E-223
CEP57 3.52E-136] 0.9071409| 2.47723 0.888 0.534] 1.11E-131
MACIR 1.24E-86| 0.9061939( 2.474885 0.862 0.598| 3.91E-82
SMCHD1 5.85E-93] 0.8981493] 2.455055 0.852 0.59] 1.85E-88
ARID5B 1.95E-121( 0.8980251| 2.45475 0.981 0.939| 6.16E-117
NCAPD2 2.14E-64| 0.8934395| 2.44352 0.732 0.505( 6.75E-60
KIF4A 5.38E-42| 0.892907| 2.442219 0.494 0.305| 1.70E-37
NCAPH 9.92E-43| 0.892792] 2.441938 0.485 0.282] 3.13E-38
ATFT7IP 4.51E-103] 0.8921057] 2.440263 0.768 0.404] 1.42E-98
PSMB9 4.38E-72] 0.8892777| 2.433371 0.716 0.49( 1.38E-67
PABPC4L 7.02E-67] 0.888708| 2.431986 0.274 0.03[ 2.21E-62
TMEMG60 4.30E-99] 0.8885143] 2.431514 0.774 0.412 1.36E-94
TLE4 6.29E-87| 0.8884937| 2.431464 0.777 0.441] 1.98E-82
TMSB4XP6 |4.60E-248] 0.8866462] 2.426976 0.928 0.544] 1.45E-243
CHCHD10 [4.03E-127] 0.8862639| 2.426049 0.773 0.372| 1.27E-122
ATP2B1 2.56E-186] 0.8862065| 2.425909 0.999 0.983] 8.09E-182
ITPRID2 1.76E-156( 0.8835527| 2.41948 0.993 0.963] 5.54E-152
TMPO 2.26E-71] 0.8832896| 2.418844 0.86 0.685( 7.14E-67
SMC4 1.90E-55| 0.8827582( 2.417559 0.924 0.882] 6.01E-51
CASP1 8.76E-60( 0.8781985| 2.40656 0.409 0.124] 2.76E-55
LINC01391 |3.32E-110( 0.8780155| 2.40612 0.297 0] 1.05E-105
SGO1 3.86E-42] 0.8770937] 2.403903 0.387 0.179] 1.22E-37
RAD21 4.14E-170] 0.8770884] 2.40389 1 0.993] 1.31E-165
TRIM?2 4.18E-94] 0.8766298| 2.402788 0.807 0.534 1.32E-89
ECT2 9.05E-66] 0.8759833] 2.401235 0.731 0.441 2.86E-61




PRTFDC1 2.65E-90] 0.8755348] 2.400159 0.711 0.36|] 8.37E-86
AC007744.1 |8.04E-114] 0.8749171] 2.398676 0.453 0.061] 2.54E-109
EMX20S 4.28E-85( 0.8710912| 2.389517 0.625 0.294] 1.35E-80
NEK?2 7.05E-40] 0.8708575] 2.388959 0.421 0.197] 2.22E-35
ANAPC15 2.60E-122] 0.8703387| 2.387719 0.92 0.715( 8.19E-118
ITGAE 2.33E-158] 0.8695223| 2.385771 0.957 0.791| 7.35E-154
HOXAbD 1.18E-77| 0.8675148( 2.380986 0.541 0.2 3.72E-73
INPP4B 2.74E-73] 0.8661213] 2.377671 0.668 0.342] 8.64E-69
MT-CO2 0.00E+00] 0.8658494] 2.377024 1 1| 0.00E+00
COL7A1 3.98E-79] 0.8638619] 2.372305 0.72 0.385| 1.26E-74
SSX2IP 8.49E-91] 0.8634512| 2.371331 0.828 0.534| 2.68E-86
DHRS7 1.59E-137| 0.8630163| 2.370299 0.963 0.859] 5.00E-133
TMEM205 2.30E-95] 0.8618609] 2.367562 0.749 0.436 7.25E-91
TXNIP 1.27E-54( 0.8617268| 2.367245 0.667 0.387| 4.00E-50
HJURP 7.77E-34] 0.8609327] 2.365366 0.413 0.255] 2.45E-29
BST2 2.73E-31] 0.8600573] 2.363296 0.294 0.121] 8.61E-27
CKAP5 2.59E-91] 0.8597103] 2.362476 0.92 0.719] 8.17E-87
FAM111A 1.44E-69] 0.8588537| 2.360453 0.676 0.378] 4.55E-65
BAX 1.63E-213| 0.8587522| 2.360214 0.997 0.954( 5.14E-209
ST3GALb 1.77E-54( 0.8587292| 2.36016 0.588 0.35] 5.58E-50
PFDN5 0.00E+00] 0.8581457] 2.358783 1 0.999( 0.00E+00
H1-0 2.01E-80] 0.8581014] 2.358678 0.87 0.62| 6.34E-76
NR2F6 2.19E-115] 0.8578237| 2.358023 0.803 0.415] 6.91E-111
FMN2 1.77E-98] 0.8576868 2.3577 0.737 0.344] 5.59E-94
RPL39L 5.48E-72] 0.857028| 2.356148 0.641 0.359 1.73E-67
HMGA1 0.00E+00] 0.8568522] 2.355734 1 0.998| 0.00E+00
MICB 1.33E-85( 0.8554926| 2.352533 0.493 0.134 4.20E-81
CDH4 1.52E-62| 0.8539366( 2.348875 0.508 0.201] 4.78E-58
HYI 1.20E-87| 0.8524753( 2.345445 0.855 0.646| 3.79E-83
F10 4.85E-85( 0.8524345| 2.34535 0.303 0.02] 1.53E-80
KRCC1 7.19E-124] 0.8520958| 2.344555 0.922 0.681] 2.27E-119
CCDC50 2.60E-214] 0.8516271| 2.343457 0.998 0.984( 8.19E-210
LSM2 2.30E-97] 0.8516073| 2.34341 0.855 0.653| 7.25E-93
INA 1.95E-65| 0.8505109( 2.340842 0.257 0.023] 6.15E-61
TCEAL7Y 2.08E-79] 0.8494957| 2.338467 0.467 0.124] 6.57E-75
CFL2 4.40E-295] 0.8490536] 2.337434 1 0.984] 1.39E-290
MELK 2.17E-61] 0.8449313] 2.327818 0.662 0.361| 6.84E-57
L3MBTL3 4.20E-61] 0.8432043| 2.323801 0.495 0.195 1.32E-56
TMEM98 2.83E-148] 0.8418641| 2.320689 0.975 0.806( 8.93E-144
UQCC3 4.72E-101| 0.841613] 2.320106 0.717 0.39 1.49E-96




H2AX 3.29E-43] 0.8413746] 2.319553 0.827 0.805| 1.04E-38
STMN2 2.58E-21] 0.8403128] 2.317092 0.133 0.029] 8.15E-17
Clorf35 1.38E-95] 0.8398487| 2.316017 0.634 0.263| 4.37E-91
MGME1 7.24E-75] 0.8393712| 2.314911 0.687 0.368| 2.28E-70
COX8A 0.00E+00] 0.8390128| 2.314081 0.999 0.982] 0.00E+00
TBC1D2 1.99E-79( 0.8389332| 2.313897 0.743 0.416| 6.28E-75
KATNAL1 4.64E-97( 0.8388457| 2.313695 0.861 0.588| 1.46E-92
ETAAL 4.72E-81[ 0.8388299] 2.313658 0.655 0.3| 1.49E-76
FADS1 2.59E-143] 0.8385878| 2.313098 0.981 0.873] 8.18E-139
IL7R 1.93E-48] 0.838298| 2.312428 0.594 0.35| 6.08E-44
ZCRB1 2.3E-174] 0.835728| 2.306493 0.961 0.799( 7.34E-170
NDUFA4 0.00E+00] 0.8356563] 2.306327 1 1| 0.00E+00
TP5313 3.04E-52] 0.8355293| 2.306034 0.862 0.698| 9.58E-48
D2 1.52E-116( 0.8347876| 2.304325 0.961 0.813| 4.78E-112
TMEM159 4.20E-67( 0.8338505( 2.302166 0.801 0.576] 1.32E-62
G2E3 1.86E-63] 0.8329977| 2.300204 0.767 0.549] 5.88E-59
AP1IM2 1.95E-88] 0.8329411| 2.300073 0.312 0.02] 6.15E-84
ANGPT1 1.59E-103| 0.832025( 2.297967 0.955 0.813] 5.03E-99
ITGAS 1.74E-36] 0.8314793| 2.296714 0.268 0.082| 5.47E-32
ISCA2 1.42E-83 0.8294309( 2.292014 0.759 0.47( 4.48E-79
MRPL41 7.12E-197] 0.8288238| 2.290623 0.961 0.796] 2.25E-192
TANC1 7.16E-73| 0.828401] 2.289655 0.728 0.426| 2.26E-68
ACAT2 4.90E-101] 0.8276984] 2.288046 0.898 0.641] 1.55E-96
GBP1 7.00E-95] 0.8270328] 2.286524 0.938 0.82] 2.21E-90
NCKAP5 6.07E-45] 0.8260914| 2.284372 0.465 0.213 1.91E-40
IRF2BPL 7.26E-112] 0.8258871| 2.283906 0.802 0.409( 2.29E-107
CYB5R2 1.28E-79( 0.8246339( 2.281046 0.522 0.169| 4.04E-75
CCDC107 3.01E-92| 0.8245396] 2.28083 0.842 0.573] 9.51E-88
ANAPC11 2.93E-273] 0.824244| 2.280156 0.998 0.983] 9.23E-269
IRF1 1.58E-77] 0.8237594| 2.279052 0.766 0.452] 5.00E-73
DYNLRB1 1.71E-261| 0.8237044| 2.278926 0.997 0.964| 5.40E-257
NPC2 3.34E-146] 0.8236059(| 2.278702 0.995 0.984( 1.05E-141
BEX3 4.69E-271] 0.8224848] 2.276149 1 1| 1.48E-266
CDK1 4.83E-25[ 0.821607| 2.274151 0.538 0.362| 1.52E-20
INSYN2B 5.00E-78] 0.8204924] 2.271618 0.645 0.285] 1.58E-73
UCHL1 1.97E-131| 0.8204913| 2.271616 0.97 0.905| 6.23E-127
HIP1 1.83E-120| 0.8204116( 2.271434 0.94 0.725] 5.78E-116
JAZF1 4.11E-91] 0.8181054| 2.266202 0.889 0.693] 1.30E-86
MOXD1 3.98E-58] 0.8180746] 2.266132 0.55 0.253| 1.25E-53
LDB2 4.66E-81] 0.8180446| 2.266064 0.777 0.463| 1.47E-76




MRPL54 2.81E-128] 0.8162655| 2.262037 0.878 0.628| 8.86E-124
SNRPC 1.95E-209( 0.813911| 2.256717 1 0.992] 6.14E-205
TRIM14 6.06E-72| 0.8138365| 2.256549 0.498 0.171] 1.91E-67
ASF1A 1.64E-98] 0.8128401| 2.254301 0.802 0.438| b5.18E-94
WNT5HA 4.60E-61| 0.8114973] 2.251276 0.964 0.939 1.45E-56
NCAM?2 2.00E-61] 0.8106204| 2.249303 0.418 0.127( 6.30E-57
MANZA1 4.65E-119] 0.8095561| 2.24691 0.96 0.839] 1.47E-114
INPPL1 7.41E-100] 0.8083695| 2.244246 0.91 0.703] 2.34E-95
REPIN1 2.53E-87| 0.8074352| 2.24215 0.817 0.502| 7.98E-83
MGST1 2.89E-144]1 0.8073415| 2.24194 0.936 0.993] 9.12E-140
F8A1 9.96E-90] 0.8068276| 2.240788 0.663 0.289| 3.14E-85
PARPBP 2.81E-50] 0.8063651| 2.239752 0.569 0.32| 8.88E-46
FZD6 3.04E-101] 0.8061403| 2.239248 0.91 0.674 9.60E-97
SLCY9A3R2 [1.20E-139] 0.8060199| 2.238979 0.946 0.667| 3.78E-135
NUDT2 9.96E-88] 0.8059293] 2.238776 0.784 0.47| 3.14E-83
PTMA 0.00E+00] 0.8031121] 2.232478 1 1| 0.00E+00
MOSPD?2 1.63E-80] 0.8031013| 2.232454 0.837 0.573] 5.13E-76
NECTIN3 5.59E-146] 0.8029021| 2.232009 0.994 0.946( 1.76E-141
DTWD1 2.75E-103] 0.8019599( 2.229907 0.83 0.507] 8.66E-99
CENPJ 7.65E-43] 0.8018724] 2.229712 0.492 0.255 2.41E-38
CYB5A 7.36E-101] 0.8013144| 2.228468 0.909 0.739] 2.32E-96
TAF1B 1.12E-99] 0.8009006( 2.227546 0.787 0.42] 3.52E-95
SCD 1.11E-78] 0.7999172| 2.225357 0.951 0.836] 3.51E-74
EID1 0.00E+00] 0.7987839] 2.222836 1 1| 0.00E+00
SLFN5 3.32E-96] 0.7976466] 2.220309 0.926 0.737( 1.05E-91
JADEZ2 1.16E-89] 0.7976412| 2.220298 0.464 0.104| 3.66E-85
CENPX 3.52E-106] 0.7975584| 2.220114 0.933 0.802( 1.11E-101
MSMO1 2.14E-59] 0.7973865| 2.219732 0.839 0.624| 6.75E-55
PDP2 1.33E-61| 0.7973725( 2.219701 0.581 0.299] 4.19E-57
KPNA2 9.45E-38] 0.7972369 2.2194 0.951 0.911] 2.98E-33
TRPC4 1.33E-68] 0.795276| 2.215052 0.566 0.231] 4.19E-64
APCDD1 3.03E-40] 0.7944326] 2.213185 0.218 0.04( 9.55E-36
DBI 4.86E-178] 0.7938886| 2.211981 0.981 0.888| 1.53E-173
CBR3 1.99E-54| 0.7936777( 2.211515 0.639 0.374] 6.26E-50
IGF2BP1 6.51E-46] 0.7934645] 2.211043 0.438 0.213] 2.05E-41
MRPL51 3.80E-231] 0.7931991]| 2.210457 0.997 0.982] 1.20E-226
S100A13 1.67E-212| 0.7910858( 2.20579 0.993 0.899] 5.28E-208
FBLN1 2.30E-109] 0.7910465| 2.205703 0.943 0.747| 7.26E-105
AC011295.1 | 1.09E-230| 0.789562| 2.202432 1 1| 3.45E-226
BUBIB 7.75E-40] 0.7893579] 2.201982 0.433 0.206| 2.44E-35




HOXA9 1.38E-82| 0.7893318( 2.201925 0.621 0.261| 4.36E-78
SKA1l 5.36E-38] 0.7893061] 2.201868 0.49 0.32] 1.69E-33
PM20D2 5.88E-61| 0.7888713] 2.200911 0.456 0.168] 1.85E-56
REV1 7.60E-67] 0.7880785] 2.199167 0.611 0.288] 2.40E-62
RAD1 7.58E-89] 0.7875195| 2.197938 0.884 0.655| 2.39E-84
TMEM154 5.69E-60] 0.7874219| 2.197723 0.549 0.259 1.79E-b55
RTL10 2.38E-67| 0.7869652| 2.19672 0.501 0.183] 7.52E-63
AC243919.1 | 5.20E-212| 0.7866854] 2.196105 0.999 1 1.64E-207
ZMYM3 1.62E-70| 0.7861851| 2.195007 0.55 0.211] b5.11E-66
GTF3C6 3.24E-205] 0.7859356| 2.194459 0.995 0.972] 1.02E-200
CARD9 5.02E-87] 0.7853525| 2.19318 0.588 0.225 1.58E-82
MT-ATPS8 4.73E-259] 0.7852643] 2.192986 0.986 0.881| 1.49E-254
PPM1K 1.79E-53| 0.785006| 2.19242 0.631 0.387| 5.65E-49
H3-3A 0] 0.7843161] 2.190908 1 1 0
MTATP6P1 | 0.00E+00| 0.7841449] 2.190533 1 1 0.00E+00
ADCY9 8.95E-67( 0.7840621| 2.190352 0.586 0.276] 2.82E-62
ARHGEF28 3.45E-48] 0.7833689] 2.188834 0.418 0.167] 1.09E-43
CD248 2.51E-211] 0.781251| 2.184203 0.998 0.952| 7.93E-207
FDX2 6.94E-81] 0.7811232| 2.183924 0.717 0.418| 2.19E-76
NDFIP2 1.96E-102( 0.7800916| 2.181672 0.966 0.914( 6.17E-98
TMEM126A |2.30E-111] 0.7799665] 2.181399 0.947 0.839] 7.26E-107
Cl6orf87 4.60E-87( 0.7788862| 2.179044 0.804 0.492| 1.45E-82
PNKD 2.35E-105] 0.7784486| 2.17809 0.858 0.616] 7.41E-101
TRAMZ 1.21E-183| 0.7783302| 2.177833 0.999 0.986] 3.82E-179
PEG10 1.89E-39| 0.7768388(| 2.174587 0.415 0.194 5.97E-35
RRM2B 4.04E-81] 0.7768023] 2.174508 0.895 0.703| 1.27E-76
MRPS6 3.08E-128] 0.7762889| 2.173392 0.962 0.815( 9.71E-124
DENNDZB 2.19E-81] 0.7761598] 2.173111 0.813 0.513] 6.91E-77
POCI1A 2.94E-46] 0.7757305] 2.172178 0.444 0.185] 9.26E-42
NOG 7.06E-65] 0.7756744] 2.172057 0.272 0.031] 2.23E-60
PCDH9 6.84E-16| 0.775358] 2.171369 0.675 0.571] 2.16E-11
POPDC3 8.38E-84] 0.7751209] 2.170855 0.802 0.493| 2.64E-79
KIF15 1.68E-39| 0.7746876| 2.169914 0.367 0.151| 5.31E-35
GMNN 5.15E-58] 0.7746061| 2.169737 0.693 0.424] 1.63E-53
AC068831.6 | 3.76E-62| 0.7744289] 2.169353 0.642 0.363] 1.19E-57
XPC 8.58E-77[ 0.7737174| 2.16781 0.715 0.373] 2.71E-72
PCLAF 6.74E-73]| 0.7730673] 2.166401 0.853 0.703] 2.13E-68
ARHGAP29 | 2.09E-65| 0.7729389] 2.166123 0.837 0.644( 6.59E-61
PRNP 3.36E-164] 0.7726145| 2.16542 1 1] 1.06E-159
RAD51AP1 6.35E-38] 0.7725133] 2.165201 0.447 0.225( 2.00E-33




MDK 8.32E-68| 0.772206] 2.164536 0.835 0.606| 2.62E-63
TSPAN9 2.27E-69| 0.771968| 2.164021 0.629 0.308| 7.14E-65
FBXL5 2.91E-85] 0.7717898] 2.163635 0.784 0.457] 9.17E-81
NSL1 8.51E-93| 0.771552| 2.163121 0.828 0.519] 2.68E-88
AC010735.2 | 1.19E-57| 0.7715225] 2.163057 0.384 0.108| 3.75E-53
NCALD 7.25E-56] 0.7712754| 2.162523 0.312 0.07 2.29E-51
HOXD8 8.49E-76( 0.771262| 2.162494 0.634 0.291] 2.68E-71
HPF1 3.10E-73] 0.7710152] 2.16196 0.722 0.428| 9.77E-69
HMGB1P6 |1.32E-152| 0.7708145| 2.161526 0.897 0.548| 4.16E-148
SNRNP25 6.71E-60| 0.7702317] 2.160267 0.765 0.588| 2.12E-55
SNRPD2 2.57913403 0.7701923| 2.160182 1 0.989| 8.13E-306
PIF1 4.32E-39] 0.7699513| 2.159661 0.411 0.201 1.36E-34
TFBIM 8.78E-77] 0.7694673| 2.158616 0.58 0.222 2.77E-72
SOX4 3.30E-24] 0.7693558] 2.158375 0.798 0.765( 1.04E-19
CDC25C 1.42E-34| 0.7688577| 2.157301 0.291 0.107| 4.48E-30
DDX58 6.54E-57] 0.7683441] 2.156193 0.389 0.119] 2.06E-52
CENPM 1.71E-50] 0.7681816| 2.155842 0.59 0.335 5.4E-46
TIMP2 0.00E+00] 0.7678661] 2.155163 1 1| 0.00E+00
SPC24 2.87TE-63] 0.7678427] 2.155112 0.552 0.247( 9.04E-59
TCEAL1 1.57E-72| 0.7669975( 2.153291 0.757 0.474 4.96E-68
MRPL23 1.7E-156| 0.7652117( 2.149449 0.964 0.815] 5.47E-152
MT-ATP6 0] 0.7651325| 2.149279 1 1 0
HINT1 0.00E+00] 0.7645251] 2.147974 1 1| 0.00E+00
CPT1C 2.28E-62| 0.7635826| 2.145951 0.577 0.281] 7.18E-58
FRMPD4 1.73E-63] 0.7629221| 2.144534 0.327 0.06( b5.47E-59
NDUFB10 3.49E-176] 0.7613155| 2.141091 0.991 0.939( 1.10E-171
ADGRAZ2 3.37E-94] 0.7598564] 2.137969 0.93 0.753] 1.06E-89
CHAMP1 4.01E-79( 0.7597512| 2.137744 0.59 0.237] 1.27E-74
LIMCH1 1.36E-49] 0.7596244( 2.137473 0.448 0.175] 4.29E-45
MEIS2 2.34E-83| 0.7584885] 2.135047 0.863 0.595] 7.39E-79
SKA2 2.36E-114] 0.7584126| 2.134885 0.944 0.763] 7.46E-110
LRIG3 1.37E-56| 0.7575751| 2.133097 0.379 0.109 4.31E-52
SMIM29 4.73E-59] 0.7575517] 2.133048 0.707 0.462( 1.49E-54
NDUFB6 1.43E-215( 0.7573605| 2.13264 0.998 0.978] 4.51E-211
CIT 8.54E-48| 0.7572187| 2.132337 0.484 0.228| 2.69E-43
GNBb5 1.75E-83| 0.7571717( 2.132237 0.873 0.653] 5.53E-79
PARP4 1.72E-82] 0.7566119| 2.131044 0.854 0.596| b5.44E-78
CARHSP1 2.78E-109] 0.7553059( 2.128262 0.934 0.759| 8.77E-105
DDX60L 5.06E-60] 0.7549214| 2.127444 0.612 0.312| 1.60E-55
LINC01085 4.99E-66] 0.7548853] 2.127367 0.338 0.064( 1.57E-61




RPL22L1 6.78E-167] 0.7546469| 2.12686 0.994 0.957| 2.14E-162
TRIP13 1.80E-47| 0.7546314( 2.126827 0.592 0.347| 5.67E-43
HAUS1 6.01E-79] 0.7546217] 2.126807 0.783 0.493] 1.89E-74
CIP2A 6.20E-40] 0.7534524] 2.124321 0.597 0.378] 1.95E-35
GCNT4 2.59E-57] 0.7518994] 2.121025 0.289 0.054 8.16E-53
CEP78 1.05E-54( 0.7517206| 2.120646 0.749 0.538( 3.31E-50
FANCI 2.66E-51| 0.751628] 2.120449 0.63 0.4 8.38E-47
IGF2BP3 5.56E-41] 0.7512643] 2.119678 0.359 0.145] 1.76E-36
DNMT1 1.58E-82| 0.7510183( 2.119157 0.916 0.752] 4.97E-78
TPRKB 3.01E-70] 0.7507568] 2.118603 0.776 0.564| 9.49E-66
LAMAbD 6.07E-72] 0.7497341] 2.116437 0.348 0.064 1.91E-67
DHFR 1.43E-76] 0.7481985( 2.11319 0.889 0.707( 4.51E-72
MKNK2 4.84E-70] 0.7480193| 2.112811 0.814 0.556] 1.53E-65
NXN 8.00E-105] 0.7477263] 2.112192 0.914 0.646( 2.52E-100
WFS1 2.60E-65| 0.7473155] 2.111325 0.76 0.501] 8.20E-61
TNFAIP8L1 | 5.14E-49] 0.7457652] 2.108054 0.625 0.416] 1.62E-44
PDGFB 2.93E-53] 0.7450801| 2.10661 0.171 0.004] 9.26E-49
GSTP1 0.00E+00] 0.7441013] 2.104549 1 1| 0.00E+00
NUCKS1 5.98E-242] 0.7440872| 2.10452 1 1] 1.89E-237
CNTN3 1.48E-71( 0.7426034| 2.101399 0.335 0.052| 4.68E-67
HNMT ATTE-57| 0.74244] 2.101056 0.742 0.487| 1.50E-52
PSMEZ2 8.75E-191] 0.7419199] 2.099963 0.998 0.986| 2.76E-186
BHLHE41 9.36E-53] 0.7413962] 2.098864 0.491 0.205| 2.95E-48
RBX1 4.38E-226] 0.7411507] 2.098349 0.998 0.971] 1.38E-221
AMOT 8.40E-50] 0.7410525] 2.098143 0.337 0.096| 2.65E-45
FATA 1.74E-52| 0.740399( 2.096772 0.566 0.287| 5.48E-48
SPAGS 5.48E-31] 0.7386556] 2.09312 0.522 0.398| 1.73E-26
GPX1 0.00E+00] 0.7386167] 2.093038 1 1 0.00E+00
CHCHD1 2.95E-132] 0.7385002| 2.092794 0.954 0.83] 9.29E-128
LSM5 1.56E-96] 0.738262| 2.092296 0.878 0.689] 4.91E-92
NDUFA12 |8.89E-172| 0.7379428] 2.091628 0.99 0.92| 2.81E-167
FRMD3 1.39E-41| 0.7374849( 2.090671 0.304 0.094( 4.38E-37
MAP3K7CL | 5.66E-53| 0.7366314| 2.088887 0.521 0.235( 1.79E-48
SF3B5 8.46E-190| 0.7364008] 2.088405 0.996 0.994| 2.67E-185
PLCB1 1.99E-64| 0.7359403( 2.087444 0.718 0.417] 6.26E-60
MRPS31 3.50E-76] 0.7356666] 2.086873 0.585 0.251] 1.10E-71
APH1B 8.98E-56( 0.7352264| 2.085954 0.587 0.311] 2.83E-51
TRIB3 8.32E-50] 0.7349539] 2.085386 0.641 0.365| 2.62E-45
METTL7A 3.06E-44] 0.7346569| 2.084767 0.48 0.239] 9.66E-40
[FITM1 1.92E-95( 0.7339758| 2.083347 0.967 0.898| 6.06E-91




CCDC81 8.99E-62| 0.7334882| 2.082332 0.275 0.038] 2.84E-57
GTF2I 6.73E-192] 0.7330235| 2.081364 0.998 0.984| 2.12E-187
NDC1 5.16E-53] 0.73239] 2.080046 0.632 0.36] 1.63E-48
PLEK?2 2.34E-48] 0.7322387| 2.079731 0.448 0.192| 7.38E-44
MXD3 2.49E-32] 0.7322164] 2.079685 0.586 0.441( 7.87E-28
XRRA1 8.02E-52] 0.7307335] 2.076603 0.492 0.218| 2.53E-47
PTMS 9.13E-278] 0.7305329| 2.076187 1 1 2.88E-273
MRPL58 5.22E-80] 0.7304158] 2.075944 0.813 0.565| 1.65E-75
LSM10 3.15E-76] 0.73007] 2.075226 0.847 0.635] 9.94E-72
ZNF618 1.98E-72] 0.7296812| 2.074419 0.682 0.35| 6.23E-68
AC007920.2 | 2.07E-67| 0.7295924| 2.074235 0.267 0.028| 6.53E-63
LSM3 6.90E-115] 0.7287772| 2.072545 0.933 0.788( 2.17E-110
SELENOM [6.13E-158] 0.7285226| 2.072017 0.999 0.995]| 1.93E-153
NDUFS5 1.83E-269( 0.7278681| 2.070661 1 0.993| 5.78E-265
RANGAP1 |5.18E-113| 0.7276042| 2.070115 0.956 0.785] 1.63E-108
SLC7A2 3.74E-40] 0.7273651| 2.06962 0.226 0.047] 1.18E-35
SMIM30 1.77E-120| 0.7260207| 2.06684 0.923 0.706] 5.59E-116
TFAP2A 1.12E-16] 0.7240536| 2.062778 0.357 0.217 3.53E-12
RAI14 6.72E-143| 0.724024| 2.062717 0.998 0.995( 2.12E-138
CROT 4.72E-55] 0.7237638| 2.06218 0.52 0.233 1.49E-50
C190rf53 5.54E-186] 0.7230031| 2.060612 0.992 0.933] 1.75E-181
AKIP1 4.82E-82| 0.72292| 2.060441 0.863 0.609| 1.52E-77
GREM2 1.29E-26] 0.7227041| 2.059996 0.533 0.361| 4.08E-22
RPA3 1.05E-62] 0.7226456| 2.059876 0.699 0.432] 3.30E-58
ABCC4 3.69E-62] 0.7212247] 2.056951 0.791 0.554 1.16E-57
RSRC1 3.73E-68] 0.7206962| 2.055864 0.666 0.361| 1.18E-63
CYBA 2.46E-97] 0.7199378] 2.054305 0.912 0.809( 7.75E-93
WEE1L 2.27E-84] 0.7196392] 2.053692 0.718 0.356] 7.16E-80
PHPT1 2.72E-189] 0.7196323| 2.053678 0.993 0.941] 8.56E-185
TCF12 5.60E-117] 0.7189123 2.0522 0.974 0.88| 1.77E-112
CABIN1 3.13E-68] 0.7187368| 2.05184 0.665 0.338] 9.88E-64
AC138811.2 | 1.16E-58] 0.7176355] 2.049581 0.876 0.763| 3.66E-54
FLOT1 5.42E-197] 0.7171306| 2.048547 0.998 0.948( 1.71E-192
JADE1 1.41E-75| 0.7166889( 2.047642 0.802 0.494| 4.45E-71
AJUBA 3.51E-93] 0.7165196] 2.047295 0.833 0.489] 1.11E-88
CIAO2B 6.40E-176] 0.7156057| 2.045425 0.992 0.964| 2.02E-171
APOBEC3B | 1.07E-53] 0.7151045 2.0444 0.527 0.233] 3.37E-49
HMCES 9.30E-59] 0.7149546| 2.044094 0.734 0.454( 2.93E-54
MICU3 5.79E-50] 0.7149432| 2.04407 0.606 0.338| 1.83E-45
FAM155A 6.48E-47] 0.7147542| 2.043684 0.61 0.354| 2.05E-42




PCGF2 1.44E-68| 0.7145304( 2.043227 0.765 0.484| 4.54E-64
WNK4 7.23E-49] 0.7143301] 2.042818 0.433 0.187| 2.28E-44
HCFCI1R1 6.27E-76| 0.7140107] 2.042165 0.777 0.505] 1.98E-71
TBLIX 2.93E-72| 0.7129842]| 2.04007 0.86 0.634] 9.24E-68
NAPRT 1.14E-59| 0.7115256( 2.037097 0.51 0.201] 3.60E-55
SSPN 1.07E-68| 0.7097776| 2.033539 0.862 0.646| 3.38E-64
SNRPE 1.75E-165( 0.709266] 2.032499 0.98 0.866( 5.52E-161
DZIP1 1.04E-80| 0.7090842( 2.032129 0.906 0.718] 3.28E-76
MAML2 5.43E-60] 0.7086349] 2.031217 0.673 0.373] 1.71E-55
SAMDIL 4.68E-45( 0.7085414| 2.031027 0.663 0.42] 1.47E-40
RNASEH2A | 2.85E-53| 0.7083143| 2.030565 0.717 0.476 8.99E-49
CRIM1 5.71E-199] 0.7080004| 2.029928 1 0.999( 1.80E-194
SPHKAP 7.32E-52] 0.7075135| 2.02894 0.164 0.002| 2.31E-47
PSIP1 1.27E-110 0.7071294| 2.028161 0.977 0.861| 4.02E-106
NDUFAB1 |4.97E-160( 0.7069018] 2.027699 0.991 0.972] 1.57E-155
MSRA 2.64E-60] 0.7053167] 2.024488 0.665 0.38] 8.31E-56
PBX3 4.30E-52| 0.7052424] 2.024337 0.698 0.457| 1.35E-47
GATA2-AS1 | 6.01E-89] 0.7052041| 2.02426 0.349 0.038 1.89E-84
COXT7Al 3.53E-114] 0.7051082| 2.024066 0.577 0.151f 1.11E-109
CDKN2D 1.67E-24( 0.7049909( 2.023828 0.553 0.406| b5.26E-20
KIFBP 5.20E-94| 0.7045815 2.023 0.938 0.781] 1.64E-89
HDAC9 3.39E-44] 0.7044082] 2.022649 0.264 0.059] 1.07E-39
ATP10D 1.46E-44] 0.7040482| 2.021921 0.66 0.44] 4.61E-40
RTKN2 4.12E-42( 0.7040296] 2.021884 0.313 0.097] 1.30E-37
ANKRD34A |2.38E-100| 0.703596] 2.021007 0.749 0.393] 7.51E-96
OPN3 2.02E-53] 0.7030769| 2.019958 0.509 0.219] 6.39E-49
OSBPLIA 6.83E-67] 0.7028962| 2.019593 0.82 0.586 2.15E-62
OIP5 4.39E-36( 0.7025201| 2.018834 0.38 0.159] 1.38E-31
MAD2L1 2.18E-441 0.7020506] 2.017886 0.682 0.46| 6.89E-40
MZT2B 1.4E-213] 0.7015219] 2.01682 0.996 0.972] 4.51E-209
RPL29 0.00E+00] 0.7014695] 2.016714 1 1| 0.00E+00
NQO2 4.79E-67] 0.7009836] 2.015734 0.8 0.53( 1.51E-62
RNF150 4.08E-45] 0.6998843| 2.01352 0.548 0.279( 1.29E-40
LPIN1 9.41E-51] 0.6998588] 2.013468 0.705 0.471| 2.97E-46
NUDT1 1.33E-74| 0.6997705( 2.013291 0.778 0.564| 4.21E-70
ZDHHC17 1.65E-60| 0.6992235( 2.01219 0.791 0.546| 5.21E-56
SNX6 7.24E-236] 0.6990959| 2.011933 1 1| 2.28E-231
TNS2 6.11E-56] 0.6990552| 2.011851 0.661 0.373| 1.93E-b1
C8orf58 1.95E-50] 0.6990296 2.0118 0.503 0.225 6.16E-46
UBL4A 3.13E-60] 0.6989532| 2.011646 0.644 0.337] 9.89E-56




PGAP4 1.30E-55| 0.6988781 2.011495 0.503 0.205| 4.09E-51
RND3 1.37E-139( 0.6986581| 2.011052 1 0.999] 4.32E-135
MGST3 2.26E-157] 0.697567| 2.008859 0.998 0.998] 7.11E-153
NEIL3 4.33E-411 0.6973071| 2.008337 0.313 0.098| 1.37E-36
CMC1 3.06E-79] 0.6967183] 2.007155 0.745 0.447( 9.65E-75
TP53TG1 2.18E-54]1 0.6965778| 2.006873 0.579 0.336] 6.88E-50
CHEK1 1.35E-69] 0.6954527| 2.004616 0.748 0.44] 4.25E-65
CTDSPL 5.47E-61| 0.6954397| 2.00459 0.75 0.482| 1.72E-56
NDUFS4 1.21E-114( 0.6953798| 2.00447 0.953 0.818] 3.83E-110
USP53 1.95E-30] 0.6947855| 2.003279 0.603 0.429] 6.14E-26
NQO1 1.95E-189( 0.6947565] 2.003221 1 1] 6.14E-185
NDUFB11 |8.70E-154| 0.6947118| 2.003132 0.984 0.91( 2.74E-149
AL365205.1 |1.11E-145| 0.6944949] 2.002697 0.979 0.893( 3.50E-141
SNX18 3.53E-63] 0.6941431| 2.001993 0.835 0.618 1.11E-58
NUP62 1.09E-70] 0.693981f 2.001668 0.91 0.747] 3.45E-66
TRMTIL 2.71E-54] 0.6932211] 2.000148 0.569 0.27] 8.54E-50
PSMB10 1.42E-58] 0.6930774| 1.99986 0.741 0.558| 4.48E-54
SETDB2 2.41E-49] 0.6930238| 1.999753 0.476 0.217( 7.61E-45
HSPB11 1.10E-74| 0.691947( 1.997601 0.852 0.676 3.46E-70
TXNRD1 3.37E-136] 0.6918976| 1.997502 1 1] 1.06E-131
NDUFB3 4.41E-138] 0.6914252] 1.996559 0.964 0.827] 1.39E-133
NUDT12 9.28E-63] 0.6907359] 1.995183 0.493 0.18] 2.93E-58
TCEAL4 1.55E-93] 0.6905758| 1.994864 0.975 0.881] 4.89E-89
SMIM10 5.89E-59] 0.6902884| 1.994291 0.553 0.267| 1.86E-54
SCRN1 1.25E-103| 0.6897841| 1.993285 0.953 0.785] 3.95E-99
TFAP2C 1.54E-52| 0.6896314 1.992981 0.26 0.042 4.87E-48
ATP5PO 2.25E-219] 0.6893697| 1.992459 1 1] 7.09E-215
IL13RA2 7.17E-16] 0.6887872] 1.991299 0.184 0.076] 2.26E-11
PARP9 9.22E-52| 0.6885744] 1.990875 0.505 0.218| 2.91E-47
ZNF480 6.51E-56] 0.6877649] 1.989264 0.529 0.24] 2.05E-51
KRT10 2.25E-186] 0.6876542| 1.989044 0.998 0.98| 7.11E-182
ZDHHC?2 3.46E-80] 0.6873098] 1.988359 0.904 0.707( 1.09E-75
JUP 5.49E-29] 0.6870659| 1.987874 0.292 0.12 1.73E-24
LSM7 4.84E-130] 0.6870614] 1.987865 0.948 0.773] 1.563E-125
MAPKS 4.36E-69| 0.686571| 1.986891 0.904 0.753] 1.38E-64
SKP2 5.14E-64| 0.686142] 1.986039 0.625 0.308] 1.62E-59
RWDD1 4.00E-138] 0.6857659] 1.985292 0.983 0.922] 1.26E-133
ZMYM1 2.26E-45] 0.6857442] 1.985249 0.438 0.185( 7.13E-41
CENPK 2.02E-40] 0.6853967] 1.984559 0.609 0.397| 6.38E-36
BARD1 6.34E-39] 0.6850784] 1.983927 0.448 0.215( 2.00E-34




RUNXITI1 7.18E-52| 0.6850644 1.9839 0.487 0.205| 2.27E-47
KBTBD6 6.05E-45] 0.6841668| 1.98212 0.54 0.288] 1.91E-40
UQCC2 2.07E-107] 0.6839911| 1.981772 0.881 0.607| 6.53E-103
GSTO1 8.06E-202| 0.6838638| 1.981519 1 0.998| 2.54E-197
DENND3 3.46E-50] 0.6837952| 1.981383 0.376 0.124 1.09E-45
GINS1 5.89E-42] 0.6837581| 1.98131 0.388 0.162| 1.86E-37
STAT2 9.54E-48] 0.6828018] 1.979416 0.723 0.502| 3.01E-43
PARP2 5.26E-39] 0.6826881| 1.979191 0.544 0.308| 1.66E-34
CNTLN 3.16E-60] 0.6825202] 1.978858 0.661 0.375] 9.96E-56
SOX5 2.50E-56] 0.6824708]| 1.978761 0.24 0.026| 7.87E-52
EHD3 1.55E-25] 0.6823719| 1.978565 0.72 0.58| 4.88E-21
ACYP1 1.06E-65| 0.682273| 1.97837 0.504 0.193] 3.33E-61
TAF9B 3.36E-62] 0.6815696| 1.976978 0.655 0.339] 1.06E-57
DIAPH3 3.06E-48] 0.6812096] 1.976267 0.847 0.725( 9.67E-44
RNASEK 1.34E-181 0.6809941| 1.975841 0.993 0.952| 4.23E-177
PAFAH1B3 2.75E-671 0.6808921| 1.97564 0.802 0.547] 8.69E-63
BCAR1 1.71E-121| 0.6808655( 1.975587 0.971 0.802| 5.40E-117
ITGB3BP 4.26E-39] 0.6800993| 1.974074 0.511 0.295( 1.34E-34
COMMDS8 5.59E-98] 0.6797421] 1.973369 0.913 0.665 1.76E-93
SDC1 8.29E-60] 0.6797382| 1.973361 0.697 0.418| 2.62E-55
TRABD2A 6.48E-41] 0.6796109| 1.97311 0.382 0.162| 2.04E-36
EAPP 4.45E-65( 0.6795025] 1.972896 0.814 0.564| 1.40E-60
SEPTINS 3.74E-73| 0.679068| 1.972039 0.827 0.559] 1.18E-68
LARP7 6.99E-83] 0.6783137| 1.970552 0.881 0.668| 2.20E-78
MEA1 2.16E-106] 0.6780107| 1.969955 0.974 0.923| 6.82E-102
LRRC1 2.90E-48] 0.6772755] 1.968507 0.426 0.165( 9.16E-44
MICOS10 1.62E-199( 0.6771915] 1.968342 0.997 0.968| 5.12E-195
LRR1 2.22E-48] 0.6770829] 1.968128 0.646 0.402| ©6.99E-44
PSME1 1.21E-145( 0.6761392| 1.966272 0.995 0.977] 3.82E-141
EVA1LB 4.88E-125] 0.6754988] 1.965013 0.98 0.876] 1.54E-120
NOL4L 3.58E-50] 0.6753628] 1.964746 0.485 0.213] 1.13E-45
LSM6 9.62E-60] 0.6751968| 1.96442 0.725 0.504( 3.03E-55
TIMELESS 5.57E-43] 0.6751237| 1.964276 0.539 0.278 1.76E-38
CENPH 1.72E-45| 0.6743704( 1.962797 0.606 0.345] b5.43E-41
MRPL27 3.51E-98] 0.6729006] 1.959914 0.932 0.839( 1.11E-93
COX6A1 4.60E-256] 0.6727685] 1.959655 1 0.99| 1.45E-251
TADAZ2A 4.73E-52( 0.6725076] 1.959144 0.517 0.239] 1.49E-47
ASBS8 8.57E-72] 0.6717362] 1.957633 0.806 0.52 2.70E-67
RPAIN 3.01E-66] 0.670417] 1.955052 0.825 0.61| 9.48E-62
ATP5MC1 ]6.23E-112| 0.6700541] 1.954343 0.954 0.831| 1.96E-107




STARD7 3.74E-119] 0.669087| 1.952454 0.978 0.821] 1.18E-114
ZWILCH 6.41E-43] 0.6688854] 1.95206 0.728 0.52| 2.02E-38
LINC00888 2.43E-47] 0.6688807| 1.952051 0.429 0.17| 7.67E-43
MRPS14 8.32E-73[ 0.6686793| 1.951658 0.825 0.669| 2.62E-68
FKBP3 1.40E-144( 0.6685859( 1.951476 0.99 0.938( 4.41E-140
GTF2IP1 1.31E-151| 0.6685619] 1.951429 0.977 0.86( 4.13E-147
CCDC28B 5.63E-47] 0.6684438] 1.951199 0.584 0.35| 1.77E-42
TMEMb2B 2.50E-44]1 0.6679371| 1.95021 0.176 0.016] 7.88E-40
SNAPIN 7.27E-61] 0.6678063| 1.949955 0.852 0.644| 2.29E-56
STXBP3 6.04E-77] 0.6677234] 1.949793 0.874 0.626] 1.90E-72
MRPL22 2.95E-73] 0.6671497] 1.948675 0.883 0.745] 9.30E-69
SOCS1 9.20E-57] 0.6670696] 1.948519 0.407 0.124 2.90E-52
OSGIN2 5.16E-46] 0.6666268| 1.947656 0.575 0.312 1.63E-41
FIGN 5.84E-44]1 0.6665104| 1.94743 0.263 0.056 1.84E-39
KCNJ8 3.00E-28] 0.6659986] 1.946433 0.32 0.143] 9.46E-24
STIL 4.06E-31| 0.6659532| 1.946345 0.426 0.239] 1.28E-26
UQCRH 1.20E-221| 0.6657952( 1.946037 1 0.994| 3.79E-217
KISS1 4.40E-37] 0.6649654| 1.944423 0.151 0.013| 1.39E-32
PLK4 7.41E-30] 0.6642096| 1.942954 0.35 0.163| 2.34E-25
CEP57L1 2.18E-47] 0.6635337| 1.941641 0.594 0.341| 8.76E-43
AARS1 6.61E-91| 0.6634434] 1.941466 0.965 0.844] 2.09E-86
SCLT1 7.39E-41] 0.6631402] 1.940878 0.574 0.337| 2.33E-36
DEK 2.00E-97] 0.6630582] 1.940718 0.992 0.97] 6.31E-93
KLHL5 6.35E-65] 0.6630199] 1.940644 0.901 0.782] 2.00E-60
SUPT20H 1.55E-84] 0.6629546( 1.940517 0.926 0.763| 4.88E-80
H1-10 1.08E-66| 0.6629154( 1.940441 0.941 0.831| 3.40E-62
TLE1 2.07E-52] 0.6627502| 1.940121 0.718 0.453| 6.52E-48
TOMM®6 1.38E-126( 0.6626769| 1.939978 0.947 0.781] 4.35E-122
ARHGAP19 | 6.48E-38] 0.6619938] 1.938654 0.361 0.14] 2.04E-33
HEATRG6 2.99E-49] 0.6617542] 1.938189 0.601 0.323] 9.42E-45
LURAPIL 3.30E-33] 0.6610656] 1.936855 0.379 0.173] 1.04E-28
PLCB3 1.37E-61| 0.6608313| 1.936401 0.726 0.447( 4.33E-57
SDF2L1 3.92E-56] 0.6602141] 1.935207 0.828 0.737( 1.24E-51
LAMTOR?2 3.02E-82] 0.6602035] 1.935186 0.88 0.711] 9.52E-78
PSMA7 1.99E-299( 0.6600188] 1.934829 1 1| 6.28E-295
SH3PXD2A | 2.32E-95] 0.6599577| 1.934711 0.966 0.854] 7.31E-91
SMDT1 3.62E-83] 0.6596283] 1.934073 0.839 0.635| 1.14E-78
COX6B1 6.6E-175] 0.6583331| 1.93157 0.986 0.916( 2.07E-170
AP2S1 0.00E+00] 0.6579427] 1.930816 1 1| 0.00E+00
FOXM1 4.09E-441 0.6576887] 1.930326 0.74 0.536 1.29E-39




ANP32B 2.21E-129] 0.6574178| 1.929803 0.998 0.987| 6.97E-125
ELOB 2.57E-203] 0.6572622| 1.929503 0.998 0.963] 8.10E-199
TSPAN13 1.78E-13] 0.6561142| 1.927289 0.364 0.248] 5.62E-09
EXOSC8 1.77E-51] 0.6560742| 1.927212 0.838 0.663| 5.59E-47
PDLIM1 8.7E-165] 0.6560393| 1.927144 1 0.976( 2.75E-160
RPS20 0.00E+00] 0.6549647] 1.925075 1 1| 0.00E+00
RPS4Y1 2.03E-23] 0.6549232] 1.924995 0.296 0.363| 6.39E-19
TMEMZ204 1.32E-67| 0.6543441| 1.92388 0.707 0.373] 4.18E-63
GPN3 5.52E-63] 0.6537928| 1.92282 0.785 0.538| 1.74E-58
LAMAZ 1.82E-45] 0.6535793| 1.922409 0.392 0.141] b5.73E-41
DUBR 6.65E-45] 0.6532259| 1.92173 0.471 0.212( 2.10E-40
OSGEPL1 2.67E-38] 0.6532109| 1.921701 0.351 0.133 8.42E-34
METTLS 3.35E-79] 0.6530293] 1.921352 0.911 0.73[ 1.06E-74
ABHD10 3.14E-55] 0.6528156] 1.920942 0.646 0.362| 9.89E-51
ZC2HC1A 1.83E-52| 0.6525714 1.920473 0.705 0.441] b5.77E-48
SP110 6.35E-49] 0.6525075] 1.92035 0.607 0.341] 2.00E-44
JPT1 8.84E-130] 0.6522361] 1.919829 0.999 0.984] 2.79E-125
NIBAN1 1.80E-71] 0.6518147( 1.91902 0.894 0.675| 5.69E-67
MSH2 1.09E-45] 0.6517759| 1.918946 0.633 0.392 3.43E-41
SARNP 3.97E-124] 0.65136| 1.918148 0.983 0.888| 1.25E-119
B3GALT2 8.81E-40( 0.6506199] 1.916729 0.155 0.011] 2.78E-35
PTPMT1 1.90E-75| 0.6500882 1.91571 0.868 0.713] 5.99E-71
NTAN1 1.93E-72] 0.6494931| 1.91457 0.859 0.635| ©6.10E-68
PSMB3 4.37E-180] 0.6490419] 1.913706 1 1| 1.38E-175
ATP5MC2 | 5.30E-212| 0.6489228] 1.913479 1 0.996( 1.67E-207
MSI2 5.05E-43] 0.648856| 1.913351 0.73 0.535| 1.59E-38
HES1 8.10E-56] 0.6486869] 1.913027 0.527 0.228| 2.56E-b1
POP7 1.19E-51| 0.6486343( 1.912927 0.768 0.592| 3.74AE-47
DTYMK 1.87E-57| 0.6484687 1.91261 0.918 0.801| 5.90E-53
RNF157 2.84E-42] 0.6482068] 1.912109 0.354 0.145] 8.97E-38
DSEL 4.83E-67( 0.6478694| 1.911464 0.984 0.97] 1.52E-62
HLTF 5.82E-59] 0.6475573] 1.910867 0.806 0.573 1.84E-54
VRK1 1.04E-34( 0.6475471| 1.910848 0.522 0.314( 3.27E-30
FLRT2 9.14E-39] 0.6474869] 1.910733 0.638 0.441| 2.88E-34
MZT1 2.49E-42| 0.6472368] 1.910255 0.844 0.735( 7.86E-38
GNG2 2.58E-35] 0.6467676] 1.909359 0.415 0.199] 8.14E-31
TRAPPC2L 3.95E-71] 0.646513] 1.908873 0.789 0.584| 1.24E-66
MCM5 2.92E-58] 0.6464303] 1.908715 0.706 0.406( 9.22E-54
SNAPC5 1.44E-47| 0.6459716( 1.90784 0.581 0.312| 4.53E-43
CD81 1.98E-295( 0.6458753| 1.907656 1 1] 6.26E-291




NSMCE4A 1.23E-48| 0.6457619( 1.90744 0.657 0.391| 3.87E-44
POLR3GL 4.97E-60( 0.6455854] 1.907103 0.703 0.446] 1.57E-55
IDH1 2.48E-65] 0.6454972] 1.906935 0.913 0.737] 7.81E-61
C9orf40 6.08E-40] 0.6454943] 1.906929 0.544 0.312] 1.92E-35
NDUFS6 6.02E-144] 0.6449069| 1.90581 0.972 0.872| 1.90E-139
PHC2 1.29E-87( 0.6446743| 1.905366 0.951 0.809| 4.07E-83
PMAIP1 5.76E-85] 0.6443131] 1.904678 0.886 0.612] 1.82E-80
TIAL 1.02E-91| 0.6439449( 1.903977 0.967 0.854| 3.21E-87
VPS29 1.02E-143( 0.6437262| 1.903561 0.999 0.981] 3.23E-139
NCAPG2 5.36E-38] 0.6430871] 1.902345 0.592 0.369| 1.69E-33
MIEN1 6.97E-83] 0.6427538| 1.901711 0.911 0.826( 2.20E-78
DHTKD1 7.69E-52] 0.6425178] 1.901262 0.654 0.381| 2.43E-47
BTN3A2 4.76E-55] 0.6424295] 1.901094 0.741 0.483 1.50E-50
MRPL1 3.14E-65] 0.6419019| 1.900091 0.763 0.505] 9.91E-61
LSP1P5 1.04E-84| 0.6417695( 1.89984 0.855 0.615] 3.28E-80
MCM7 3.31E-58] 0.6414318] 1.899198 0.828 0.65| 1.04E-53
TAP1 8.27E-60( 0.6409506( 1.898284 0.846 0.646| 2.61E-55
SSB 8.12E-167] 0.6409096] 1.898207 1 0.996( 2.56E-162
CETN3 2.13E-57] 0.640271] 1.896995 0.613 0.323| 6.71E-53
KNTC1 4.99E-29| 0.640228] 1.896913 0.416 0.229( 1.57E-24
LASP1 2.92E-169] 0.6394168| 1.895375 1 0.996( 9.20E-165
PPP1R14B |3.97E-147( 0.6388827| 1.894363 0.993 0.969| 1.25E-142
DUSP10 9.82E-58] 0.6384425] 1.893529 0.759 0.47] 3.10E-53
ADCY3 7.60E-58] 0.6377532] 1.892225 0.598 0.285| 2.40E-53
MIS18A 7.53E-34] 0.6373722| 1.891504 0.549 0.406| 2.37E-29
XPO1 8.17E-133] 0.6370706] 1.890933 0.998 0.968| 2.58E-128
MAGOHB 4.94E-64] 0.6369901| 1.890781 0.816 0.579] 1.56E-59
RNF26 3.02E-49] 0.6369139] 1.890637 0.725 0.478] 9.54E-45
FBXO5 1.96E-27] 0.6367019| 1.890236 0.554 0.454] 6.19E-23
WAC-AS1 1.60E-73] 0.6357366| 1.888413 0.862 0.643] 5.05E-69
DPY30 3.15E-103] 0.6356424| 1.888235 0.96 0.867] 9.94E-99
RSBN1L 5.54E-49] 0.635217| 1.887432 0.669 0.426( 1.75E-44
NR2F2-AS1 | 1.82E-55( 0.6350621| 1.887139 0.283 0.049] b5.75E-51
LCORL 6.47E-39] 0.6338162| 1.88479 0.507 0.275] 2.04E-34
SERTAD4-AY 7.93E-74] 0.6336742| 1.884522 0.366 0.07| 2.50E-69
CLIC3 7.64E-21]1 0.6332411] 1.883706 0.405 0.252| 2.41E-16
CDC25B 6.91E-30] 0.6332316] 1.883688 0.672 0.52| 2.18E-25
SSBP1 2.07E-128] 0.6328909| 1.883046 0.986 0.962| 6.54E-124
DNAJC9 1.58E-50] 0.6328784| 1.883023 0.781 0.543| 4.98E-46
NTMT1 4.05E-71] 0.6328179] 1.882909 0.921 0.784| 1.28E-66




POGZ 6.07E-49] 0.6319393] 1.881255 0.758 0.538| 1.92E-44
NCAPD3 4.65E-32( 0.6314198] 1.880278 0.555 0.365| 1.47E-27
GLCCI1 2.84E-39] 0.6307926] 1.879099 0.334 0.113] 8.96E-35
NAV3 3.22E-53] 0.6306032] 1.878744 0.816 0.602| 1.02E-48
AFAP1L1 6.48E-43] 0.6304888| 1.878529 0.392 0.155] 2.05E-38
HINT?2 4.12E-57] 0.6302289| 1.87804 0.673 0.415( 1.30E-52
ETV4 4.40E-45( 0.6300579] 1.877719 0.379 0.133] 1.39E-40
SVBP 6.87E-62] 0.6297669] 1.877173 0.511 0.215| 2.17E-57
BRI3 1.17E-89| 0.6293026( 1.876302 0.946 0.825| 3.68E-85
SELENOH [2.39E-112| 0.6292078( 1.876124 0.966 0.908| 7.53E-108
TRAPPC1 2.14E-129] 0.6290398| 1.875809 0.994 0.977| 6.74E-125
NDUFB9 1.09E-137( 0.6287515| 1.875268 0.994 0.98( 3.44E-133
POLR3K 2.61E-42] 0.6285303| 1.874853 0.671 0.501] 8.23E-38
NDUFS8 2.22E-153] 0.6284298| 1.874665 0.998 0.995( 7.01E-149
STIM2 2.56E-42| 0.6284176| 1.874642 0.642 0.409| 8.08E-38
SENP7 1.04E-41] 0.6281584| 1.874156 0.462 0.219] 3.28E-37
MRPL52 4.53E-99( 0.6274123| 1.872758 0.954 0.8 1.43E-94
PCID2 4.91E-76] 0.6270453| 1.872071 0.928 0.748( 1.55E-71
EP400P1 8.58E-45] 0.6269288] 1.871853 0.447 0.191 2.71E-40
RNF146 3.86E-55] 0.6267736] 1.871562 0.594 0.288( 1.22E-50
ATP6V1F 3.33E-97| 0.6266844] 1.871395 0.951 0.842] 1.05E-92
ANP32A 2.07E-101] 0.6266766| 1.871381 0.972 0.842] 6.54E-97
NDUFA11 8.34E-186] 0.6266459] 1.871323 0.997 0.981] 2.63E-181
GNPDA1 1.85E-49] 0.6264846| 1.871022 0.739 0.494| b5.84E-45
COMMD4 1.36E-84| 0.6264234( 1.870907 0.961 0.924( 4.29E-80
SPA17 1.68E-52| 0.6259063| 1.86994 0.509 0.225 5.31E-48
PDE6D 3.12E-44]1 0.6252768| 1.868763 0.694 0.454( 9.84E-40
LAMTORS5 |8.36E-142| 0.6252098| 1.868638 0.994 0.974] 2.64E-137
OTUD6B-AS] 9.33E-64] 0.6251716| 1.868567 0.808 0.583] 2.94E-59
RFC1 1.12E-65] 0.6240793| 1.866527 0.893 0.706] 3.54E-61
PIM3 2.35E-42] 0.6238133] 1.86603 0.632 0.384| 7.41E-38
USP13 1.98E-45] 0.6237704| 1.86595 0.698 0.45( 6.25E-41
CYB5B 1.44E-123| 0.623727| 1.865869 0.998 0.981| 4.56E-119
CAV2 1.41E-168| 0.6236203| 1.86567 1 1 4.45E-164
TRMT112 1.72E-170( 0.6232447] 1.864969 0.998 0.988| 5.44E-166
ARHGAP20 | 9.13E-51| 0.6231586] 1.864809 0.197 0.014| 2.88E-46
LY6E 1.48E-121| 0.6227631| 1.864072 0.999 0.996| 4.67E-117
COXTA2 2.62E-187] 0.6223636| 1.863327 0.995 0.952| 8.26E-183
PRAG1 5.55E-37] 0.6222359] 1.863089 0.452 0.225( 1.75E-32
SLC20A2 4.77E-43] 0.621974| 1.862601 0.808 0.641 1.50E-38




CCAR1 1.12E-99| 0.6217216( 1.862131 0.981 0.941] 3.54E-95
ACTN4 7.53E-233] 0.6216169| 1.861936 1 1 2.38E-228
POC5 2.20E-38] 0.6206704] 1.860175 0.438 0.205| ©6.93E-34
PLAG1 3.38E-39| 0.620616] 1.860073 0.325 0.108] 1.07E-34
PSMB6 6.92E-186] 0.6193529| 1.857725 0.999 1] 2.18E-181
BRCA2 6.21E-24] 0.6192815| 1.857593 0.407 0.313| 1.96E-19
KIF18B 3.44E-241 0.619068] 1.857196 0.348 0.199( 1.09E-19
TOB1 5.34E-68] 0.6185149] 1.856169 0.888 0.685| 1.68E-63
Cl6orf74 5.00E-53] 0.6181788] 1.855546 0.29 0.061] 1.58E-48
KIF26B 3.02E-23] 0.6181583] 1.855508 0.291 0.128] 9.53E-19
ZNHIT1 6.37E-100] 0.6168833| 1.853143 0.966 0.902] 2.01E-95
VPS33A 4.34E-50] 0.6167553] 1.852906 0.657 0.39 1.37E-45
DSN1 2.99E-34] 0.6164749] 1.852387 0.482 0.27( 9.43E-30
ATP5MC3  |2.53E-237] 0.6162995] 1.852062 1 1] 7.99E-233
PSG1 5.38E-42| 0.6162809| 1.852027 0.152 0.007| 1.70E-37
COX4l1 2.66E-300] 0.6159383| 1.851393 1 1| 8.39E-296
LAMTOR4 1.28E-86] 0.6153675| 1.850336 0.91 0.759] 4.03E-82
ATP23 4.90E-30] 0.6149006| 1.849473 0.383 0.205] 1.55E-25
RANGRF 3.86E-44]1 0.6148741| 1.849424 0.765 0.591 1.22E-39
RIPOR?2 3.72E-28] 0.6148387| 1.849358 0.281 0.129( 1.17E-23
TTC8 1.12E-52| 0.6146862| 1.849076 0.674 0.394| 3.55E-48
BCL7C A497E-78( 0.6143434| 1.848443 0.916 0.781] 1.57E-73
ATOHS 3.09E-58] 0.6142336| 1.848239 0.477 0.174] 9.74E-54
BLOC1S1 2.89E-91] 0.6138809] 1.847588 0.878 0.653] 9.11E-87
ATP5IF1 2.67E-119] 0.6137104| 1.847273 0.978 0.848| 8.43E-115
AOX1 9.28E-44]1 0.6135846| 1.84704 0.593 0.33] 2.93E-39
MAP3K20 1.82E-128( 0.6134346[ 1.846763 0.999 0.993( 5.75E-124
DRAP1 4.83E-168] 0.6131696] 1.846274 1 0.999] 1.52E-163
FAM110A 1.98E-40] 0.6130744( 1.846098 0.318 0.106] 6.23E-36
HP1BP3 5.80E-173] 0.6120023| 1.84412 1 0.996| 1.83E-168
Cllorf68 8.65E-64[ 0.6115311| 1.843251 0.844 0.6 2.73E-59
VRK?2 7.95E-441 0.6114127| 1.843033 0.646 0.404 2.51E-39
SNRPG 1.47E-118( 0.6113122| 1.842848 0.99 0.954( 4.65E-114
ARL6IP1 1.56E-13| 0.610672( 1.841669 0.993 0.993| 4.92E-09
KIAA0586 2.62E-41]1 0.6104132] 1.841192 0.647 0.422| 8.26E-37
AMPD3 4.27E-48( 0.6103056( 1.840994 0.283 0.062| 1.35E-43
TIMM17B 3.08E-56] 0.6102199] 1.840836 0.84 0.703] 9.70E-52
YEATS4 5.61E-39] 0.6100429| 1.84051 0.561 0.339 1.77E-34
COMMD7 3.26E-73] 0.6100162| 1.840461 0.945 0.799( 1.03E-68
CRIM1-DT 4.40E-56] 0.6096974] 1.839875 0.433 0.152 1.39E-b1




WDR830S |4.01E-152| 0.6095726] 1.839645 0.994 0.958] 1.27E-147
DEPDCI1B 8.02E-27] 0.6095052| 1.839521 0.26 0.103] 2.53E-22
GABBR2 6.00E-15] 0.6091005| 1.838777 0.168 0.091] 1.89E-10
RPS27L 1.27E-150{ 0.6090969( 1.83877 1 1| 4.02E-146
POLR2J 1.16E-93| 0.6087982( 1.838221 0.926 0.765| 3.67E-89
CU633906.1 [ 3.28E-113] 0.6087562( 1.838144 0.51 0.1 1.03E-108
NUPR1 2.94E-45] 0.6087013] 1.838043 0.873 0.935( 9.26E-41
TMEM106B | 1.40E-59] 0.6085094| 1.83769 0.971 0.93] 4.42E-55
LBHD1 1.59E-68| 0.6071954( 1.835277 0.733 0.463| 5.02E-64
MYEF2 1.29E-38] 0.6066622| 1.834299 0.457 0.218| 4.08E-34
RPL36AL 1.52E-181| 0.6055644| 1.832286 0.999 0.995( 4.80E-177
MRPL57 8.65E-74] 0.6053993| 1.831984 0.877 0.689| 2.73E-69
EXOSCY 3.51E-55] 0.6049156] 1.831098 0.866 0.67( 1.11E-50
DYNLL1 3.14E-194] 0.604546| 1.830421 1 1| 9.90E-190
FANCD?2 3.33E-36] 0.6044376] 1.830223 0.539 0.306] 1.05E-31
CNIH4 4.02E-80( 0.6044358] 1.830219 0.961 0.902] 1.27E-75
C2orf74 3.66E-53] 0.6035765| 1.828647 0.436 0.159] 1.15E-48
SP3 7.47E-75] 0.6030998| 1.827776 0.897 0.667( 2.36E-70
JUN 3.61E-81] 0.6028663| 1.827349 0.985 0.964( 1.14E-76
PGPEP1 3.96E-39] 0.6028166| 1.827258 0.53 0.303 1.25E-34
CENPN 6.51E-40] 0.6011283] 1.824176 0.731 0.559| 2.05E-35
MCTP1 6.41E-40| 0.600282] 1.822633 0.19 0.025| 2.02E-35
UBTF 3.03E-78] 0.6001412] 1.822376 0.944 0.805| 9.55E-74
AHNAK?2 5.14E-43] 0.59995] 1.822028 0.551 0.285] 1.62E-38
ETS2 2.79E-51] 0.599839] 1.821825 0.825 0.613| 8.80E-47
HUNK 2.54E-36] 0.5998015] 1.821757 0.355 0.167| 8.00E-32
MTI1L 3.97E-76] 0.5989792| 1.82026 0.59 0.248( 1.25E-71
AP000356.5 | 5.64E-92| 0.5989289] 1.820168 0.878 0.704] 1.78E-87
SLF2 1.17E-45| 0.5988731 1.820067 0.648 0.393] 3.68E-41
ASF1B 2.91E-28| 0.598469| 1.819331 0.442 0.241] 9.17E-24
METTL4 1.28E-37] 0.5984402| 1.819279 0.497 0.261] 4.03E-33
NFU1 1.15E-65| 0.5977673| 1.818055 0.919 0.788| 3.64E-61
HPS3 3.19E-47] 0.5977654] 1.818052 0.679 0.418 1.01E-42
S100A3 9.54E-37] 0.5977194] 1.817968 0.431 0.216] 3.01E-32
NAP1L4 3.74E-101] 0.597698| 1.817929 0.982 0.881| 1.18E-96
BRD8 9.84E-47] 0.5968096| 1.816315 0.654 0.388| 3.10E-42
ANP32E 2.94E-58] 0.5967309] 1.816172 0.966 0.928| 9.27E-54
EFHD1 1.12E-24] 0.5964867| 1.815728 0.242 0.088( 3.54E-20
PFN1 0.00E+00] 0.596246] 1.815291 1 1| 0.00E+00
MB21D2 3.61E-45] 0.5948053| 1.812678 0.58 0.308( 1.14E-40




TULP3 9.46E-56] 0.5943274] 1.811812 0.861 0.698| 2.98E-51
ARMC1 1.02E-77| 0.5942325( 1.81164 0.929 0.751] 3.23E-73
SWAPT0 1.83E-70] 0.5941338| 1.811461 0.926 0.752| 5.77E-66
VEZF1 1.44E-88] 0.5941258| 1.811447 0.978 0.908| 4.53E-84
EXOC1 3.26E-65] 0.5939996| 1.811218 0.883 0.682] 1.03E-60
TMEM158 2.49E-10] 0.5939612| 1.811148 0.536 0.548| 7.85E-06
HNRNPR 8.26E-128] 0.5925172| 1.808535 1 1 2.60E-123
POLR2F 1.15E-99] 0.5919577| 1.807524 0.953 0.845] 3.64E-95
CU633967.1 | 5.34E-88] 0.5918972| 1.807414 0.623 0.237] 1.69E-83
UQCR10 6.21E-108] 0.591364| 1.806451 0.977 0.887| 1.96E-103
TERF1 7.48E-63] 0.5912514] 1.806247 0.924 0.809| 2.36E-58
GNBI1L 4.24E-45] 0.5908814] 1.805579 0.415 0.161| 1.34E-40
FBLNZ 6.56E-52] 0.5908586| 1.805538 0.703 0.415( 2.07E-47
TIPARP 3.50E-46] 0.5906826] 1.80522 0.833 0.658( 1.10E-41
PARD3B 1.72E-33| 0.5899107( 1.803827 0.4 0.182] 5.43E-29
MRPL14 8.30E-77[ 0.5891622| 1.802478 0.961 0.897| 2.62E-72
FCGRT 2.25E-40] 0.5888815| 1.801972 0.768 0.595| 7.10E-36
RASGRF2 1.45E-43] 0.5883966| 1.801098 0.182 0.019] 4.59E-39
GCLC 2.36E-42] 0.588241| 1.800818 0.656 0.41 7.44E-38
EEAL 6.23E-84] 0.5882194] 1.800779 0.983 0.946( 1.97E-79
MRPS36 5.49E-78] 0.5880898] 1.800546 0.818 0.543] 1.73E-73
MT-RNR2 0.00E+00] 0.5880477| 1.80047 1 1| 0.00E+00
WDHD1 2.85E-28] 0.5876093| 1.799681 0.436 0.233] 8.98E-24
C12orfb7 7.13E-92| 0.5873888] 1.799284 0.961 0.881| 2.25E-87
THBS1 3.89E-42] 0.5873033| 1.79913 1 1| 1.23E-37
RPS27A 0.00E+00] 0.5870357] 1.798649 1 1| 0.00E+00
IFI27L2 2.81E-79] 0.5866577] 1.797969 0.794 0.496| 8.86E-75
CDK19 1.96E-38| 0.5861365( 1.797032 0.672 0.444] ©6.18E-34
E2F7 1.17E-26] 0.5858368( 1.796494 0.515 0.348| 3.71E-22
AKNA 2.33E-39] 0.5857344| 1.79631 0.343 0.143] 7.35E-35
WDRA41 7.77E-58] 0.5857016] 1.796251 0.901 0.761] 2.45E-53
LPARG 3.87E-38] 0.5853564| 1.795631 0.289 0.088| 1.22E-33
IFFO1 1.87E-48(| 0.5853526( 1.795624 0.619 0.343| 5.89E-44
Clborf6l 1.96E-48| 0.5852574| 1.795453 0.528 0.273] 6.19E-44
NXPE3 1.77E-47] 0.5851962| 1.795343 0.757 0.532| 5.58E-43
H3P6 7.38E-127] 0.5851508| 1.795262 0.892 0.595| 2.33E-122
CASK 3.99E-49] 0.5851485] 1.795258 0.818 0.615| 1.26E-44
SYT16 2.42E-36] 0.5848417] 1.794707 0.232 0.056| 7.65E-32
PDE4B 2.69E-40] 0.5843527] 1.793829 0.444 0.195 8.48E-36
ZNF521 6.03E-32] 0.5838181| 1.792871 0.272 0.091f 1.90E-27




SCAND1 1.76E-74| 0.5833267 1.79199 0.945 0.872] b5.54E-70
IQGAP3 2.67E-33] 0.5832033] 1.791769 0.414 0.209] 8.42E-29
TPM2 1.15E-146( 0.5831681| 1.791706 1 1| 3.62E-142
NDUFBS8 2.47E-126] 0.5829968| 1.791399 0.995 0.983] 7.79E-122
ZNRD2 5.70E-65] 0.5829714| 1.791353 0.855 0.709] 1.80E-60
ANKRD39 9.75E-33] 0.5826338| 1.790749 0.527 0.343| 3.08E-28
LRRC61 2.09E-57] 0.56826213] 1.790726 0.243 0.025( 6.58E-53
LYPDG6 1.10E-42| 0.5826039( 1.790695 0.233 0.042] 3.47E-38
DOCK11 9.21E-40| 0.582504] 1.790516 0.575 0.321] 2.91E-35
DDI2 5.33E-42| 0.5819667| 1.789555 0.648 0.398| 1.68E-37
NIF3L1 1.66E-35| 0.581833| 1.789315 0.581 0.35[ b5.22E-31
GDF15 2.46E-11] 0.5817305] 1.789132 0.381 0.26( 7.75E-07
SYNRG 4.29E-511 0.5817064] 1.789089 0.697 0.43( 1.35E-46
PMS1 2.87E-41] 0.5817045] 1.789085 0.565 0.308] 9.04E-37
EXTL1 2.21E-52| 0.5811472] 1.788089 0.205 0.017] ©6.98E-48
MIPEP 1.87E-35] 0.5811281| 1.788054 0.553 0.32] 5.91E-31
SMS 3.02E-111] 0.5809289| 1.787698 0.996 0.976] 9.53E-107
GPC1 6.65E-113] 0.5807899| 1.78745 0.994 0.97( 2.10E-108
NDUFA8 1.53E-77| 0.5807568( 1.787391 0.97 0.935( 4.82E-73
HIGD2A 1.19E-85( 0.5805471| 1.787016 0.939 0.866| 3.76E-81
ETNK2 2.62E-43] 0.5804533] 1.786848 0.282 0.068| 8.26E-39
PRR14 5.14E-41] 0.5804455] 1.786834 0.581 0.337] 1.62E-36
EDA2R 1.88E-42] 0.5802926| 1.786561 0.501 0.24] 5.92E-38
KRTAP1-5 2.03E-13] 0.5800442] 1.786117 0.358 0.224] 6.42E-09
NDUFAF8 6.50E-92] 0.5798982| 1.785857 0.924 0.755 2.05E-87
SHMT1 8.33E-31| 0.5798205| 1.785718 0.453 0.242| 2.63E-26
STRA6 3.86E-36] 0.5797167] 1.785532 0.512 0.275( 1.22E-31
RUSC1 3.94E-50] 0.5794726] 1.785097 0.741 0.484] 1.24E-45
SLC15A3 7.52E-37| 0.5789359] 1.784139 0.311 0.104| 2.37E-32
MBOAT7 7.62E-98] 0.5783957| 1.783175 0.988 0.964| 2.40E-93
PHF11 7.61E-61| 0.5782423] 1.782902 0.764 0.476| 2.40E-56
RNF7 1.28E-103| 0.5782129] 1.782849 0.998 0.987] 4.03E-99
LYRMZ2 4.79E-571 0.5778428] 1.78219 0.887 0.752| 1.51E-52
TOR3A 2.64E-41| 0.5777473] 1.78202 0.631 0.391| 8.32E-37
PBX2 4.91E-441 0.5766328] 1.780035 0.728 0.51| 1.55E-39
SIVA1 7.28E-69] 0.5766196] 1.780011 0.945 0.9 2.30E-64
LINC00643 9.15E-48] 0.5760486] 1.778995 0.138 0] 2.89E-43
RP9 1.27E-51] 0.5759266| 1.778778 0.62 0.359( 4.00E-47
SPATS? 6.74E-53] 0.5756067] 1.778209 0.858 0.695( 2.13E-48
AURKAIP1 |3.43E-107| 0.575582| 1.778165 0.995 0.986] 1.08E-102




COX5A 9.11E-106] 0.5755444| 1.778098 0.992 0.976| 2.87E-101
CU634019.1 [9.69E-109] 0.575094| 1.777298 0.496 0.095] 3.06E-104
RAD17 5.52E-47| 0.5748842] 1.776925 0.648 0.375| 1.74E-42
NT5E 3.95E-144] 0.5747005| 1.776598 1 0.994| 1.24E-139
TM2D3 1.26E-48| 0.574662| 1.77653 0.719 0.456( 3.98E-44
PKN2 7.88E-63] 0.5745041] 1.776249 0.896 0.716 2.49E-58
WWC3 3.73E-46] 0.5740961| 1.775525 0.832 0.637| 1.18E-41
OCIAD2 5.64E-38| 0.5738398| 1.77507 0.745 0.589| 1.78E-33
TCTEX1D2 2.20E-46| 0.5733453] 1.774192 0.513 0.249] 6.94E-42
DMAC1 8.96E-58| 0.5726027| 1.772875 0.815 0.604| 2.83E-53
ZNFT75A 1.02E-31| 0.5724241( 1.772559 0.488 0.273| 3.22E-27
CU633904.1 [ 1.26E-101] 0.5723387| 1.772407 0.505 0.114( 3.97E-97
MRE11 1.81E-33| 0.5721083| 1.771999 0.609 0.405( 5.72E-29
SAP30 1.74E-36| 0.5719908( 1.771791 0.597 0.415 5.50E-32
ACTB 1.17E-298( 0.5715607| 1.771029 1 1 3.68E-294
CLIP4 4.28E-49( 0.5715602| 1.771028 0.68 0.408| 1.35E-44
CEP44 7.32E-29] 0.5711598] 1.770319 0.48 0.284] 2.31E-24
EXOSC1 1.61E-42] 0.5709996| 1.770036 0.814 0.67|] 5.09E-38
GNAI1 1.40E-50] 0.5709257| 1.769905 0.901 0.796| 4.40E-46
TRIM6 2.69E-39] 0.5697744| 1.767868 0.454 0.215 8.50E-35
MRPL55 5.96E-52| 0.5696627| 1.767671 0.785 0.596| 1.88E-47
MRPS28 5.61E-57] 0.5695692] 1.767506 0.828 0.665| 1.77E-52
MYO18A 2.07E-42]| 0.5694977| 1.767379 0.577 0.315| 6.53E-38
FANCB 7.64E-39] 0.5693336] 1.767089 0.304 0.1 2.41E-34
REV3L 1.33E-49] 0.5691742( 1.766807 0.847 0.669| 4.21E-45
KLHL22 5.91E-40] 0.5690504] 1.766589 0.387 0.15] 1.86E-35
C18orfb4 1.48E-31| 0.5690414| 1.766573 0.336 0.135| 4.68E-27
CEBPD 2.66E-36] 0.5689963] 1.766493 0.574 0.354| 8.38E-32
DAD1 5.93E-216] 0.5684005| 1.765441 1 1 1.87E-211
NUP107 2.88E-41| 0.568248] 1.765172 0.749 0.538] 9.09E-37
RRM1 2.89E-60] 0.5682443] 1.765165 0.911 0.771] 9.10E-56
TMEM223 2.58E-34]1 0.5681278| 1.76496 0.563 0.357] 8.15E-30
DGUOK 6.98E-76] 0.5679215] 1.764595 0.951 0.845( 2.20E-71
PRSS12 8.26E-31[ 0.5677943| 1.764371 0.619 0.412] 2.61E-26
SMC3 1.24E-67| 0.5674834| 1.763823 0.975 0.888| 3.92E-63
C2CD5 6.57E-43]| 0.5674247] 1.763719 0.547 0.278] 2.07E-38
FDFT1 1.02E-63] 0.5671921| 1.763309 0.969 0.899] 3.23E-59
TIMM13 9.33E-80] 0.5670784| 1.763108 0.976 0.948 2.94E-75
AC023055.1 | 6.32E-89] 0.5665148] 1.762115 0.872 0.613 1.99E-84
APPL2 2.88E-81] 0.5665124| 1.762111 0.966 0.859( 9.08E-77




MRPS18C 1.40E-67] 0.5664585| 1.762016 0.876 0.673] 4.42E-63
MCM4 1.35E-37| 0.5663643( 1.76185 0.778 0.603| 4.26E-33
SERPINB1 2.70E-49] 0.5661217] 1.761423 0.834 0.669| 8.51E-45
CTCF 1.52E-54] 0.5652742| 1.75993 0.862 0.683] 4.81E-50
COX5B 9.98E-144] 0.5649638| 1.759384 0.992 0.962| 3.15E-139
UBE2L6 3.25E-37] 0.5648964] 1.759265 0.855 0.718 1.03E-32
PSMAb 1.87E-151| 0.5648272| 1.759144 1 1 5.90E-147
ASXL1 1.82E-46| 0.564474[ 1.758523 0.733 0.492| b5.74E-42
TMSB4XP1 |1.19E-132| 0.5642533] 1.758135 0.674 0.213] 3.74E-128
MRPL13 9.44E-77] 0.5642159] 1.758069 0.977 0.946| 2.98E-72
POLAZ2 8.94E-28] 0.5640463| 1.757771 0.448 0.259| 2.82E-23
PRIM1 1.15E-21| 0.5639895( 1.757671 0.337 0.195( 3.64E-17
COA3 2.43E-59] 0.563178| 1.756245 0.918 0.863| 7.68E-55
H2AZ2 1.38E-88| 0.5621533| 1.754446 0.998 0.996| 4.35E-84
RPL18 0.00E+00] 0.5621371] 1.754418 1 1 0.00E+00
ZNF280D 4.16E-40( 0.5620837| 1.754324 0.732 0.505] 1.31E-35
SCNM1 3.15E-42] 0.5620365| 1.754241 0.813 0.657] 9.94E-38
SMAD?2 7.16E-70] 0.5611298| 1.752651 0.96 0.878| 2.26E-65
ANAPC10 1.38E-32] 0.5607293| 1.75195 0.573 0.367| 4.35E-28
AC093849.2 | 1.06E-42| 0.5601923] 1.751009 0.278 0.073] 3.33E-38
USP4 5.87E-54] 0.5600581] 1.750774 0.779 0.526] 1.85E-49
NISCH 1.30E-31] 0.5594465( 1.749704 0.662 0.492| 4.10E-27
UHRF1 2.07E-36] 0.5590528] 1.749015 0.647 0.429] 6.52E-32
SYDE2 2.59E-29] 0.5587824| 1.748542 0.374 0.185] 8.16E-25
DHRS4L?2 1.97E-38| 0.5585798| 1.748188 0.802 0.668| 6.22E-34
CBXb5 2.39E-69] 0.5584807] 1.748015 0.979 0.926| 7.54E-65
ATP5PD 8.71E-109] 0.5584282] 1.747923 0.994 0.963( 2.75E-104
BORA 6.67E-22| 0.5582033] 1.74753 0.268 0.124] 2.10E-17
APOBEC3A | 1.59E-47| 0.5580079] 1.747189 0.515 0.241] 5.02E-43
PGD 2.57E-96] 0.5579621] 1.747108 0.996 0.987| 8.09E-92
TMEM187 1.27E-38] 0.5575706| 1.746425 0.279 0.077] 3.99E-34
SYNPO2L 2E-38| 0.5568115( 1.745099 0.267 0.08( 6.32E-34
RPS14 0.00E+00| 0.5564259] 1.744427 1 1] 0.00E+00
PEX11B 2.12E-39] 0.5562144] 1.744058 0.587 0.331| 6.69E-35
NME4 1.86E-80| 0.5558709( 1.743459 0.988 0.972| 5.86E-76
FANCG 3.36E-28] 0.5557799 1.7433 0.385 0.187| 1.06E-23
PSENEN 8.79E-75( 0.5556527| 1.743078 0.909 0.773] 2.77E-70
THSDS8 3.03E-50] 0.5556058] 1.742997 0.612 0.339| 9.57E-46
VPS72 5.64E-58] 0.5549643] 1.741879 0.789 0.514 1.78E-53
INCENP 1.88E-23| 0.5549089] 1.741782 0.286 0.141| 5.93E-19




MYL12A 5.66E-254] 0.5547306| 1.741472 1 1 1.79E-249
CWC15 7.41E-71] 0.5546536] 1.741338 0.877 0.646| 2.34E-66
PELO 1.14E-52] 0.5546487| 1.741329 0.964 0.92] 3.61E-48
RANBP6 1.80E-41] 0.5545966( 1.741238 0.645 0.393] 5.69E-37
PRKDC 4.92E-80] 0.5545736] 1.741198 0.984 0.945( 1.55E-75
ATP8B3 8.25E-32] 0.5541668| 1.74049 0.288 0.108| 2.60E-27
RANBP1 1.52E-94| 0.5541239( 1.740416 0.998 0.993( 4.81E-90
RPS16 0.00E+00] 0.5541148 1.7404 1 1 0.00E+00
AGAP3 1.16E-46| 0.5537913( 1.739837 0.719 0.466| 3.65E-42
ALYREF 8.66E-48[ 0.5527363| 1.738002 0.923 0.847| 2.73E-43
TMEM14C |1.64E-137| 0.5527285] 1.737989 1 0.993] 5.16E-133
SALL1 2.37E-39] 0.5525378| 1.737657 0.469 0.217( 7.48E-35
DCTN3 7.20E-83] 0.5523041| 1.737251 0.99 0971 2.27E-78
NARS2 1.01E-44( 0.5523019| 1.737247 0.524 0.251 3.18E-40
CUL4B 3.47E-46] 0.5522305] 1.737123 0.964 0.933] 1.09E-41
RAMP1 3.99E-40] 0.5521698] 1.737018 0.179 0.02] 1.26E-35
PDS5B 2.57E-47] 0.5520599] 1.736827 0.726 0.469| 8.09E-43
CAV1 7.60E-164] 0.5518709(| 1.736499 1 1] 2.40E-159
DBN1 1.99E-96| 0.5512789( 1.735471 0.992 0.971| 6.28E-92
GTF2IRD1 7.00E-36] 0.5511524] 1.735252 0.566 0.335[ 2.21E-31
DAP 2.07E-126] 0.5510544| 1.735081 1 0.99] 6.52E-122
SLC25A24 8.15E-59| 0.551019| 1.73502 0.923 0.788| 2.57E-54
RPL27 0.00E+00] 0.5510186( 1.735019 1 1| 0.00E+00
ATP5PF 8.58E-124] 0.5509958] 1.73498 0.992 0.968| 2.71E-119
LSM4 2.57E-97] 0.5504116| 1.733966 0.995 0.97( 8.11E-93
NUDCD1 8.59E-541 0.5503882| 1.733926 0.882 0.698( 2.71E-49
TNFRSF11B| 1.45E-19] 0.5501587] 1.733528 0.712 0.556| 4.57E-15
RNASEH2C | 8.58E-53| 0.5496446| 1.732637 0.801 0.635| 2.71E-48
FRMD4A 1.56E-51|] 0.549615( 1.732586 0.893 0.724] A4.92E-47
EVA1C 9.41E-33] 0.5487434] 1.731076 0.326 0.129] 2.97E-28
EHMTZ2 1.49E-40] 0.5487105| 1.731019 0.633 0.391] 4.69E-36
CuL2 5.06E-61] 0.5482198| 1.73017 0.901 0.721| 1.60E-56
NDUFB7 1.92E-96( 0.5481926( 1.730123 0.961 0.859( 6.04E-92
DEF8 4.49E-51( 0.5478126| 1.729466 0.884 0.769| 1.42E-46
GARRE1 2.28E-26] 0.5476842] 1.729244 0.728 0.592| 7.19E-22
SEC11C 6.69E-43] 0.5474811] 1.728893 0.76 0.564| 2.11E-38
SMARCE1 [5.78E-130| 0.5474144) 1.728777 0.999 0.993] 1.82E-125
NUP37 1.25E-43] 0.5469994| 1.72806 0.804 0.583] 3.96E-39
RHNO1 1.13E-38| 0.5464266( 1.72707 0.61 0.359( 3.57E-34
NR2F1-AS1 | 3.97E-28( 0.5459274| 1.726208 0.685 0.556 1.25E-23




KCTD20 5.60E-86] 0.5458877| 1.72614 0.975 0.878| 1.77E-81
HYLS1 1.70E-22| 0.5458653( 1.726101 0.418 0.255] b5.36E-18
MCTS1 3.22E-73] 0.5455345] 1.72553 0.971 0.932] 1.01E-68
CISD3 1.04E-48] 0.5454276| 1.725346 0.807 0.668| 3.27E-44
NDUFA7 9.99E-69] 0.5453465| 1.725206 0.82 0.571 3.15E-64
COAb 2.25E-47] 0.5452578| 1.725053 0.739 0.537| 7.08E-43
GPSM2 2.4TE-21| 0.545194] 1.724943 0.675 0.582| 7.78E-17
MYH10 8.90E-35( 0.5450991| 1.724779 0.914 0.814] 2.81E-30
TMEM106C | 2.67E-48| 0.5450204] 1.724644 0.847 0.652| 8.42E-44
COPS6 6.05E-147] 0.5448465| 1.724344 1 0.998] 1.91E-142
HS3ST3A1 4.85E-20] 0.5446311] 1.723972 0.541 0.43[ 1.53E-15
RHBDD1 8.11E-32] 0.5445909] 1.723903 0.61 0.406| 2.56E-27
ADAM19 1.20E-41| 0.5444827| 1.723716 0.886 0.805| 3.80E-37
AC087392.1 | 2.02E-55] 0.5442649] 1.723341 0.23 0.024( 6.36E-51
TTC1 4.07E-70( 0.5438385[ 1.722606 0.951 0.839] 1.28E-65
CYorfl6 1.17E-51] 0.543507| 1.722035 0.757 0.553| 3.70E-47
TMCO4 1.59E-32] 0.5434932| 1.722012 0.429 0.211] b5.02E-28
NSD2 1.09E-34| 0.5433918( 1.721837 0.821 0.709( 3.42E-30
RPLP1 0.00E+00] 0.5431808] 1.721474 1 1| 0.00E+00
NEMP1 1.51E-24( 0.5430981| 1.721331 0.374 0.199( 4.78E-20
SASS6 1.07E-29| 0.5429014( 1.720993 0.295 0.115] 3.38E-25
NDUFA13 5.71E-117] 0.5426673| 1.72059 0.973 0.902| 1.80E-112
PLPBP 3.08E-44] 0.5422214] 1.719823 0.807 0.602| 9.71E-40
CABYR 8.77E-441 0.5410735| 1.71785 0.248 0.048] 2.77E-39
PFDN4 6.40E-64] 0.5408882| 1.717532 0.941 0.849( 2.02E-59
MPHOSPHG6 | 8.17E-43| 0.5408818| 1.717521 0.745 0.534 2.58E-38
LONRF1 1.71E-30f 0.5407761| 1.717339 0.38 0.176 5.39E-26
ACIN1 3.71E-80| 0.5407372| 1.717272 0.976 0.939] 1.17E-75
LYSMD2 1.87E-27| 0.540468( 1.71681 0.487 0.291] 5.91E-23
PHIP 7.15E-39] 0.5404516] 1.716782 0.8 0.639| 2.26E-34
PAK1 1.74E-45] 0.540387| 1.716671 0.693 0.43] 5.48E-41
CDC42BPA | 4.07E-44] 0.5400721| 1.716131 0.928 0.874 1.28E-39
HMGN3 1.11E-53| 0.5399387| 1.715902 0.901 0.764| 3.49E-49
DNAJC21 7.61E-71] 0.5390773] 1.714424 0.954 0.856| 2.40E-66
VPS45 1.03E-40] 0.5385556f 1.71353 0.716 0.487| 3.24E-36
CCDC58 9.82E-39| 0.538528] 1.713483 0.623 0.421] 3.10E-34
RANBP17 4.52E-35( 0.5384782| 1.713397 0.22 0.05] 1.43E-30
TYMS 1.13E-52| 0.538131| 1.712803 0.781 0.549( 3.56E-48
PFDN2 9.33E-82] 0.5380586] 1.712679 0.983 0.952 2.94E-77
NDUFV2 3.46E-97] 0.5378382| 1.712301 0.994 0.974f 1.09E-92




METTL14 4.10E-39( 0.5376233] 1.711933 0.646 0.409| 1.29E-34
ARMC4 9.51E-43] 0.5375473] 1.711803 0.168 0.012] 3.00E-38
LAMA1 6.80E-27] 0.5372245] 1.711251 0.272 0.104| 2.14E-22
PHLDA1 1.63E-61] 0.5364966| 1.710006 0.995 0.984| b5.13E-57
ZSWIM7T 8.82E-32] 0.5364682| 1.709957 0.607 0.417( 2.78E-27
NSA2 3.74E-101] 0.5356695| 1.708592 0.991 0.98] 1.18E-96
ERI1 4.34E-32| 0.5356562| 1.708569 0.536 0.315| 1.37E-27
TBC1D14 3.93E-33] 0.5355903] 1.708456 0.611 0.384| 1.24E-28
SAPCD2 1.34E-31] 0.5353147| 1.707986 0.27 0.09] 4.23E-27
ESYT1 2.86E-70] 0.5348603| 1.70721 0.978 0.941] 9.01E-66
EMC9 2.90E-24] 0.5347846| 1.707081 0.588 0.456( 9.13E-20
LSM8 4.42E-55] 0.5346647]| 1.706876 0.872 0.718 1.39E-50
CRYZ 8.46E-40] 0.5346617| 1.706871 0.754 0.534 2.67E-35
GTF2E1 4.79E-34] 0.5346243] 1.706807 0.498 0.263| 1.51E-29
MRPS10 9.15E-88| 0.534611] 1.706784 0.991 0.954| 2.88E-83
GEMING 1.66E-39] 0.5345479| 1.706677 0.64 0.417] 5.25E-35
ELAC1 7.63E-31] 0.5336346] 1.705118 0.402 0.205| 2.41E-26
ATP5MF 4.81E-111] 0.5335499] 1.704974 0.981 0.881| 1.52E-106
EMILINZ 1.03E-29| 0.5334646( 1.704829 0.521 0.308| 3.24E-25
DIPKIA 1.85E-46( 0.5334233| 1.704758 0.853 0.667| 5.83E-42
TIGD2 1.22E-35| 0.5333883( 1.704699 0.267 0.077] 3.86E-31
ORMDL?2 2.05E-55] 0.5333066] 1.704559 0.856 0.686| 6.46E-51
GYG1 5.28E-56] 0.5332757] 1.704507 0.944 0.812] 1.67E-51
ADK 5.36E-63] 0.5326931] 1.703514 0.981 0.934] 1.69E-58
S1PR3 2.18E-29] 0.5325484] 1.703267 0.859 0.741| 6.86E-25
AC024592.3 | 3.69E-97| 0.5324507| 1.703101 0.794 0.457 1.16E-92
CALM1 3.69E-206] 0.5321863| 1.702651 1 1] 1.16E-201
MAP3K12 1.27E-37| 0.5321622| 1.70261 0.504 0.289] 3.99E-33
STMN3 2.65E-38] 0.5319325] 1.702219 0.442 0.198| 8.37E-34
HMGAZ2 1.66E-55] 0.531866| 1.702105 0.878 0.712] b5.23E-51
MLLT10 6.44E-36 0.53185] 1.702078 0.611 0.378] 2.03E-31
EPS8L2 1.62E-28| 0.5318354| 1.702053 0.464 0.263| 5.10E-24
WNT2 9.33E-18] 0.5316193| 1.701686 0.16 0.053| 2.94E-13
ANAPCT7 6.82E-44] 0.5315436] 1.701557 0.778 0.568| 2.15E-39
LIG1 6.30E-34] 0.5314667] 1.701426 0.504 0.267] 1.99E-29
MRPS34 1.84E-73| 0.5314337( 1.70137 0.976 0.9 5.79E-69
HAC3 4.73E-421 0.5311056] 1.700812 0.36 0.134] 1.49E-37
OXLD1 7.67E-35] 0.5308264| 1.700337 0.477 0.252 2.42E-30
TMEM51 2.03E-30] 0.5306408| 1.700021 0.325 0.131| 6.40E-26
BDH2 2.28E-26] 0.530479| 1.699746 0.742 0.596( 7.19E-22




TST 2.30E-28] 0.5302581| 1.699371 0.672 0.487| T7.25E-24
LINS 6.65E-24] 0.5301742] 1.699228 0.304 0.145] 2.10E-19
TUBB4B 4.71E-31| 0.530045] 1.699009 1 1| 1.49E-26
GIT2 6.40E-42| 0.5298017] 1.698595 0.754 0.524] 2.02E-37
LARP6 1.10E-67] 0.5296587| 1.698352 0.937 0.797] 3.48E-63
EPOR 2.80E-34] 0.5294002| 1.697914 0.253 0.071] 8.83E-30
MYL6B 2.89E-39| 0.52928] 1.69771 0.753 0.613| 9.13E-35
ENDOG 3.13E-27] 0.5292789] 1.697708 0.47 0.299] 9.88E-23
PIPAK2B 1.10E-37| 0.5288914( 1.69705 0.722 0.506| 3.46E-33
EPSS8 4.94E-55( 0.5286488] 1.696638 0.994 0.988| 1.56E-50
ABHD12 1.00E-53| 0.528535( 1.696445 0.884 0.705] 3.15E-49
COX15 1.50E-34| 0.5285257( 1.696429 0.674 0.452( 4.74E-30
THOC7 1.16E-68| 0.5278544 1.695291 0.979 0.926| 3.66E-64
NSD1 8.97E-37] 0.5277801] 1.695165 0.689 0.47( 2.83E-32
RPOP 4.09E-34( 0.5274914| 1.694676 0.541 0.332] 1.29E-29
EIF2AK4 8.79E-67[ 0.5274665] 1.694634 0.957 0.867| 2.77E-62
SCARB1 1.26E-35] 0.5273422| 1.694423 0.463 0.229] 3.98E-31
GGA3 2.63E-32] 0.5263323] 1.692712 0.497 0.273| 8.28E-28
RRM2 2.63E-37] 0.5262031| 1.692494 0.763 0.658| 8.31E-33
TK1 4.36E-62] 0.5258236] 1.691852 0.933 0.855] 1.38E-57
CDCA5 1.67E-21] 0.5253779| 1.691098 0.406 0.227| 5.28E-17
ARMCX6 1.52E-48| 0.5247197( 1.689985 0.868 0.725| 4.78E-44
ABCC3 1.89E-29] 0.5245272| 1.68966 0.712 0.531] 5.97E-25
TMSB15B 1.19E-31] 0.5243012| 1.689278 0.499 0.305| 3.74E-27
CKLF 1.32E-46] 0.5240736| 1.688894 0.694 0.459( 4.15E-42
PLEKHH3 5.11E-45] 0.5237215] 1.688299 0.444 0.198( 1.61E-40
TGFBRAP1 7.18E-29] 0.5235653] 1.688035 0.638 0.456( 2.27E-24
S100A6 3.90E-256] 0.5233428| 1.68766 1 1 1.23E-251
EXOC6 5.12E-29] 0.5228457| 1.686821 0.271 0.097] 1.61E-24
RIPK2 1.24E-46] 0.5228254| 1.686787 0.803 0.577] 3.90E-42
TKT 9.37E-108] 0.5224797| 1.686204 1 1| 2.96E-103
KAT2B 4.34E-28] 0.5217465] 1.684968 0.416 0.216 1.37E-23
GRK5 1.79E-22| 0.5216694| 1.684838 0.407 0.236 b5.64E-18
GPSM3 5.22E-37| 0.521589] 1.684703 0.298 0.095| 1.65E-32
DDX39A 7.80E-40] 0.5215379] 1.684616 0.892 0.814] 2.46E-35
MYL12B 5.66E-273] 0.5214432| 1.684457 1 1| 1.79E-268
BCL2L1 1.04E-53] 0.5211735| 1.684003 0.773 0.508| 3.29E-49
CIAO2A 3.08E-47] 0.5211576| 1.683976 0.906 0.783] 9.70E-43
ZFANDG6 5.06E-70] 0.5210699| 1.683828 0.975 0.879] 1.59E-65
FUTS8 2.29E-42] 0.5209157] 1.683569 0.869 0.755( 7.24E-38




GADDA45GIPY 2.67E-85] 0.5209148| 1.683567 0.995 0.98] 8.42E-81
RAI1 1.87E-34| 0.5204054| 1.68271 0.592 0.368| 5.90E-30
KRTCAP2 3E-90] 0.5198221] 1.681728 0.961 0.882| 9.45E-86
RPS7 0.00E+00] 0.5198217| 1.681728 1 1| 0.00E+00
RGL1 1.51E-31] 0.5197497( 1.681607 0.532 0.305( 4.75E-27
RNF181 1.53E-77[ 0.5196066( 1.681366 0.957 0.876 4.82E-73
VAMP5 2.51E-46] 0.5192291| 1.680731 0.849 0.752| 7.92E-42
AL133352.1 | 3.80E-85]| 0.5191201] 1.680548 0.87 0.665| 1.20E-80
BAIAP2L2 5.07E-27] 0.5190276] 1.680393 0.195 0.054] 1.60E-22
P14KB 1.19E-40] 0.5188696| 1.680127 0.839 0.674] 3.76E-36
SUMO?2 6.97E-196] 0.5181789| 1.678967 1 1] 2.20E-191
ZNF692 1.81E-21| 0.518156( 1.678929 0.322 0.161| 5.70E-17
HTATSF1 8.37E-54] 0.5180271| 1.678713 0.919 0.815 2.64E-49
SOGA1 9.42E-31] 0.5180081| 1.678681 0.635 0.44( 2.97E-26
LCOR 3.38E-39| 0.517997| 1.678662 0.66 0.412] 1.07E-34
PDCDILG2 | 1.97E-27| 0.5179451| 1.678575 0.626 0.44] 6.21E-23
FKBP2 1.47E-61] 0.5178044| 1.678339 0.847 0.659| 4.64E-57
H2A)J 6.69E-57] 0.5176956| 1.678156 0.9 0.813| 2.11E-52
MCM8 4.62E-271 0.5174999| 1.677828 0.509 0.326 1.46E-22
SSBP4 7.26E-53] 0.5174518| 1.677747 0.865 0.664( 2.29E-48
MRPS16 6.14E-66] 0.5174037] 1.677666 0.966 0.923] 1.94E-61
DZIP3 5.00E-28] 0.5170832] 1.677129 0.53 0.323] 1.58E-23
SMARCAL1 | 4.29E-31] 0.5169547| 1.676913 0.519 0.295] 1.35E-26
ARRB1 8.76E-29( 0.5165141| 1.676174 0.366 0.167| 2.76E-24
MZT2A 3.67E-61] 0.5163617] 1.675919 0.883 0.742| 1.16E-56
BTN2A2 2.09E-28] 0.5163527| 1.675904 0.361 0.167 6.59E-24
MRPL53 1.23E-73| 0.5160926| 1.675468 0.801 0.506| 3.87E-69
CwC27 6.39E-51| 0.516059| 1.675412 0.836 0.632| 2.02E-46
RPS19 0.00E+00] 0.5160328] 1.675368 1 1 0.00E+00
C2CD3 2.97E-26] 0.5159956] 1.675306 0.605 0.464| 9.38E-22
CSEIL 1.40E-42] 0.5159072| 1.675158 0.913 0.835| 4.41E-38
DDX60 2.07E-30] 0.5156956| 1.674803 0.333 0.135| 6.52E-26
APOL2 6.68E-29] 0.5156706| 1.674761 0.501 0.291 2.11E-24
CCDC28A 1.60E-32| 0.5155513| 1.674561 0.483 0.255] b5.05E-28
CTBP1 4.30E-65( 0.515457| 1.674404 0.935 0.801] 1.36E-60
HBD 2.97E-44]1 0.5149727] 1.673593 0.128 0| 9.37E-40
KLHL17 3.67E-33]| 0.5146815] 1.673105 0.357 0.15] 1.16E-28
MRPS9 4.84E-39] 0.5145982| 1.672966 0.716 0.493 1.53E-34
ARMT1 1.96E-49| 0.5145779( 1.672932 0.882 0.718| 6.17E-45
SIGIRR 3.69E-32] 0.5145711] 1.672921 0.498 0.301f 1.17E-27




TAP2 2.15E-40] 0.5145492] 1.672884 0.76 0.538] 6.79E-36
SMARCA1 2.21E-60] 0.5143981| 1.672631 0.975 0.953] 6.98E-56
RCCD1 8.22E-28 0.5142003| 1.672301 0.486 0.285] 2.59E-23
BTN3A3 2.40E-30] 0.513967| 1.67191 0.305 0.115] 7.57E-26
FAH 8.37E-39] 0.5138373] 1.671694 0.84 0.656( 2.64E-34
H1-2 2.04E-24]1 0.5136651| 1.671406 0.454 0.278| 6.44E-20
RNGTT 4.95E-33[ 0.513553] 1.671218 0.692 0.511] 1.56E-28
SAE1L 9.98E-79] 0.5134323] 1.671017 0.988 0.926| 3.15E-74
WSB2 3.17E-82]| 0.5133699| 1.670912 0.986 0.954] 9.99E-78
HNRNPA3 |8.64E-140( 0.513365| 1.670904 1 1| 2.72E-135
SLC25A30 1.02E-32| 0.5131348| 1.67052 0.533 0.306 3.21E-28
BBC3 5.66E-33] 0.5129491| 1.67021 0.412 0.194( 1.78E-28
PPIA 0.00E+00] 0.512724] 1.669834 1 1| 0.00E+00
RHOBTB1 3.74E-23] 0.5122099] 1.668975 0.547 0.362 1.18E-18
SF3B6 1.31E-107| 0.5120668| 1.668737 0.997 0.994| 4.14E-103
EPGb 1.92E-34] 0.5119641| 1.668565 0.669 0.459] 6.05E-30
UXT 4.09E-64( 0.5119163| 1.668485 0.909 0.803] 1.29E-59
PKIG 1.01E-49| 0.5118542| 1.668382 0.955 0.904| 3.20E-45
RBM34 1.04E-46] 0.5118127| 1.668313 0.787 0.596| 3.27E-42
SEPTIN7 6.69E-220] 0.5117856| 1.668267 1 1] 2.11E-215
CEP152 2.82E-24]1 0.5115103] 1.667808 0.411 0.235] 8.91E-20
APOBEC3C | 3.31E-59| 0.5113386] 1.667522 0.937 0.779] 1.04E-54
CAP2 7.35E-37| 0.5110548] 1.667049 0.881 0.753] 2.32E-32
TMEMZ203 5.11E-42]| 0.5110052] 1.666966 0.72 0.477] 1.61E-37
NDUFA2 2.44E-65] 0.5109493| 1.666873 0.893 0.719] 7.69E-61
PDE10A 5.76E-29] 0.5107699| 1.666574 0.255 0.084( 1.82E-24
RASSF3 7.27E-29] 0.5106416| 1.66636 0.583 0.368| 2.29E-24
TSPANS 6.50E-55] 0.5104488] 1.666039 0.96 0.86] 2.05E-50
ARSK 3.72E-25] 0.5102689] 1.665739 0.666 0.499| 1.17E-20
NDUFB2 9.42E-113] 0.510256| 1.665718 0.989 0.94| 2.97E-108
IFT74 9.79E-37| 0.5100184] 1.665322 0.638 0.412] 3.09E-32
ARPC5 2.09E-2441 0.5099378| 1.665188 1 1] 6.59E-240
EDF1 6.12E-133] 0.5099011| 1.665126 1 0.999( 1.93E-128
FCMR 1.85E-32| 0.5096587| 1.664723 0.156 0.022| b5.84E-28
LSP1P4 3.28E-59] 0.5095333] 1.664514 0.762 0.493] 1.03E-54
ORAI1 2.73E-36] 0.5093134] 1.664148 0.632 0.402| 8.61E-32
PRIM2 1.36E-34] 0.5086816| 1.663097 0.546 0.311] 4.29E-30
NUDT3 4.44E-511 0.5085237] 1.662835 0.954 0.886 1.40E-46
EIF3K 1.30E-91] 0.5084687| 1.662743 1 0.998( 4.10E-87
GNA12 8.49E-60] 0.5082697| 1.662412 0.957 0.868| 2.68E-55




KLHL9 2.12E-63| 0.5078422] 1.661702 0.927 0.781] 6.70E-59
Cl1orf98 5.96E-52| 0.5078085] 1.661646 0.682 0.446| 1.88E-47
SPG11 8.39E-30( 0.5074771| 1.661095 0.625 0.426| 2.65E-25
MRPL20 2.92E-67] 0.5074112] 1.660986 0.974 0.929] 9.21E-63
PAAF1 2.86E-34] 0.5072828| 1.660772 0.677 0.472 9.02E-30
CHML 2.13E-26] 0.5071114| 1.660488 0.649 0.492| 6.73E-22
RABIF 3.19E-28] 0.5070543] 1.660393 0.57 0.373] 1.01E-23
TMEM19 2.02E-37] 0.5069912] 1.660288 0.74 0.541] 6.37E-33
BBS10 2.48E-37] 0.5069306] 1.660188 0.423 0.186| 7.81E-33
ARID4A 1.36E-25] 0.5068004| 1.659971 0.499 0.315| 4.28E-21
TBK1 8.58E-36] 0.5062968] 1.659136 0.717 0.5 2.71E-31
MICOS13 3.04E-67] 0.5062241] 1.659015 0.864 0.676] 9.58E-63
DCXR 7.54E-34]1 0.5060378| 1.658706 0.855 0.783] 2.38E-29
RBM43 8.18E-27] 0.5059146] 1.658502 0.434 0.241| 2.58E-22
ALDH1AZ2 2.07E-47] 0.5057111] 1.658164 0.151 0.002| 6.52E-43
RPS10-NUD2.24E-270 0.505637| 1.658041 1 1| 7.06E-266
COQ3 3.85E-27] 0.5055613] 1.657916 0.501 0.29] 1.21E-22
OSGIN1 5.18E-22] 0.5047112] 1.656507 0.334 0.167 1.64E-17
TCF7L2 6.68E-34] 0.5046168| 1.656351 0.7 0.487 2.11E-29
NUMA1 1.83E-48| 0.5044297| 1.656041 0.926 0.8 b5.77E-44
USP1 8.11E-30( 0.5042575] 1.655756 0.814 0.667| 2.56E-25
PIN4 2.30E-54] 0.5039108] 1.655182 0.666 0.38] 7.27E-50
TCAF1 1.46E-49] 0.503828| 1.655045 0.943 0.857| 4.61E-45
GTF2IP4 8.07E-79( 0.5038116] 1.655018 0.893 0.685| 2.54E-74
CPSF3 1.08E-47] 0.5037389( 1.654897 0.783 0.54( 3.41E-43
DEPDCY7 2.08E-27] 0.5036843] 1.654807 0.331 0.143| 6.57E-23
CCDC122 2.12E-26] 0.5036553] 1.654759 0.402 0.221| 8.59E-22
AP005263.1 | 1.72E-84| 0.5035704] 1.654618 0.952 0.829] b5.42E-80
NOX4 4.37E-32| 0.5035621| 1.654605 0.221 0.055] 1.38E-27
MARCHF4 6.05E-24] 0.5035595 1.6546 0.587 0.402] 1.91E-19
IRF2 4.73E-411 0.5035346] 1.654559 0.487 0.233] 1.49E-36
Cdorfd6 1.92E-26] 0.5034481| 1.654416 0.492 0.289| 6.06E-22
PPIH 5.81E-28] 0.5034045| 1.654344 0.657 0.508| 1.83E-23
PRPF40B 2.88E-35] 0.5033904| 1.654321 0.376 0.156] 9.10E-31
TNFAIP2 7.56E-42| 0.5032793] 1.654137 0.627 0.363| 2.39E-37
TMEMZ220 5.05E-36] 0.5030713] 1.653793 0.341 0.128] 1.59E-31
BOLA3 4.99E-55( 0.5030672| 1.653786 0.769 0.544] 1.57E-50
OXR1 3.26E-30] 0.5029523| 1.653596 0.771 0.616f 1.03E-25
HTATIP2 2.74E-37] 0.5029115] 1.653529 0.725 0.506| 8.64E-33
XPO7 3.90E-45] 0.502781| 1.653313 0.829 0.622 1.23E-40




POMGNT?2 3.94E-23] 0.5025825] 1.652985 0.319 0.158] 1.24E-18
HSDL1 4.71E-30( 0.5024515] 1.652768 0.476 0.26] 1.49E-25
PPP1R7 1.68E-68] 0.5023143| 1.652541 0.979 0.916] b5.29E-64
CPSF2 5.25E-64] 0.5022119] 1.652372 0.969 0.878] 1.66E-59
PARP1 9.99E-53] 0.5021818] 1.652322 0.957 0.873 3.15E-48
SOD3 2.03E-30] 0.5021093| 1.652203 0.327 0.133| 6.41E-26
LRRCC1 7.30E-28] 0.5020301| 1.652072 0.356 0.165| 2.30E-23
NYNRIN 1.12E-25| 0.5019043( 1.651864 0.197 0.055] 3.55E-21
PGP 5.24E-30] 0.5015497] 1.651278 0.666 0.481] 1.65E-25
RPS11 0.00E+00] 0.5014823| 1.651167 1 1| 0.00E+00
ARHGEF25 1.81E-26] 0.5013861| 1.651008 0.479 0.284| 5.71E-22
TTF2 4.34E-25] 0.5011708] 1.650653 0.553 0.384] 1.37E-20
ZCCHC17 3.08E-45] 0.5009652| 1.650313 0.905 0.803[ 9.72E-41
ACBD6 5.02E-46] 0.5008724| 1.65016 0.867 0.716 1.58E-41
PDCL3 1.83E-38| 0.5006179| 1.64974 0.872 0.754] b5.77E-34
ARLG6IP5 3.18E-135] 0.5006122| 1.649731 1 0.998] 1.00E-130
SREBF1 2.27E-35] 0.5005858] 1.649687 0.708 0.495| 7.15E-31
PLGRKT 1.48E-40] 0.5004836( 1.649519 0.801 0.622| 4.68E-36
EXTL3 2.75E-31] 0.5004487| 1.649461 0.683 0.499( 8.69E-27
FEZ2 4.02E-59] 0.5000951| 1.648878 0.979 0.946( 1.27E-54
UPF3A 1.17E-48| 0.5000291( 1.648769 0.878 0.709] 3.67E-44
AL109918.1 | 8.50E-33]| 0.4999476| 1.648635 0.252 0.072] 2.68E-28
RNF207 5.96E-25] 0.4998067] 1.648403 0.242 0.097] 1.88E-20
PTGER3 1.83E-20] 0.4996537| 1.64815 0.159 0.044] 5.79E-16
MRPL36 5.72E-50] 0.4996457] 1.648137 0.866 0.74( 1.80E-45
ARL3 1.69E-49| 0.4995572 1.647991 0.949 0.882| 5.33E-45
SPSB2 3.12E-37] 0.4992768| 1.647529 0.284 0.083] 9.86E-33
NT5C2 1.17E-41| 0.4990409( 1.647141 0.865 0.709] 3.68E-37
NUP205 2.67E-29] 0.4985005| 1.646251 0.601 0.396| 8.42E-25
GUK1 3.07E-122] 0.4983696| 1.646035 1 0.999] 9.70E-118
POLR2I 1.08E-48] 0.4983168| 1.645949 0.734 0.494| 3.42E-44
GNGb5 1.65E-140( 0.4981842| 1.64573 0.999 0.992| 5.19E-136
POP5 1.20E-30( 0.4981155] 1.645617 0.759 0.663| 3.79E-26
RPS15 3.67E-260] 0.4980947| 1.645583 1 1 1.16E-255
NEO1 1.54E-23| 0.4976671( 1.644879 0.642 0.501] 4.84E-19
HTR7P1 4.06E-25( 0.4976566| 1.644862 0.285 0.116] 1.28E-20
POLR3B 5.69E-39| 0.4975713| 1.644722 0.465 0.215] 1.79E-34
HACD?2 1.88E-41] 0.4975065( 1.644615 0.872 0.719 5.92E-37
TCEALS 1.83E-48| 0.4973934( 1.644429 0.952 0.862| b5.76E-44
N4BP2L2 3.14E-53] 0.4972443| 1.644184 0.94 0.874 9.89E-49




RPL6P27 4.69E-231] 0.4971513] 1.644031 1 1 1.48E-226
FAR2 4.45E-25( 0.4969509] 1.643702 0.448 0.255] 1.40E-20
DCK 3.54E-31| 0.4968874| 1.643597 0.732 0.579] 1.12E-26
SMARCA4 2.27E-64] 0.4968776| 1.643581 0.974 0.914] 7.16E-60
AASDH 6.31E-31] 0.4965535] 1.643049 0.289 0.104 1.99E-26
RPLOP7 2.30E-144] 0.4963986| 1.642794 0.986 0.929( 7.25E-140
IL32 2.97E-30] 0.4963279] 1.642678 0.242 0.079] 9.38E-26
WDR6 6.46E-48| 0.496312| 1.642652 0.781 0.544] 2.04E-43
MAVS 9.89E-49] 0.4962774] 1.642595 0.916 0.794] 3.12E-44
NUP85 3.60E-25] 0.496199] 1.642466 0.616 0.454] 1.14E-20
UBEZ2E3 4.40E-58] 0.4960498| 1.642221 0.955 0.867 1.39E-53
MTMR6 3.32E-41] 0.4959937] 1.642129 0.95 0.882] 1.05E-36
ZDHHC7 1.91E-52| 0.4958641| 1.641916 0.935 0.815| 6.03E-48
XPA 5.59E-43] 0.4957321 1.6417 0.52 0.261 1.76E-38
TMTC1 1.65E-08| 0.4955981| 1.64148 0.496 0.427| b5.22E-04
NNT-AS1 8.45E-29( 0.4955004| 1.641319 0.72 0.597| 2.67E-24
TIMM10 1.03E-39] 0.4953897| 1.641138 0.7 0.542] 3.26E-35
MRPL35 1.40E-51] 0.4952342 1.640882 0.829 0.594( 4.40E-47
NKTR 5.21E-43] 0.4951181] 1.640692 0.895 0.795] 1.64E-38
ACO011511.1 | 1.96E-59] 0.4949541] 1.640423 0.522 0.225 6.18E-55
MVK 3.17E-27] 0.4946731] 1.639962 0.327 0.141] 1.00E-22
HLA-DPB1 3.39E-24] 0.4945955] 1.639835 0.469 0.282] 1.07E-19
MPHOSPH9 | 2.61E-23| 0.4945341| 1.639734 0.574 0.415] 8.23E-19
SCUBE3 6.62E-51] 0.4945009] 1.63968 0.886 0.695| 2.09E-46
NOL7 1.10E-79] 0.4944387| 1.639578 0.988 0.938| 3.45E-75
DGLUCY 1.66E-26] 0.4944175| 1.639543 0.438 0.242| 5.23E-22
FANCM 4.14E-19] 0.4943927] 1.639502 0.316 0.165( 1.31E-14
PLCXD3 1.27E-14] 0.4943903( 1.639498 0.109 0.035| 4.00E-10
KDM4A 2.51E-36| 0.494374] 1.639472 0.614 0.375| 7.91E-32
UBR1 1.37E-31] 0.4941473 1.6391 0.675 0.462| 4.33E-27
HIRIP3 2.95E-23] 0.4939748] 1.638817 0.463 0.283] 9.30E-19
NFYB 1.14E-35] 0.4936762| 1.638328 0.762 0.57] 3.59E-31
MAPK6 1.46E-63| 0.4935781| 1.638167 0.969 0.854] 4.62E-59
CISD1 1.54E-44] 0.4933871 1.637854 0.862 0.759] 4.85E-40
TNRC6B 1.50E-32| 0.4932043( 1.637555 0.777 0.609| 4.72E-28
CPXM2 1.26E-16| 0.4929959( 1.637214 0.153 0.053] 3.99E-12
MRPL40 3.00E-49] 0.4929425] 1.637126 0.915 0.83] 9.45E-45
HDAC5 9.89E-34] 0.4925642] 1.636507 0.783 0.616 3.12E-29
LMNB2 4.17E-32] 0.4918849] 1.635396 0.859 0.753| 1.31E-27
NKAP 6.34E-35] 0.4918703] 1.635372 0.798 0.671| 2.00E-30




ABHD17C 8.04E-26( 0.4917445] 1.635166 0.396 0.206| 2.54E-21
ESCO2 1.57E-31| 0.4913892( 1.634585 0.575 0.351| 4.95E-27
NME1 1.16E-97] 0.4912773| 1.634403 1 1| 3.64E-93
CWF19L1 2.22E-33| 0.491154| 1.634201 0.678 0.468| 7.01E-29
LAMTOR1 5.09E-92] 0.4906093| 1.633311 0.998 0.988] 1.61E-87
ASH2L 8.15E-34] 0.4906065] 1.633307 0.763 0.565| 2.57E-29
WDRT70 1.62E-26| 0.4903841 1.632943 0.609 0.416] b5.10E-22
NDUFV3 7.25E-48] 0.4902879] 1.632786 0.889 0.755] 2.29E-43
POLR2G 3.59E-64] 0.4898923| 1.63214 0.986 0.963] 1.13E-59
ZSCAN31 4.85E-20( 0.4896927| 1.631815 0.121 0.024] 1.53E-15
RPL35 3.29E-250] 0.4896324| 1.631716 1 1| 1.04E-245
RMI1 6.44E-23] 0.4894494| 1.631418 0.489 0.306| 2.03E-18
CALM2 6.11E-269] 0.4892951| 1.631166 1 1| 1.93E-264
HSD17B14 1.51E-47( 0.4892148] 1.631035 0.178 0.012| 4.78E-43
AEBP1 5.89E-51] 0.4891401] 1.630913 0.908 0.716| 1.86E-46
LINCO0517 1.16E-30] 0.4891125| 1.630868 0.156 0.023] 3.67E-26
PIAS3 2.77E-42] 0.489099] 1.630846 0.754 0.518| &.74E-38
TCF19 5.96E-25] 0.4888645| 1.630464 0.475 0.278 1.88E-20
TMSB15A 7.24E-34]1 0.4886716] 1.630149 0.233 0.062| 2.28E-29
RPL19 0.00E+00] 0.4885989] 1.630031 1 1| 0.00E+00
CCDC90B 2.76E-51] 0.4885929| 1.630021 0.941 0.837| 8.72E-47
FAM216A 1.60E-30] 0.4883198( 1.629576 0.7 0.571] 5.04E-26
TEADZ 1.47E-29] 0.4882971| 1.629539 0.581 0.372] 4.64E-25
ETVS 1.12E-34] 0.4882369| 1.629441 0.843 0.711] 3.53E-30
PDCD5 6.00E-69] 0.4881104] 1.629235 0.957 0.897( 1.89E-64
EZH2 1.34E-21] 0.4881096| 1.629233 0.568 0.409( 4.22E-17
CLSPN 1.21E-18| 0.4878707| 1.628844 0.522 0.415( 3.83E-14
DARS2 2.90E-32| 0.487835] 1.628786 0.541 0.315] 9.14E-28
CREM 1.59E-37| 0.4875615( 1.628341 0.715 0.496| 5.02E-33
CCDC9B 4.38E-28| 0.4875345] 1.628297 0.357 0.168] 1.38E-23
ERH 9.39E-114] 0.4874728| 1.628196 1 0.998] 2.96E-109
SUOX 3.29E-24] 0.4874549] 1.628167 0.371 0.201| 1.04E-19
PRKCZ 3.82E-38] 0.4873158| 1.627941 0.168 0.018 1.20E-33
BOLA3-AS1 | 5.84E-28 0.4872258| 1.627794 0.342 0.155] 1.84E-23
PCMTD2 1.86E-33| 0.4870011( 1.627428 0.49 0.257] 5.87E-29
POLB 6.67E-28| 0.486973] 1.627383 0.511 0.302| 2.10E-23
ZFAND2B 1.59E-28] 0.4865181| 1.626642 0.582 0.382| b5.02E-24
WLS 1.71E-33| 0.4864988( 1.626611 0.877 0.769| 5.40E-29
RBMS8A 1.05E-65] 0.4863585| 1.626383 0.992 0.981] 3.32E-61
RPS9 0.00E+00] 0.4863514| 1.626371 1 1| 0.00E+00




HLA-B 8.91E-34| 0.4862529| 1.626211 1 1 2.81E-29
KIRREL3 4.45E-26( 0.4859984| 1.625797 0.419 0.235] 1.40E-21
PRSS3 1.65E-18] 0.4857861| 1.625452 0.382 0.247] b5.21E-14
ACTR1B 8.31E-49( 0.4857764| 1.625436 0.922 0.789] 2.62E-44
DNAJCS8 1.27E-88| 0.4852999( 1.624662 0.997 0.987( 4.01E-84
CENPQ 7.80E-22] 0.4851526| 1.624423 0.341 0.171| 2.46E-17
SSR4 7.41E-100] 0.484996| 1.624168 1 0.998| 2.34E-95
LDLR 1.81E-37| 0.4847925| 1.623838 0.908 0.807| 5.72E-33
NLN 3.02E-39] 0.4847803] 1.623818 0.88 0.765] 9.53E-35
AP001931.1 | 2.92E-69| 0.4846145] 1.623549 0.752 0.475] 9.22E-65
HDAC1 2.95E-67] 0.4845702| 1.623477 0.981 0.95[ 9.29E-63
MICU?2 7.84E-50] 0.4845216| 1.623398 0.907 0.741 2.47E-45
HIBADH 1.06E-39( 0.4843766( 1.623163 0.857 0.695| 3.35E-35
CENPI 3.57E-23] 0.4840479] 1.622629 0.265 0.109( 1.13E-18
RFC5 1.77E-28| 0.4839601( 1.622487 0.452 0.241] b5.59E-24
CNTRL 2.59E-24] 0.4839067 1.6224 0.354 0.175] 8.16E-20
ROBO1 2.43E-41] 0.4838877| 1.62237 0.712 0.463| 7.65E-37
PRR13 1.89E-73| 0.4837832 1.6222 0.988 0.966| 5.97E-69
RNF34 5.37E-29] 0.4835753| 1.621863 0.681 0.502 1.69E-24
HOXD3 5.54E-40] 0.4833916] 1.621565 0.187 0.025( 1.75E-35
ATOX1 7.68E-64] 0.4833829| 1.621551 0.886 0.709] 2.42E-59
SLITRK4 5.98E-29] 0.4829558] 1.620858 0.113 0.008] 1.89E-24
PCNA 1.77E-51] 0.4827644| 1.620548 0.946 0.856| 5.59E-47
MTFR2 1.82E-21] 0.4825444] 1.620192 0.263 0.118] b5.74E-17
HNRNPL 1.09E-83] 0.4823601| 1.619893 0.995 0.966| 3.43E-79
CAMTA1 2.11E-65] 0.4821553| 1.619561 0.954 0.891] 6.65E-61
SMIM26 9.18E-52] 0.4820681| 1.61942 0.846 0.657| 2.90E-47
NOP10 5.78E-97] 0.4818581] 1.61908 0.996 0.992] 1.82E-92
NUDCD2 1.90E-35| 0.4818328( 1.619039 0.835 0.691] 6.01E-31
NDUFAF3 1.34E-68] 0.481768| 1.618934 0.974 0.927| 4.23E-64
GINS4 1.07E-24] 0.4815584| 1.618595 0.546 0.373] 3.38E-20
CBX3 1.14E-129( 0.4814461| 1.618413 1 1] 3.61E-125
BRCA1 1.91E-23( 0.4811292 1.6179 0.578 0.414 6.02E-19
ACAD11 3.96E-29] 0.4809387| 1.617592 0.4 0.203] 1.25E-24
CSTF3 1.20E-36| 0.4808187| 1.617398 0.756 0.558] 3.78E-32
RNF115 1.29E-46| 0.4806038( 1.61705 0.943 0.839] 4.08E-42
MALSU1 3.84E-47] 0.4805237| 1.616921 0.881 0.796| 1.21E-42
FIS1 4.36E-65] 0.4805055] 1.616892 0.983 0.976] 1.38E-60
TRIM21 1.01E-24] 0.4802358| 1.616456 0.401 0.216( 3.19E-20
INPP5A 5.78E-30] 0.4801433| 1.616306 0.625 0.441 1.82E-25




EIF2B3 6.41E-40] 0.4799909] 1.61606 0.817 0.639] 2.02E-35
PPIG 9.24E-47]1 0.4798613] 1.61585 0.946 0.862| 2.91E-42
PSMB8 1.09E-37] 0.4797304| 1.615639 0.883 0.733] 3.44E-33
OSR1 1.85E-28] 0.4796456| 1.615502 0.278 0.101] b5.84E-24
PRRT1 3.44E-35] 0.4796211] 1.615462 0.188 0.036] 1.09E-30
COX6C 8.34E-99] 0.4793475] 1.61502 0.992 0.947( 2.63E-94
RAD50 2.90E-42| 0.4793171| 1.614971 0.868 0.724] 9.14E-38
LINC00909 6.80E-24] 0.4793031] 1.614948 0.459 0.276] 2.14E-19
MRPS24 3.97E-92| 0.4792735] 1.614901 0.986 0.951] 1.25E-87
ANKRD26 7.07E-29] 0.4789105] 1.614315 0.658 0.496| 2.23E-24
AMACR 1.70E-32] 0.4786699| 1.613926 0.422 0.2| 5.35E-28
UQCRQ 3.15E-120] 0.4784618| 1.61359 0.995 0.969] 9.95E-116
ABCC9 4.75E-211 0.4781633] 1.613109 0.496 0.321| 1.50E-16
YY1 3.40E-100] 0.4777317| 1.612413 0.996 0.982 1.07E-95
CACNB3 5.35E-26] 0.4773473] 1.611793 0.544 0.348] 1.69E-21
MYD88 5.12E-28| 0.4772804] 1.611685 0.64 0.435] 1.62E-23
MINDY?2 3.23E-32| 0.4769613| 1.611171 0.901 0.795] 1.02E-27
CHD6 3.70E-25] 0.476937] 1.611132 0.571 0.385( 1.17E-20
MRPL16 9.55E-43] 0.476908] 1.611085 0.877 0.712( 3.01E-38
COTL1 7.48E-171] 0.4767992| 1.61091 1 1| 2.36E-166
MT-ND5 2.17E-191] 0.4766694| 1.610701 1 1| 6.85E-187
CIR1 2.27E-33]| 0.4763893] 1.61025 0.747 0.614] 7.17E-29
HMG20B 6.39E-54] 0.4759128] 1.609483 0.94 0.796] 2.01E-49
AP000311.1 | 8.07E-80| 0.475747] 1.609216 0.78 0.487| 2.54E-75
LYRM7 2.92E-28] 0.4756321| 1.609031 0.712 0.571 9.21E-24
MAT?2B 5.51E-52] 0.4754682| 1.608767 0.957 0.868( 1.74E-47
EBAGY 3.25E-26] 0.4754524] 1.608742 0.545 0.356 1.03E-21
LYPLA1 1.07E-77| 0.4752377( 1.608397 0.989 0.946| 3.37E-73
GSR 1.65E-33| 0.475016f 1.60804 0.711 0.508| 5.20E-29
RPL6 6.43E-296] 0.4749085| 1.607867 1 1| 2.03E-291
CAPNbS 1.89E-28] 0.4748027| 1.607697 0.481 0.273] 5.96E-24
LDB1 3.67E-38] 0.4746366| 1.60743 0.914 0.83 1.16E-33
COG8 5.00E-33] 0.4744926| 1.607198 0.77 0.595( 1.58E-28
RBBP7 3.37E-88] 0.4744711] 1.607164 0.996 0.97] 1.06E-83
PDLIM7 4.26E-106| 0.4743625] 1.606989 0.999 0.998( 1.34E-101
MRPL11 2.95E-41] 0.4743445] 1.60696 0.901 0.817| 9.30E-37
NIPSNAP1 1.44E-35] 0.4740248| 1.606447 0.905 0.814] 4.54E-31
ACTR3 9.30E-205] 0.4739751| 1.606367 1 1] 2.93E-200
LIG3 1.12E-24] 0.4739365( 1.606305 0.564 0.385] 3.53E-20
TCHP 2.64E-28] 0.47352| 1.605636 0.603 0.411| 8.32E-24




NDUFC1 2.81E-56] 0.4734695] 1.605555 0.889 0.743] 8.86E-52
DYRK4 6.11E-32| 0.4731994| 1.605121 0.665 0.46| 1.93E-27
MITD1 7.41E-24]1 0.4730957] 1.604955 0.59 0.435] 2.34E-19
CT7orf25 1.32E-28] 0.4729818| 1.604772 0.414 0.213] 4.16E-24
DDX59 5.19E-25] 0.4727449] 1.604392 0.54 0.374 1.64E-20
HDACT7 4.83E-49] 0.4721905] 1.603503 0.922 0.779 1.52E-44
DNAJC14 6.09E-26] 0.4719004] 1.603038 0.574 0.385] 1.92E-21
APEX?2 3.83E-26] 0.4718734] 1.602994 0.487 0.289] 1.21E-21
FOSL2 2.14E-54] 0.4714867] 1.602375 0.893 0.679] 6.76E-50
NBDY 4.98E-37( 0.4712602| 1.602012 0.88 0.805| 1.57E-32
METTL15 1.51E-31| 0.4711745( 1.601875 0.539 0.315( 4.76E-27
LING2 4.01E-26] 0.4711727] 1.601872 0.459 0.271 1.27E-21
TRIMS8 3.72E-49]1 0.4710421] 1.601662 0.932 0.82( 1.17E-44
GPAT3 8.33E-32] 0.4709809] 1.601564 0.349 0.145( 2.63E-27
TUT4 2.98E-25] 0.4708574] 1.601367 0.632 0.452] 9.41E-21
FADS2 2.30E-31] 0.4708331] 1.601328 0.843 0.683| 7.25E-27
HAT1 9.39E-43] 0.4708287| 1.601321 0.925 0.813] 2.96E-38
CBX1 2.43E-60] 0.4707242| 1.601153 0.985 0.946| 7.66E-56
PRKG1 1.76E-28| 0.4703798| 1.600602 0.342 0.15( b5.54E-24
NNT 1.49E-42( 0.4702406] 1.600379 0.893 0.763| 4.70E-38
NCOR1 3.60E-54] 0.4698802| 1.599802 0.977 0.944] 1.14E-49
PTMAP5 1.70E-84] 0.4698523 1.599758 0.869 0.602| 5.36E-80
SWI5 2.86E-32] 0.4698125] 1.599694 0.732 0.649] 9.03E-28
ALDH9A1 2.08E-57] 0.4697035] 1.59952 0.974 0.896| 6.55E-53
METTL17 1.38E-27] 0.4695019( 1.599197 0.721 0.549( 4.36E-23
TAF12 4.60E-39] 0.4690113] 1.598413 0.753 0.528( 1.45E-34
POLE4 2.40E-49] 0.4689832| 1.598368 0.876 0.818| 7.56E-45
PAGR1 3.77E-39] 0.4689338] 1.598289 0.612 0.369| 1.19E-34
MRPL17 3.92E-49] 0.4689069] 1.598246 0.968 0.936| 1.24E-44
TNRC6C 1.79E-29] 0.4687698| 1.598027 0.452 0.24] 5.64E-25
SNAP29 6.42E-38| 0.4685396| 1.597659 0.856 0.713] 2.02E-33
TMBIM4 1.03E-66] 0.4682318| 1.597168 0.994 0.981| 3.26E-62
TPP2 9.28E-48] 0.4682178| 1.597145 0.935 0.817( 2.93E-43
MT-ND2 4.79E-293] 0.4681034] 1.596963 1 1[ 1.51E-288
ORC3 1.28E-31| 0.467884( 1.596612 0.611 0.39] 4.05E-27
MRPS27 5.68E-29] 0.4678226] 1.596514 0.746 0.578| 1.79E-24
SLC35E2B 2.98E-31] 0.4677864] 1.596456 0.71 0.529] 9.41E-27
CHMP4A 6.78E-37] 0.4677207| 1.596351 0.848 0.717( 2.14E-32
COX6A1P2 4.37E-77] 0.4675483] 1.596076 0.74 0.435( 1.38E-72
MMP1 3.87E-14] 0.4675205] 1.596032 0.356 0.403| 1.22E-09




ENY2 7.62E-75] 0.4671936| 1.59551 0.986 0.966| 2.40E-70
PPP1R35 1.41E-40] 0.4669116f 1.59506 0.546 0.288| 4.44E-36
FAM217B 4.35E-31| 0.466812| 1.594902 0.639 0.426] 1.37E-26
RIT1 1.51E-30] 0.4668075| 1.594894 0.755 0.576] 4.78E-26
TSPAN15 5.57E-38] 0.4666778| 1.5694688 0.237 0.053] 1.76E-33
ATP5MG 2.07E-104] 0.4664939| 1.594394 0.996 0.959] 6.54E-100
DDB2 1.73E-27| 0.4663151| 1.594109 0.632 0.442] b5.46E-23
PHF21A 1.49E-33| 0.4662274( 1.593969 0.574 0.337] 4.70E-29
PDZRN3 3.22E-16] 0.46592] 1.593479 0.451 0.3 1.01E-11
LINC00339 9.33E-22| 0.4657414] 1.593195 0.378 0.205] 2.94E-17
SP100 2.63E-71] 0.465564] 1.592912 0.996 0.992| 8.29E-67
CCDC15 3.59E-31] 0.4653884| 1.592633 0.228 0.061| 1.13E-26
NRM 9.06E-27] 0.4653706| 1.592604 0.665 0.482| 2.86E-22
CENPC 8.99E-22] 0.4652667] 1.592439 0.525 0.368| 2.83E-17
RAP1GDS1 | 8.39E-45( 0.4652138| 1.592355 0.892 0.741] 2.64E-40
IER2 2.82E-50] 0.4649267| 1.591897 0.956 0.848| 8.89E-46
BCL2L12 1.39E-21] 0.4649093| 1.59187 0.554 0.394| 4.39E-17
CYorf78 1.91E-53| 0.4647947( 1.591687 0.964 0.9 6.04E-49
DCLK2 1.08E-24| 0.4646155( 1.591402 0.403 0.211| 3.40E-20
FANCL 5.47E-28] 0.4641809| 1.590711 0.357 0.162 1.73E-23
CAMKA4 3.82E-24] 0.4637606] 1.590042 0.252 0.097] 1.20E-19
GSTMb 4.09E-26( 0.463729] 1.589992 0.176 0.043] 1.29E-21
DCAF7 1.85E-44] 0.4636461| 1.58986 0.974 0.929] b5.82E-40
DUT 3.69E-56] 0.4635399| 1.589691 0.983 0.976] 1.17E-51
JDP2 2.94E-32] 0.4631835] 1.589125 0.767 0.59( 9.27E-28
THUMPD3 2.36E-36] 0.4629237] 1.588712 0.838 0.681| 7.46E-32
TUBG1 1.95E-38( 0.4628656| 1.58862 0.876 0.736( 6.16E-34
RPS10 7.91E-286] 0.4626137| 1.58822 1 1 2.49E-281
PCNT 3.92E-25| 0.462598] 1.588195 0.572 0.381] 1.23E-20
CCDC12 5.65E-28| 0.462575] 1.588158 0.782 0.671] 1.78E-23
RNASEK-C17 9.12E-99( 0.4625103| 1.588055 0.986 0.936] 2.88E-94
TDP1 8.69E-21] 0.4624573| 1.587971 0.428 0.257| 2.74E-16
ABHD11 1.21E-24( 0.4623807| 1.58785 0.53 0.351] 3.81E-20
MLLTI11 1.85E-25| 0.4620785( 1.58737 0.772 0.622| b5.84E-21
SNTB2 1.93E-41| 0.461616| 1.586636 0.95 0.89| 6.09E-37
WWC2 4.36E-33| 0.4615633| 1.586552 0.983 0.974] 1.38E-28
CENPO 3.71E-20] 0.4611787| 1.585942 0.434 0.26] 1.17E-15
RB1 9.22E-41] 0.4609856| 1.585636 0.904 0.769] 2.91E-36
URGCP-MRH 1.26E-74| 0.4609636| 1.585601 0.936 0.796] 3.97E-70
TRAF4 2.23E-27] 0.4605385] 1.584927 0.698 0.507] 7.03E-23




TRUB1 7.20E-28] 0.460536] 1.584923 0.658 0.452| 2.27E-23
NSMCEZ2 2.29E-31] 0.4604873] 1.584846 0.707 0.507| 7.22E-27
FIPIL1 9.18E-51| 0.460244| 1.584461 0.878 0.669| 2.89E-46
PSMC3IP 1.29E-17] 0.4601235| 1.58427 0.393 0.246] 4.08E-13
NDUFS7 1.38E-54| 0.4600837( 1.584207 0.95 0.915( 4.37E-50
TARS?2 3.73E-21] 0.4600567| 1.584164 0.454 0.293| 1.18E-16
STN1 2.05E-24] 0.4599372] 1.583975 0.52 0.329] 6.47E-20
RPL36 7.66E-190] 0.4598251| 1.583797 1 1 2.42E-185
BTN3A1l 9.90E-25| 0.459726] 1.58364 0.417 0.227] 3.12E-20
PPIAP22 1.73E-95] 0.4596908( 1.583584 0.924 0.758| 5.46E-91
RAD18 3.43E-23] 0.4596108| 1.583458 0.509 0.324 1.08E-18
VPS11 8.86E-23] 0.4594141| 1.583146 0.546 0.366( 2.79E-18
DCHS1 2.94E-37] 0.4593933| 1.583113 0.198 0.035] 9.29E-33
RALBP1 1.28E-64( 0.4593104| 1.582982 0.988 0.964| 4.03E-60
TMEM126B | 1.02E-38| 0.4592525] 1.58289 0.886 0.763] 3.20E-34
AL590867.2 |4.74E-137| 0.4589723| 1.582447 0.99 0.946| 1.49E-132
DHX29 6.86E-47] 0.4589576] 1.582424 0.951 0.871] 2.16E-42
CCND3 1.41E-36] 0.4587773| 1.582138 0.821 0.632| 4.44E-32
PAF1 4.75E-41] 0.4585441] 1.581769 0.826 0.624 1.50E-36
FAMZ204A 1.15E-44( 0.4585343| 1.581754 0.88 0.733 3.62E-40
DPH5 2.42E-26] 0.4583201] 1.581415 0.678 0.496| 7.63E-22
CCDC25 7.63E-40] 0.4579637| 1.580852 0.824 0.657| 2.41E-35
MRPS22 1.49E-41] 0.4574362| 1.580018 0.887 0.747] A.71E-37
SURF2 1.13E-19] 0.4573661| 1.579907 0.46 0.319] 3.56E-15
WRAP73 2.40E-23] 0.4573404] 1.579867 0.421 0.237 7.57E-19
TPBG 5.25E-42] 0.4571708] 1.579599 0.984 0.957 1.65E-37
MRPS17 1.96E-34( 0.4571431| 1.579555 0.68 0.487( 6.20E-30
RETSAT 6.27E-33] 0.4569635| 1.579271 0.638 0.403] 1.98E-28
RTP4 6.92E-32| 0.456767| 1.578961 0.135 0.012] 2.18E-27
LRCH3 3.82E-31] 0.4567617] 1.578953 0.739 0.583] 1.20E-26
HAUSS8 1.66E-15] 0.4567027| 1.578859 0.37 0.228| b5.24E-11
ZFPM?2 4.72E-27] 0.4562497] 1.578144 0.161 0.036f 1.49E-22
UBE2S 6.11E-10] 0.4561047| 1.577916 0.97 0.983 1.93E-05
ALKBH7 5.54E-34] 0.4560826| 1.577881 0.805 0.751] 1.75E-29
SLC5A3 8.63E-22( 0.4559933| 1.57774 0.687 0.526| 2.72E-17
POLRMT 1.23E-31| 0.4559553| 1.57768 0.489 0.265| 3.88E-27
FMC1 2.4TE-46] 0.4558838| 1.577567 0.596 0.33] 7.79E-42
ABRACL 8.66E-27] 0.4555033] 1.576967 0.778 0.67( 2.73E-22
RPL23AP82 | 7.88E-41| 0.4554398| 1.576867 0.88 0.749( 2.49E-36
CMTR2 7.90E-24] 0.4553318] 1.576697 0.522 0.327 2.49E-19




ME1 1.29E-37| 0.455241| 1.576553 0.941 0.908| 4.06E-33
PDHB 2.53E-67| 0.454827| 1.575901 0.992 0.97| 7.99E-63
PLD1 1.21E-19] 0.4548078| 1.57587 0.282 0.135] 3.81E-15
REEP4 3.25E-16] 0.4547697| 1.57581 0.566 0.44] 1.03E-11
MMP17 6.50E-44] 0.4544891| 1.575368 0.285 0.07] 2.05E-39
POLE2 5.19E-20] 0.454216| 1.574938 0.308 0.151| 1.64E-15
FAM174C 3.39E-32| 0.453991] 1.574584 0.831 0.728| 1.07E-27
LINC00672 1.07E-25| 0.4536774( 1.57409 0.249 0.101] 3.37E-21
NEURL1B 2.08E-14] 0.4536069] 1.573979 0.197 0.101] 6.57E-10
LRRC42 6.11E-36| 0.4534734] 1.573769 0.796 0.598| 1.93E-31
BROX 4.45E-45] 0.4533867| 1.573633 0.938 0.841( 1.40E-40
MTMR4 2.59E-26] 0.4531954] 1.573332 0.516 0.308| 8.18E-22
BBS7 6.55E-34] 0.4531688| 1.57329 0.704 0.484 2.07E-29
COMMD6 5.22E-73] 0.4530367] 1.573082 0.981 0.934 1.65E-68
MCM?2 2.89E-25] 0.4528565] 1.572798 0.487 0.283] 9.11E-21
XRCC1 3.71E-30] 0.4525167] 1.572264 0.617 0.399] 1.17E-25
UFL1 5.20E-41| 0.452148] 1.571685 0.938 0.861| 1.64E-36
CEP63 6.02E-27] 0.4519021| 1.571298 0.703 0.542 1.90E-22
MRPS18B 3.83E-45] 0.4518603| 1.571232 0.937 0.831 1.21E-40
NLRCbH 1.38E-20( 0.4517757| 1.571099 0.465 0.296| 4.35E-16
SMC6 6.07E-29| 0.451513] 1.570687 0.83 0.693] 1.91E-24
PLEKHO1 4.63E-39[ 0.4512356| 1.570251 0.872 0.701] 1.46E-34
ZSCAN30 5.84E-25] 0.4511966] 1.57019 0.5 0.307] 1.84E-20
NUP93 6.76E-30] 0.4511907| 1.570181 0.753 0.579] 2.13E-25
PRKACB 3.35E-34] 0.4511836] 1.57017 0.842 0.677( 1.06E-29
RPP25L 2.76E-16] 0.4511309] 1.570087 0.462 0.325 8.70E-12
POLD3 4.28E-18] 0.4511171] 1.570065 0.443 0.289 1.35E-13
SAV1 9.60E-30] 0.4509697] 1.569834 0.906 0.824] 3.03E-25
KEAP1 1.54E-44] 0.4505955( 1.569246 0.853 0.652| 4.86E-40
HMGB1P10 | 3.81E-71| 0.4504911| 1.569083 0.624 0.296| 1.20E-66
TMPO-AS1 2.87E-22] 0.4503696| 1.568892 0.18 0.054] 9.07E-18
PHYHD1 8.08E-19] 0.4502483] 1.568702 0.198 0.074( 2.55E-14
USP33 7.80E-45] 0.4498798| 1.568124 0.949 0.857( 2.46E-40
UBXN4 4.80E-90( 0.4498482| 1.568074 0.998 1 1.51E-85
MTIF3 1.056E-47| 0.4496302( 1.567732 0.674 0.408| 3.32E-43
SETD9 1.12E-26| 0.4496132| 1.567706 0.329 0.143] 3.55E-22
GTF2F2 2.85E-38] 0.4496018] 1.567688 0.959 0.932| 8.98E-34
TMEM256 1.14E-49] 0.4495897( 1.567669 0.666 0.388] 3.61E-45
FOXRED?2 1.04E-26] 0.4493073| 1.567226 0.395 0.207| 3.30E-22
AAMDC 5.19E-33] 0.4493016] 1.567217 0.68 0.502 1.64E-28




DUS2 5.11E-22| 0.4492721| 1.567171 0.371 0.2 1.61E-17
AC009133.6 | 3.77E-35] 0.4491141] 1.566923 0.553 0.323] 1.19E-30
SH3BGRL3 [5.97E-151] 0.4489899| 1.566729 1 1| 1.88E-146
TMEMSE7B 6.25E-32| 0.448561| 1.566057 0.87 0.743] 1.97E-27
HSDL?2 1.07E-35] 0.4480849( 1.565312 0.883 0.779] 3.36E-31
C180rf32 7.78E-39] 0.4478946| 1.565014 0.912 0.805( 2.46E-34
DYNLT1 1.93E-82| 0.4476417| 1.564618 1 0.998( 6.08E-78
GLOD4 4.02E-33| 0.447595] 1.564545 0.839 0.681] 1.27E-28
RHOT1 3.01E-33] 0.4475861| 1.564531 0.687 0.463| 9.48E-29
ISCU 1.74E-52] 0.447474| 1.564356 0.981 0.954| b5.49E-48
ACO079848.2 | 3.26E-36] 0.4470714] 1.563726 0.156 0.016f 1.03E-31
NAA38 2.17E-52] 0.4470001| 1.563614 0.866 0.7 8.75E-48
RMDN1 2.03E-35] 0.4465501] 1.562911 0.874 0.759( 6.40E-31
POLR3G 1.39E-16{ 0.4463769| 1.56264 0.323 0.199 4.38E-12
NT5C3A 1.77E-30] 0.4459367| 1.561953 0.801 0.652| 5.59E-26
SGCD 1.46E-07] 0.4456293| 1.561473 0.372 0.354] 4.61E-03
AP001267.5 | 2.25E-74| 0.4455335] 1.561323 0.809 0.51 7.11E-70
RPL17 6.07E-243] 0.4455323| 1.561321 1 1] 1.91E-238
ZFPM2-AS1 | 3.44E-35| 0.4454473] 1.561188 0.207 0.043( 1.09E-30
CEP68 5.33E-20] 0.445255| 1.560888 0.509 0.343| 1.68E-15
LCLAT1 2.12E-29] 0.4449803] 1.560459 0.747 0.573] 6.69E-25
CBR1 5.33E-76] 0.4448679] 1.560284 0.999 0.992] 1.68E-71
UEVLD 2.39E-33] 0.4448528] 1.560261 0.804 0.629] 7.53E-29
ZYG11B 2.03E-34] 0.4447635] 1.560121 0.914 0.812] 6.39E-30
TDP2 4.13E-42| 0.444582] 1.559838 0.824 0.616f 1.30E-37
ANAPC13 2.25E-49] 0.4445524] 1.559792 0.969 0.917( 7.09E-45
VPS35 9.96E-89] 0.444521| 1.559743 0.998 0.989( 3.14E-84
COA4 1.47E-41] 0.4444892| 1.559693 0.909 0.855| 4.62E-37
PCBD1 3.16E-18] 0.4442869] 1.559378 0.623 0.528| 9.96E-14
ACO016747.1 | 1.30E-25| 0.444263] 1.55934 0.467 0.279] 4.09E-21
PPP1R26 1.10E-18] 0.4442038| 1.559248 0.3 0.165| 3.48E-14
PRIMPOL 7.66E-22] 0.4441303| 1.559134 0.387 0.217( 2.42E-17
AC089983.1 | 2.83E-40] 0.4440784] 1.559053 0.183 0.023] 8.93E-36
SEPTIN1O 3.87E-53] 0.4439082| 1.558787 0.984 0.939] 1.22E-48
DNAJC19 1.07E-35| 0.4433657( 1.557942 0.768 0.579] 3.39E-31
AC011448.1 | 3.09E-69| 0.4430852] 1.557505 0.829 0.582| 9.76E-65
Cllorf54 5.54E-31| 0.4429259] 1.557257 0.578 0.366| 1.75E-26
USP21 7.60E-27] 0.4429252| 1.557256 0.393 0.194 2.40E-22
FDXR 2.95E-25] 0.4429246] 1.557255 0.465 0.264( 9.31E-21
STX8 5.51E-27] 0.4428401| 1.557123 0.686 0.536| 1.74E-22




ERCC5H 3.70E-29| 0.4424044] 1.556445 0.701 0.52] 1.17E-24
FAF1 5.90E-33| 0.4423532] 1.556365 0.746 0.559] 1.86E-28
LZTS2 2.46E-32| 0.441961| 1.555755 0.81 0.633| 7.75E-28
RPL26L1 2.57E-40] 0.4419149] 1.555683 0.932 0.886| 8.12E-36
SCGh 4.23E-25] 0.4419003| 1.555661 0.255 0.094( 1.33E-20
PDE9A 1.39E-51| 0.4416978| 1.555346 0.148 0| 4.38E-47
PRR5L 3.26E-20] 0.4415716] 1.555149 0.729 0.639] 1.03E-15
BANF1 6.52E-79] 0.4414582] 1.554973 1 1 2.06E-74
MRPL42 1.10E-57| 0.4414559( 1.554969 0.984 0.944] 3.46E-53
NTHL1 3.42E-20] 0.4413345] 1.554781 0.564 0.405| 1.08E-15
CINP 1.42E-30] 0.4412504( 1.55465 0.818 0.681| 4.47E-26
Cl20rf43 4.18E-26] 0.4409574] 1.554194 0.636 0.46 1.32E-21
PSMA4 4.40E-103] 0.4408828] 1.554079 1 1] 1.39E-98
FOCAD 7.81E-24] 0.4408428| 1.554016 0.569 0.371| 2.46E-19
ZBTB80OS 3.43E-33| 0.4407745] 1.55391 0.705 0.522] 1.08E-28
Clorfll2 1.77E-19] 0.4407518| 1.553875 0.278 0.132] 5.59E-15
DOCK7 1.07E-29] 0.4406797| 1.553763 0.86 0.755] 3.39E-25
ZMATS 1.92E-25| 0.4406785( 1.553761 0.674 0.555[ 6.06E-21
NUDT7 1.24E-38| 0.4406301| 1.553686 0.202 0.032 3.92E-34
POLR2A 1.85E-46( 0.4405616| 1.553579 0.934 0.853] 5.85E-42
STK40 5.65E-28] 0.4404021] 1.553332 0.53 0.317] 1.78E-23
TCIRG1 7.59E-39] 0.4403447] 1.553243 0.891 0.753] 2.39E-34
FAM177A1 4.99E-58( 0.4400256| 1.552747 0.98 0.936] 1.57E-53
ABCD3 7.64E-30] 0.4399055] 1.55256 0.762 0.591| 2.41E-25
RWDD2B 1.02E-25| 0.4398412( 1.552461 0.753 0.619 3.23E-21
RPP30 1.64E-28| 0.4396277| 1.552129 0.828 0.675 5.18E-24
THAPT 1.11E-25( 0.4395672| 1.552035 0.544 0.344( 3.50E-21
GLI4 1.00E-26| 0.4395516( 1.552011 0.358 0.168] 3.16E-22
CBWD5 455E-61 0.439392| 1.551763 0.942 0.854| 1.44E-56
APOL3 4.01E-32 0.439392| 1.551763 0.199 0.043] 1.27E-27
RPL10 0.00E+00] 0.4393456| 1.551691 1 1| 0.00E+00
HPS5 7.45E-27] 0.4390968] 1.551305 0.668 0.471| 2.35E-22
NBN 3.97E-43] 0.4390799] 1.551279 0.942 0.827 1.25E-38
COQ5 6.62E-36] 0.4389581| 1.55109 0.725 0.496| 2.09E-31
ATPAF1 4.41E-29( 0.4387587| 1.550781 0.804 0.643] 1.39E-24
RPP21 7.52E-37] 0.4385513] 1.550459 0.684 0.474] 2.37E-32
ADAMTS4 1.10E-20] 0.438512] 1.550399 0.365 0.209] 3.47E-16
DENND10 8.74E-38] 0.4384843] 1.550356 0.9 0.802| 2.76E-33
RPL13 0.00E+00] 0.4384457] 1.550296 1 1| 0.00E+00
RNF214 1.82E-24( 0.4383748| 1.550186 0.449 0.259( 5.74E-20




KBTBD7 2.67E-26] 0.4381269] 1.549802 0.299 0.122| 8.44E-22
CCDCT17 5.23E-18] 0.4380779] 1.549726 0.312 0.173] 1.65E-13
DTX3L 7.16E-22| 0.4380452] 1.549675 0.552 0.386| 2.26E-17
MRPS26 3.47E-25] 0.4379881] 1.549586 0.748 0.626] 1.09E-20
TASOR 2.37E-30] 0.4378739] 1.549409 0.829 0.686| 7.47E-26
SNRNP35 3.88E-23] 0.4378087] 1.549309 0.566 0.381 1.22E-18
PUDP 3.19E-23] 0.4376673] 1.54909 0.539 0.347] 1.00E-18
NAA16 2.55E-19] 0.4376598] 1.549078 0.551 0.387| 8.05E-15
POLH 1.14E-25| 0.4375279| 1.548874 0.725 0.568| 3.59E-21
ALPK1 1.02E-23] 0.4373717| 1.548632 0.291 0.127] 3.21E-19
BTBD10 2.20E-30] 0.4373696| 1.548628 0.81 0.65| 6.93E-26
MMUT 1.71E-33] 0.4373405| 1.548583 0.748 0.543] 5.39E-29
NT5C 2.91E-29] 0.4366265| 1.547478 0.806 0.677( 9.17E-25
RPS19BP1 3.58E-40] 0.4362019| 1.546821 0.926 0.865 1.13E-35
MKKS 2.48E-40] 0.4360434] 1.546576 0.817 0.633| 7.84E-36
SRSFb6 3.55E-64| 0.4359376| 1.546412 0.992 0.969] 1.12E-59
EIFS 1.24E-86] 0.4358677| 1.546304 1 0.996| 3.93E-82
MAU?2 4.39E-22| 0.435695] 1.546037 0.597 0.429 1.38E-17
ACTC1 1.45E-04] 0.4355413 1.5458 0.122 0.097( 1.00E+00
IK 7.19E-59] 0.4355368| 1.545793 0.987 0.964( 2.27E-54
CEP295 1.56E-18| 0.4355229( 1.545771 0.366 0.217| 4.91E-14
SSNA1 1.49E-40] 0.4355182 1.545764 0.951 0.917| 4.70E-36
MEN1 1.59E-25] 0.4354446] 1.54565 0.539 0.336] 5.00E-21
TMEME0 2.28E-19] 0.4354292] 1.545626 0.399 0.236] 7.19E-15
KIAA1586 2.22E-30] 0.4353519] 1.545507 0.532 0.311| 7.01E-26
SLC44A2 2.08E-43] 0.4353071| 1.545438 0.947 0.885] 6.55E-39
IL15 1.94E-22( 0.4352713| 1.545382 0.363 0.191 6.13E-18
CDH24 2.14E-28] 0.4349953] 1.544956 0.256 0.089| 6.73E-24
ATXNZ 3.35E-42] 0.4349786] 1.54493 0.932 0.825| 1.06E-37
COX7C 2.47E-100] 0.4349054| 1.544817 0.995 0.975] 7.79E-96
MRPS5 1.34E-33] 0.4346805| 1.54447 0.871 0.781] 4.22E-29
CLDN7 6.04E-24] 0.4346096| 1.54436 0.134 0.025( 1.91E-19
CDCA7 1.33E-16| 0.4344574] 1.544125 0.243 0.113| 4.18E-12
DCTD 9.65E-52| 0.4341815] 1.543699 0.985 0.952| 3.04E-47
FAM122B 7.76E-24]1 0.4341247] 1.543611 0.536 0.342] 2.45E-19
PPP4R1 7.70E-441 0.4339121] 1.543283 0.934 0.818| 2.43E-39
ASAP1 3.28E-62| 0.4335789] 1.542769 0.993 0.972] 1.04E-57
ANKMY?2 1.46E-22 0.43336] 1.542431 0.594 0.409( 4.60E-18
ZNF706 5.46E-38] 0.4325813| 1.541231 0.932 0.881| 1.72E-33
UBA52 3.36E-208] 0.4325214| 1.541138 1 1] 1.06E-203




CHAFIA 7.07E-22| 0.4325102| 1.541121 0.425 0.243] 2.23E-17
NPM3 1.05E-23| 0.4324756| 1.541068 0.804 0.736] 3.31E-19
NBEAL1 2.09E-60] 0.4323546| 1.540881 0.949 0.818| 6.61E-56
GINS2 2.88E-19] 0.4321548] 1.540574 0.478 0.307] 9.07E-15
HDHD?2 2.62E-24]1 0.4318253| 1.540066 0.707 0.537| 8.27E-20
ZP3 6.62E-17] 0.4317993| 1.540026 0.419 0.284| 2.09E-12
L3HYPDH 1.19E-29| 0.4317479( 1.539947 0.763 0.578| 3.74E-25
REXO2 2.29E-99] 0.4314112] 1.539428 1 1 7.21E-95
ARNT?2 2.09E-19| 0.431178] 1.53907 0.421 0.254] 6.61E-15
SMARCBI1 8.07E-47( 0.431096] 1.538943 0.944 0.843] 2.55E-42
PKN1 7.47E-47]1 0.4307698| 1.538441 0.933 0.818| 2.36E-42
DNAJC13 1.07E-36| 0.4304422( 1.537937 0.875 0.736 3.38E-32
MAMDC?2 8.43E-18] 0.4300924 1.5374 0.136 0.038| 2.66E-13
F2RL2 5.62E-19] 0.4300049] 1.537265 0.46 0.29( 1.77E-14
COXT7B 8.36E-72( 0.4299977| 1.537254 0.977 0.898| 2.64E-67
EXOSC4 2.11E-23] 0.4299662] 1.537206 0.663 0.519] 6.66E-19
CEP20 3.10E-31| 0.4298956| 1.537097 0.904 0.839] 9.77E-27
ILK 1.73E-103| 0.4298724| 1.537061 1 0.995| 5.46E-99
CSDC2 8.98E-38| 0.429485| 1.536466 0.204 0.036f 2.83E-33
FBLIM1 1.16E-23| 0.4292661| 1.53613 0.979 0.974] 3.66E-19
NMT2 2.21E-32| 0.428994| 1.535712 0.937 0.857| 6.98E-28
BIRC6 6.90E-30| 0.428759] 1.535351 0.877 0.773] 2.18E-25
APIP 2.69E-30] 0.4287192] 1.53529 0.736 0.552| 8.48E-26
CEP192 4.90E-24 0.4286979] 1.535257 0.382 0.195] 1.55E-19
CHCHD2 3.27E-160] 0.428615| 1.53513 1 1] 1.03E-155
SAP18 6.08E-103] 0.4284838| 1.534928 1 1] 1.92E-98
TACO1 8.19E-28] 0.4284384] 1.534859 0.743 0.571| 2.58E-23
TFDP1 4.01E-44( 0.4281239] 1.534376 0.967 0.904| 1.26E-39
RPS23 1.92E-285( 0.4280906] 1.534325 1 1| 6.06E-281
PIK3R2 7.05E-35] 0.4279964| 1.534181 0.76 0.577| 2.22E-30
HVCN1 1.50E-27] 0.4279634| 1.53413 0.217 0.062| 4.74E-23
LINC02802 4.76E-40] 0.4278406] 1.533942 0.547 0.306] 1.50E-35
HSPB1 1.24E-86( 0.4278266| 1.53392 1 0.999( 3.92E-82
ATF5 A57E-23| 0.4274853] 1.533397 0.711 0.548| 1.44E-18
DVL1 3.86E-28] 0.4273789] 1.533233 0.696 0.508| 1.22E-23
RABGAP1 3.53E-24] 0.4272381] 1.533018 0.728 0.583] 1.11E-19
S100PBP 3.00E-26] 0.4272235] 1.532995 0.554 0.348| 9.48E-22
TMEM147 5.46E-45] 0.4271877| 1.53294 0.963 0.957( 1.72E-40
ZHX3 5.08E-35] 0.4270496] 1.532729 0.767 0.556( 1.60E-30
TRIM65 5.17E-25] 0.4270227] 1.532687 0.43 0.236( 1.63E-20




NCOAZ2 2.29E-22] 0.4269123] 1.532518 0.431 0.247] 7.21E-18
CEP41 9.08E-22| 0.4268815| 1.532471 0.629 0.464| 2.86E-17
TP53INP1 2.76E-14] 0.4268673| 1.532449 0.345 0.216] 8.69E-10
MTHFDI1L 1.61E-46] 0.4266261| 1.53208 0.95 0.904| b5.08E-42
TSPYL4 2.59E-17| 0.426546] 1.531957 0.581 0.439( 8.16E-13
MARCKS 5.41E-52] 0.4263923] 1.531722 1 1| 1.71E-47
PCED1B 1.75E-34] 0.4263832| 1.531708 0.224 0.052] 5.52E-30
KIF16B 3.58E-18| 0.426271] 1.531536 0.348 0.194] 1.13E-13
TWSG1 1.23E-52| 0.4261267( 1.531315 0.988 0.975| 3.87E-48
CCDC34 6.78E-18] 0.4260503] 1.531198 0.543 0.423] 2.14E-13
RPL23AP7 7.06E-39] 0.4259565| 1.531054 0.577 0.331| 2.23E-34
HYALZ 1.51E-32] 0.4258058| 1.530823 0.743 0.534( 4.77E-28
EFS 3.69E-22] 0.4257997| 1.530814 0.459 0.271f 1.16E-17
CARD19 7.33E-30] 0.4256035| 1.530514 0.859 0.802| 2.31E-25
NFATC2IP 1.76E-23| 0.4255123| 1.530374 0.685 0.534] 5.55E-19
NAAA 2.07E-24] 0.4254317] 1.530251 0.693 0.535] 6.53E-20
CASP4 1.02E-23] 0.4254311| 1.53025 0.873 0.795] 3.22E-19
RFC4 7.09E-15] 0.4252089| 1.52991 0.465 0.315 2.24E-10
RPL27A 1.24E-252( 0.4251968| 1.529892 1 1] 3.91E-248
UBAG6 5.08E-35] 0.4251518| 1.529823 0.915 0.809] 1.60E-30
MRPL43 1.09E-35| 0.4251069( 1.529754 0.937 0.876| 3.44E-31
RPL17-C1801 1.15E-179| 0.4251051| 1.529751 1 1| 3.62E-175
GTPBP10 4.89E-23 0.4250844] 1.529719 0.671 0.51] 1.54E-18
CEP70 4.10E-211 0.4250125] 1.529609 0.495 0.32] 1.29E-16
CFDP1 7.59E-33] 0.4249045| 1.529444 0.836 0.683| 2.39E-28
PRXL2A 7.39E-19] 0.4248923| 1.529426 0.337 0.199( 2.33E-14
TANK 2.31E-37] 0.4248386| 1.529344 0.928 0.821| 7.30E-33
ADH5 6.50E-95] 0.4248307| 1.529332 1 0.984] 2.05E-90
ZNFA38 1.83E-19| 0.4248289( 1.529329 0.183 0.065| b5.79E-15
GTPBPS8 1.94E-23] 0.4246304| 1.529025 0.58 0.41] 6.11E-19
FDPS 4.49E-56( 0.4243089] 1.528534 0.989 0.957] 1.41E-51
HTR1B 6.93E-31] 0.4241765| 1.528331 0.114 0.006 2.18E-26
MTHFD1 2.04E-35] 0.4240083| 1.528074 0.891 0.772 6.44E-31
CPM 3.86E-14] 0.4239715] 1.528018 0.526 0.428| 1.22E-09
AC010422.8 | 8.58E-87| 0.4239479] 1.527982 0.98 0.928| 2.71E-82
CDK2AP1 1.61E-102| 0.423917| 1.527935 1 1| 5.07E-98
FAM20B 3.24E-28] 0.4239008| 1.52791 0.856 0.758] 1.02E-23
H2AW 2.11E-15] 0.4237801| 1.527726 0.261 0.146( 6.66E-11
MAPREZ2 1.05E-26] 0.4234513| 1.527223 0.805 0.669| 3.30E-22
HACD1 7.95E-26] 0.423435] 1.527199 0.829 0.71 2.51E-21




HDDC?2 2.99E-27] 0.4232472] 1.526912 0.9 0.832] 9.43E-23
SUV39H1 3.81E-18] 0.4232131] 1.52686 0.307 0.162] 1.20E-13
ZNF318 4.60E-17( 0.4232014| 1.526842 0.445 0.29] 1.45E-12
BRCC3 3.61E-29] 0.4231707] 1.526795 0.731 0.546| 1.14E-24
MTOR 1.76E-20] 0.4230816| 1.526659 0.56 0.386| 5.55E-16
NECTINZ 1.50E-30| 0.4228274| 1.526271 0.927 0.856| 4.73E-26
TYRO3 3.32E-22| 0.4225314] 1.525819 0.518 0.341] 1.05E-17
NME2 2.05E-168] 0.4225173| 1.525798 1 1| 6.46E-164
PAFAHZ 7.06E-21] 0.4224081| 1.525631 0.399 0.229] 2.23E-16
CHURC1 7.35E-441 0.4223686| 1.525571 0.979 0.946| 2.32E-39
DIS3L 1.49E-19] 0.4223642| 1.525564 0.495 0.33| 4.69E-15
MOV10 2.44E-21]1 0.4223211| 1.525498 0.642 0.489( 7.69E-17
TNFRSF14 8.40E-17] 0.4222372] 1.52537 0.349 0.2 2.65E-12
CCNG1 8.95E-42] 0.4221823] 1.525287 0.98 0.957 2.82E-37
CYBRD1 1.12E-43] 0.4221033| 1.525166 0.981 0.946] 3.53E-39
ZFYVEZ1 8.21E-30( 0.4219989] 1.525007 0.788 0.615] 2.59E-25
RPAP1 2.90E-22| 0.4218117| 1.524721 0.448 0.273] 9.16E-18
UBE2L3 1.69E-109( 0.4217834| 1.524678 1 1] 5.32E-105
TBCK 2.80E-18] 0.4217512] 1.524629 0.566 0.421| 8.84E-14
ZNF839 5.21E-21] 0.421723| 1.524586 0.264 0.118| 1.64E-16
GTF3A 1.17E-47| 0.4216793( 1.524519 0.975 0.941] 3.68E-43
FCRLB 1.49E-27| 0.4215688( 1.524351 0.26 0.09] 4.70E-23
OST4 1.48E-101| 0.4214711 1.524202 0.997 0.98] 4.68E-97
CEP97 7.36E-13] 0.4212531| 1.52387 0.487 0.373] 2.32E-08
RWDD3 3.59E-18] 0.4212474] 1.523861 0.497 0.335( 1.13E-13
CD55 2.23E-41] 0.4211536| 1.523718 0.956 0.861| 7.04E-37
NTNG1 1.40E-13| 0.4205876| 1.522856 0.177 0.078| 4.43E-09
MYEOV 4.63E-45( 0.4204061| 1.52258 0.364 0.119] 1.46E-40
CHCHDb 6.30E-31| 0.4201429] 1.522179 0.621 0.439] 1.99E-26
TIPRL 4.69E-49( 0.420125] 1.522152 0.978 0.928| 1.48E-44
USP28 6.28E-18] 0.4193672] 1.520999 0.465 0.305| 1.98E-13
BMPR1A 8.44E-27] 0.4193177] 1.520923 0.693 0.505 2.66E-22
RPS7P1 9.23E-96] 0.4193005] 1.520897 0.98 0.905( 2.91E-91
DDIAS 1.92E-15| 0.4191628( 1.520688 0.301 0.171] 6.05E-11
NEDD8-MDH 3.56E-55( 0.4191576| 1.52068 0.623 0.333] 1.12E-50
TGFB1I1 1.97E-56] 0.4191496( 1.520668 0.995 0.986| 6.20E-52
GSN 9.01E-39] 0.4190683] 1.520544 0.99 0.978| 2.84E-34
UBA3 5.01E-41] 0.418876] 1.520252 0.945 0.867| 1.58E-36
CUTC 1.48E-20] 0.4187953| 1.520129 0.51 0.341| 4.66E-16
NAP1L1 9.14E-183] 0.418655| 1.519916 1 1| 2.88E-178




DENR 1.48E-68| 0.4180268( 1.518961 0.994 0.969| 4.65E-64
TPM3 1.00E-149( 0.4179848] 1.518898 1 1 3.17E-145
CCDC66 6.72E-18] 0.4179568] 1.518855 0.501 0.348] 2.12E-13
TTYH3 6.13E-35] 0.4179207 1.5188 0.907 0.833] 1.93E-30
PSMD7 1.91E-92| 0.4177785| 1.518584 0.999 0.995| ©6.03E-88
PAM16 2.66E-34]1 0.4176356] 1.518367 0.652 0.448| 8.38E-30
ZNF639 1.06E-30| 0.4175616( 1.518255 0.745 0.547| 3.34E-26
RUFY1 1.00E-26| 0.417488| 1.518143 0.755 0.598] 3.16E-22
BAZ2B 1.69E-18| 0.4173331| 1.517908 0.747 0.62| 5.34E-14
SERF2 6.97E-161] 0.417237| 1.517762 1 1| 2.20E-156
RPL30 3.17E-236] 0.4169315| 1.517299 1 1] 9.99E-232
SPATCIL 1.24E-25] 0.4168324| 1.517148 0.238 0.08[ 3.91E-21
PSMD10 8.27E-40] 0.4166914| 1.516934 0.931 0.855 2.61E-35
TAPT1 8.36E-24] 0.4166644] 1.516893 0.53 0.336 2.64E-19
PIPAP2 8.75E-42( 0.4165885] 1.516778 0.813 0.584| 2.76E-37
GRK6 5.30E-19] 0.4163292] 1.516385 0.564 0.402| 1.67E-14
KCTD1 1.11E-18] 0.4162534| 1.51627 0.47 0.321] 3.51E-14
RGS5 1.46E-09] 0.4160747( 1.515999 0.198 0.107| 4.60E-05
HMGN4 1.35E-38| 0.415977| 1.515851 0.934 0.823| 4.26E-34
CMTM3 2.58E-30] 0.4158351| 1.515636 0.857 0.706 8.14E-26
PRDX2 2.18E-55] 0.4157012] 1.515433 0.997 0.999( 6.87E-51
SH3BP1 7.09E-32| 0.4155815] 1.515252 0.27 0.088| 2.24E-27
MEX3A 1.14E-17] 0.4155737| 1.51524 0.197 0.078] 3.58E-13
NAIF1 1.73E-14] 0.4154771| 1.515093 0.347 0.234] b5.45E-10
MSL1 9.57E-39] 0.4154036] 1.514982 0.933 0.838| 3.02E-34
GTF2A2 1.52E-44] 0.4153577( 1.514912 0.986 0.96( 4.78E-40
CKB 3.91E-17] 0.4153144] 1.514847 0.685 0.549 1.23E-12
COG4 7.31E-33] 0.4150812] 1.514494 0.771 0.572| 2.31E-28
LDOC1 3.60E-28] 0.4150579] 1.514458 0.782 0.624] 1.13E-23
PRORP 5.85E-25] 0.4148621| 1.514162 0.618 0.432] 1.85E-20
PHF3 1.88E-30] 0.4148216| 1.514101 0.852 0.707] 5.92E-26
SNHG32 6.21E-58] 0.4147147] 1.513939 0.998 0.99] 1.96E-53
NMEI-NMEZ 3.26E-145| 0.4146594| 1.513855 1 1] 1.03E-140
AAK1 1.39E-36| 0.4146435( 1.513831 0.926 0.837| 4.37E-32
RIC1 7.96E-23] 0.4143359] 1.513365 0.58 0.396] 2.51E-18
GLI1 8.24E-31( 0.4141432| 1.513074 0.15 0.02] 2.60E-26
NUDCD3 1.99E-27] 0.413995| 1.51285 0.748 0.57| 6.27E-23
SET 1.16E-129( 0.4139865| 1.512837 1 1] 3.65E-125
TMEM?25 3.21E-27] 0.4139373] 1.512762 0.397 0.195( 1.01E-22
TXNDC17 7.49E-57] 0.4138239] 1.512591 0.969 0.914 2.36E-52




HOXAT 1.15E-18] 0.4137997| 1.512554 0.479 0.318] 3.63E-14
PANK4 1.35E-25| 0.4137981( 1.512552 0.459 0.26] 4.25E-21
GDE1 4.64E-45( 0.4132053] 1.511655 0.968 0.896] 1.46E-40
ERIZ 2.20E-17] 0.4130557] 1.511429 0.4 0.252] 6.92E-13
BIVM 7.02E-26] 0.4128923] 1.511182 0.781 0.655 2.21E-21
SPECC1 5.85E-21] 0.4125302] 1.510635 0.881 0.826f 1.85E-16
SAC3D1 8.22E-23| 0.412487| 1.51057 0.449 0.261] 2.59E-18
CYorfo4 2.93E-23] 0.4124844] 1.510566 0.573 0.397| 9.25E-19
ACO1 6.19E-31| 0.4124424] 1.510503 0.943 0.885] 1.95E-26
TRIO 1.65E-45] 0.4121998( 1.510136 0.988 0.963| b5.22E-41
FRA10AC1 3.24E-30] 0.4121056| 1.509994 0.533 0.313| 1.02E-25
MASTL 9.12E-15] 0.4120027] 1.509839 0.505 0.39] 2.88E-10
XRCC4 3.71E-18] 0.411817| 1.509558 0.4 0.248( 1.17E-13
THAPS 6.17E-24] 0.4117903| 1.509518 0.614 0.433| 1.95E-19
TM2D1 8.30E-26( 0.4117436] 1.509447 0.851 0.754] 2.62E-21
MADD 4.36E-23( 0.4115439] 1.509146 0.459 0.266] 1.37E-18
PTCD3 5.74E-30] 0.4115318] 1.509128 0.831 0.683] 1.81E-25
MYO1C 6.09E-93] 0.4113901| 1.508914 1 0.999( 1.92E-88
EML4 7.38E-29] 0.411232] 1.508675 0.855 0.721| 2.33E-24
DIAPHZ2 6.22E-18] 0.4111587] 1.508565 0.621 0.476f 1.96E-13
ARRDC3 9.49E-26] 0.4110966| 1.508471 0.476 0.272] 2.99E-21
NECAP2 9.66E-30] 0.4107941] 1.508015 0.903 0.813] 3.05E-25
MAD2L2 2.14E-271 0.4107672] 1.507974 0.765 0.613] 6.76E-23
BCAS2 1.23E-34] 0.4102017] 1.507122 0.869 0.725] 3.87E-30
PTPRJ 8.31E-18] 0.4101522] 1.507047 0.57 0.421 2.62E-13
CAD 8.54E-21] 0.4099321] 1.506715 0.63 0.464( 2.70E-16
CUL4A 3.01E-46] 0.4098355] 1.50657 0.974 0.912 9.49E-42
RPL12 7.36E-180] 0.4096158| 1.506239 1 1 2.32E-175
AC116366.2 | 8.80E-40] 0.4095068] 1.506075 0.841 0.668| 2.78E-35
TBC1D31 2.71E-21] 0.4092132] 1.505633 0.292 0.133] 8.56E-17
COG1 4.34E-25( 0.4091639] 1.505559 0.672 0.48] 1.37E-20
RPS7P11 1.29E-101| 0.4089731| 1.505271 0.992 0.951 4.07E-97
ATN1 1.29E-35( 0.4087575]| 1.504947 0.953 0.897( 4.06E-31
CLK2 2.98E-19| 0.40875] 1.504935 0.545 0.375[ 9.39E-15
MIEF2 2.66E-17| 0.408494] 1.50455 0.266 0.134] 8.37E-13
ZNF274 6.25E-24] 0.4083471] 1.504329 0.376 0.194] 1.97E-19
HSF2 1.51E-19] 0.4082309| 1.504154 0.396 0.227] A4.77E-15
PRPSAP?2 9.56E-28] 0.4080186] 1.503835 0.621 0.41 3.01E-23
RNF213 1.09E-25| 0.4079523| 1.503735 0.83 0.688| 3.43E-21
DLG3 1.69E-17( 0.4078748] 1.503619 0.266 0.131| 5.33E-13




CREB1 1.00E-34| 0.4077239( 1.503392 0.819 0.621] 3.17E-30
BTBD6 7.41E-28] 0.4076302| 1.503251 0.82 0.669| 2.34E-23
SERF1B 2.04E-35] 0.4075655] 1.503154 0.706 0.52| 6.42E-31
LZIC 4.61E-33( 0.4075386( 1.503114 0.851 0.695| 1.45E-28
MMS22L 3.55E-18] 0.4075355] 1.503109 0.658 0.523| 1.12E-13
MRPS21 2.26E-52] 0.4073741| 1.502866 0.967 0.9 7.12E-48
INMT 2.49E-14| 0.407272] 1.502713 0.127 0.06] 7.86E-10
PPP1R21 7.40E-20] 0.4071054] 1.502462 0.527 0.355] 2.33E-15
AC087477.2 | 4.41E-32| 0.406999] 1.502303 0.158 0.023] 1.39E-27
LTBP4 7.07E-27] 0.4068025] 1.502007 0.59 0.384| 2.23E-22
MCM3 2.24E-17] 0.4066278| 1.501745 0.599 0.446( 7.07E-13
AC010442.3 | 3.97E-22| 0.4066254]| 1.501741 0.446 0.266| 1.25E-17
FANCE 2.54E-21] 0.4065857] 1.501682 0.28 0.124 8.01E-17
CCDC84 2.54E-17] 0.4064394] 1.501462 0.402 0.258| 8.02E-13
IKBKB 9.65E-25] 0.4063833] 1.501378 0.564 0.362| 3.04E-20
DOLK 1.34E-27] 0.4063654| 1.501351 0.55 0.333] 4.23E-23
TMEMZ200A | 2.07E-17] 0.4063256] 1.501291 0.902 0.881| 6.54E-13
AC118553.2 | 2.75E-32| 0.4061658] 1.501051 0.871 0.741| 8.68E-28
TMEM160 1.50E-34] 0.4061434| 1.501018 0.546 0.314( 4.72E-30
ORC5 3.17E-19] 0.4059713| 1.50076 0.538 0.363 1.00E-14
RTN4IP1 5.19E-20] 0.4058712] 1.500609 0.287 0.133] 1.64E-15
CIBAR1 8.75E-241 0.4058711| 1.500609 0.797 0.661| 2.76E-19
ECI2 2.97E-48] 0.4057149] 1.500375 0.989 0.948| 9.36E-44
NUP88 2.60E-28] 0.4056039] 1.500208 0.829 0.687| 8.19E-24
STK4 8.66E-28] 0.4055304| 1.500098 0.827 0.682| 2.73E-23
MBOAT1 1.78E-22] 0.4054955| 1.500046 0.236 0.103] b5.62E-18




Downregulated genes in hAM-Muse cells than in hBM-Muse cells

GeneSymbol [p-value avg_logFC |FC pct.1 pct.2 p_val_adj

HSPA6 0] -5.154398| 0.005774 0.018 0.669 0
EFEMP1 0| -5.014612] 0.00664 0.055 0.975 0
IL6 0] -4.562931| 0.010431 0.108 0.958 0
HSPA1A 0| -4.107433] 0.01645 0.953 1 0
PTGS2 0| -3.941404] 0.019421 0.027 0.855 0
ANGPTL4 0] -3.932262| 0.019599 0.109 0.915 0
RRAD 0] -3.837944| 0.021538 0.213 0.868 0
CYP1B1 0] -3.837333| 0.021551 0.016 0.924 0
HAPLN1 0| -3.751253] 0.023488 0.042 0.769 0
PTX3 0] -3.603653| 0.027224 0.164 0.914 0
HSPA1B 0] -3.601969| 0.02727 0.959 1 0
NFATC2 0] -3.435276| 0.032217 0.021 0.865 0
FNDC1 0] -3.049893| 0.047364 0.02 0.836 0
TMA4SF1 0] -3.034601| 0.048094 0.588 0.994 0
PPP1R14C 0| -3.008223] 0.049379 0.011 0.841 0
PENK 0] -2.993358| 0.050119 0.011 0.609 0
MEDAG 0 -2.9707( 0.051267 0.261 0.923 0
JAG1 0] -2.91078| 0.054433 0.194 0.934 0
RPL10P9 0| -2.66442| 0.06964 0.1 0.971 0
INHBA 0] -2.652261| 0.070492 0.964 1 0
VEGFA 0] -2.624388| 0.072484 0.629 0.987 0
TNFAIP3 0| -2.619353] 0.07285 0.142 0.832 0
IL1R1 0| -2.520424] 0.080426 0.402 0.965 0
ST3GAL1 0] -2.39578| 0.091102 0.682 0.963 0
AK4 0| -2.388569] 0.091761 0.1 0.867 0
HAS1 0] -2.349401| 0.095426 0.016 0.657 0
PMEPA1 0] -2.279472| 0.102338 0.181 0.89 0
CYTL1 0] -2.264822| 0.103848 0.001 0.643 0
PTHLH 0| -2.229727] 0.107558 0.209 0.879 0
LMCD1 0| -2.227184] 0.107832 0.403 0.902 0
HBEGF 0| -2.202848] 0.110488 0.327 0.914 0
TIMP3 0| -2.162741] 0.115009 0.931 1 0
TNFAIP6 0] -2.127843| 0.119094 0.269 0.902 0
CEMIP 9.88E-233] -2.118848| 0.12017 0.229 0.781] 3.12E-228
LOXL3 0| -2.114131] 0.120738 0.339 0.942 0
FGF1 1.86E-235( -2.103939| 0.121975 0.484 0.82| 5.87E-231
CHST11 0| -2.089515| 0.123747 0.146 0.867 0




HSPH1 0] -2.081547| 0.124737 0.997 0.999 0
DNAJB1 4.26E-301| -2.077097]| 0.125293 0.968 0.996| 1.34E-296
KRT81 5.88E-89] -2.064309]| 0.126906 0.102 0.39] 1.85E-84
KIAA1217 0] -2.064056| 0.126938 0.075 0.751 0
GFPT2 0] -2.062319] 0.127159 0.37 0.899 0
PGF 0] -2.057092] 0.127825 0.123 0.821 0
BGN 0] -2.051704| 0.128516 0.754 0.998 0
TGFBI 0] -2.044944| 0.129387 0.972 1 0
ITGA11 0 -2.0375| 0.130354 0.68 0.974 0
HK2 0] -2.00821| 0.134229 0.333 0.905 0
HSPBS8 0] -1.996494] 0.135811 0.487 0.93 0
SEL1L3 0] -1.990204| 0.136668 0.096 0.807 0
KCTD12 6.12E-265] -1.978443| 0.138284 0.206 0.783] 1.93E-260
IL11 9.60E-242] -1.976917| 0.138496 0.324 0.793| 3.03E-237
PTGES 4.61E-297| -1.969139| 0.139577 0.218 0.811] 1.46E-292
TET3 1.61831924 -1.968798| 0.139625 0.264 0.829] 0.00E+00
CCL2 1.77E-265| -1.965561| 0.140077 0.202 0.815| 5.59E-261
P3H2 6.2045751¢ -1.955657| 0.141471 0.218 0.833]1.95698506181449¢e-3
PLPP3 0| -1.953717] 0.141746 0.448 0.968 0
MAFB 8.20E-203| -1.946921| 0.142713 0.065 0.528| 2.59E-198
TGFB2 6.05008084 -1.945404| 0.14293 0.264 0.86{1.90825600599205e-3
CFH 0] -1.922938| 0.146177 0.195 0.849 0
SLC19A2 2.61898149 -1.922392( 0.146257 0.144 0.782]8.26052950598169¢e-3
GALNT1 0] -1.918951| 0.146761 0.945 0.996 0
ROR1 0] -1.894265| 0.150429 0.022 0.628 0
AL139393.3 |3.01E-225] -1.881781| 0.152319 0.148 0.677| 9.50E-221
HIPK?2 0| -1.879357] 0.152688 0.51 0.963 0
MTND1P23 0] -1.871149| 0.153947 0.972 1 0
NR4A1 1.83E-189( -1.869605| 0.154185 0.352 0.776| 5.78E-185
CLDN14 1.20E-198| -1.865133| 0.154876 0 0.349] 3.78E-194
PNP 0] -1.865061| 0.154887 0.697 0.998 0
DNAJA4 6.97E-168] -1.860771| 0.155553 0.183 0.6 2.20E-163
LIF 1.53E-198| -1.817324| 0.16246 0.019 0.435| 4.81E-194
GDF6 3.28E-298] -1.799092| 0.165449 0.008 0.532] 1.04E-293
PLXNA4 1.02E-306( -1.79787| 0.165651 0.019 0.591| 3.22E-302
FOXC2 0.00E+00] -1.795511| 0.166043 0.149 0.783] 2.65E-304
MFAP5 6.41E-256] -1.789252| 0.167085 0.113 0.689| 2.02E-251
SMOX 2.08001634 -1.779444( 0.168732 0.437 0.90416.56057962943656€-3
STK38L 0l -1.765703] 0.171066 0.452 0.91 0
NNMT 0l -1.75633] 0.172677 0.825 1 0




BAG3 0] -1.753104| 0.173235 0.951 0.993 0
FN1 0] -1.748213| 0.174085 1 1 0
EMB 1.60E-281| -1.745794| 0.174506 0.126 0.761] 5.05E-277
DNAJB4 0] -1.742048| 0.175161 0.771 0.981 0
LINCO0511 |6.36E-301| -1.734045| 0.176569 0.209 0.761| 2.01E-296
HEYL 8.20E-262| -1.733481] 0.176668 0.011 0.495| 2.58E-257
NFIB 2.6210157( -1.719077( 0.179232 0.071 0.718.26694562507602e-3
TP53I11 0.00E+00] -1.70268| 0.182195 0.328 0.887| 3.28E-305
CRYAB 2.09E-237] -1.69394| 0.183794 0.436 0.921] 6.58E-233
DSP 2.60E-297] -1.689785| 0.184559 0.851 0.98] 8.21E-293
CXCL3 9.96E-101] -1.684706| 0.185499 0.088 0.411| 3.14E-96
MLF1 0l -1.675793] 0.18716 0.326 0.884 0
SORBS2 1.75E-242| -1.661159] 0.189919 0.077 0.604| 5.51E-238
C3orfb2 1.31E-258( -1.655843]| 0.190931 0.133 0.722| 4.15E-254
EDIL3 0] -1.654839| 0.191123 0.737 0.977 0
GPC6 5.06E-258] -1.651435| 0.191775 0.224 0.819] 1.60E-253
TENT5A 0] -1.648024| 0.19243 0.688 0.975 0
NGF 5.83E-239] -1.630813| 0.19577 0.19 0.781| 1.84E-234
LRRC32 4.83E-189] -1.629552| 0.196017 0.133 0.618| 1.52E-184
RPS6KA2 1.33E-307| -1.628402| 0.196243 0.308 0.902| 4.20E-303
CREBb 1.19E-239( -1.628097| 0.196303 0.063 0.604| 3.77E-235
GRB10 1.27E-252| -1.62565| 0.196784 0.428 0.857| 4.00E-248
ENTPD7 3.55727269 -1.623053| 0.197295 0.416 0.911]1.12199936655447¢-3
EDNRA 5.54E-213] -1.620136| 0.197872 0.156 0.686| 1.75E-208
SHISAL1 1.18E-290( -1.610332| 0.199821 0.068 0.682| 3.74E-286
ITPRIP 0] -1.606758] 0.200537 0.61 0.929 0
CRIP2 0l -1.599797] 0.201937 0.471 0.983 0
TIAM1 6.70E-270 -1.5938| 0.203152 0.073 0.613] 2.11E-265
RORA 2.90E-262] -1.580446| 0.205883 0.126 0.718] 9.15E-258
PLODZ2 0] -1.578423 0.2063 0.999 1 0
ELN 5.90E-158] -1.576783| 0.206639 0.27 0.7] 1.86E-153
NREP 0| -1.576362| 0.206726 0.838 0.993 0
ATP10A 2.22E-265] -1.570958| 0.207846 0.309 0.809| 7.01E-261
Cllorf87 3.00E-235] -1.566111| 0.208856 0.016 0.482| 9.45E-231
SLC41A2 1.22E-253| -1.558983| 0.21035 0.124 0.698| 3.84E-249
CRLF1 4.12E-162| -1.557218] 0.210721 0.065 0.481] 1.30E-157
NDRG1 0] -1.552186| 0.211784 0.681 0.981 0
AL671762.1 0l -1.551165] 0.212001 0.326 0.825 0
AC119674.2 | 2.75E-286] -1.549238] 0.21241 0.234 0.845| 8.68E-282
COL15A1 4.85E-130] -1.547955] 0.212682 0.067 0.424| 1.53E-125




ABL2 0] -1.547108| 0.212863 0.879 0.99 0
RGS4 9.95E-179] -1.543169| 0.213703 0.807 0.977| 3.14E-174
UGDH 0] -1.537166| 0.214989 0.968 1 0
ABI3BP 1.42E-246| -1.52554( 0.217504 0.349 0.892| 4.48E-242
CSGALNACT([ 6.01E-189] -1.506568| 0.221669 0.044 0.486| 1.90E-184
SPHK1 5.64E-308] -1.50234| 0.222609 0.63 0.974| 1.78E-303
PRUNEZ2 1.56E-232| -1.500591| 0.222998 0.031 0.52| 4.93E-228
CLCF1 5.75E-210] -1.496245| 0.22397 0.421 0.815| 1.81E-205
PTPRE 1.19E-195( -1.488269| 0.225763 0.162 0.65| 3.76E-191
TLE3 2.30E-262] -1.487473| 0.225943 0.313 0.836| 7.25E-258
FNIP2 1.00E-262| -1.483979| 0.226734 0.506 0.888| 3.16E-258
SUSD5 5.34E-240] -1.483561| 0.226829 0.127 0.7 1.68E-235
CDH6 9.72E-189] -1.479362| 0.227783 0.108 0.517| 3.07E-184
SYNE1 4.49E-307| -1.478756] 0.227921 0.686 0.969( 1.42E-302
HAS?2 6.35E-263] -1.478415| 0.227999 0.485 0.948| 2.00E-258
ARC 7.28E-164] -1.464303| 0.231239 0.017 0.366| 2.30E-159
MFSD2A 2.26E-188] -1.462708| 0.231608 0.139 0.618| 7.14E-184
ADAMTS?2 0| -1.462375] 0.231685 0.747 0.994 0
BHLHE40 6.49E-266] -1.461267| 0.231942 0.604 0.944| 2.05E-261
CCDC80 0| -1.449132] 0.234774 0.996 1 0
HES4 2.55E-214] -1.444874| 0.235776 0.217 0.686| 8.06E-210
GASK1B 1.57E-197| -1.443759] 0.236039 0.236 0.761] 4.94E-193
UBASH3B | 7.79E-272| -1.43862| 0.237255 0.582 0.934| 2.46E-267
ZFAND2A 1.16E-196| -1.438437| 0.237298 0.482 0.861| 3.66E-192
LAMA4 5.55E-283] -1.438329| 0.237324 0.886 0.978| 1.75E-278
KCNE4 4.84E-7T7| -1.436576| 0.23774 0.398 0.653| 1.53E-72
ADAMTSLI |4.06E-241| -1.427962| 0.239797 0.166 0.765| 1.28E-236
ADAMTS1 |1.80E-203| -1.427732] 0.239852 0.94 0.999] 5.66E-199
SERPINEZ [5.76E-294] -1.425858| 0.240302 0.995 1| 1.82E-289
RGS3 2.715E-291] -1.423229| 0.240935 0.756 0.965| 8.69E-287
CHST15 2.59E-191] -1.414446| 0.24306 0.111 0.613] 8.16E-187
ADGRL2 6.93E-240] -1.410917| 0.24392 0.312 0.842| 2.19E-235
ITGBL1 8.68928941 -1.404713| 0.245437 0.694 0.993| 2.74E-306
ACAN 5.08E-83| -1.401697| 0.246179 0.093 0.314] 1.60E-78
EMP1 0] -1.397778| 0.247146 1 1 0
POSTN 2.61E-74] -1.396313] 0.247508 0.856 0.926| 8.25E-70
DOK1 3.71E-178] -1.395811| 0.247632 0.359 0.755] 1.17E-173
SNAI1 1.53E-110| -1.394792( 0.247885 0.245 0.544| 4.83E-106
Cllorf96 7.19E-166] -1.390905| 0.24885 0.163 0.637| 2.27E-161
TES 1.19841874 -1.386162| 0.250033 0.764 0.987] 3.78E-306




SERPINE1 0] -1.384025| 0.250568 0.998 1 0
MAFF 2.80E-303] -1.382231| 0.251018 0.644 0.959] 8.82E-299
KITLG 1.29E-264| -1.372248| 0.253536 0.699 0.974] 4.07E-260
XYLT1 6.68E-229] -1.369534| 0.254225 0.414 0.881] 2.11E-224
PIEZO2 3.70E-174] -1.361544| 0.256265 0.019 0.388| 1.17E-169
TSC22D3 3.05E-159] -1.355044| 0.257936 0.479 0.843| 9.61E-155
LRIG1 8.81E-163| -1.352525] 0.258587 0.133 0.594| 2.78E-158
PNMA2 1.55E-193| -1.348257| 0.259693 0.119 0.528| 4.87E-189
EGFLAM 2.21E-240] -1.342717| 0.261135 0.011 0.464| 6.98E-236
PDE3A 6.54E-173] -1.333771| 0.263482 0.087 0.52| 2.06E-168
TGFBR1 5.37E-230] -1.33342| 0.263574 0.526 0.906( 1.69E-225
ATP13A3 0] -1.329907] 0.264502 0.862 0.994 0
KCNN4 5.44E-169] -1.322478| 0.266474 0.058 0.482| 1.71E-164
NFATC1 3.68E-174] -1.319131| 0.267368 0.115 0.582| 1.16E-169
TSC22D1 9.53E-198] -1.318194| 0.267618 0.768 0.956] 3.01E-193
B3GNT2 1.00E-200| -1.317178| 0.26789 0.293 0.785] 3.17E-196
PCOLCE2 6.19E-181] -1.316103| 0.268178 0.102 0.594| 1.95E-176
IGFBP3 7.82E-250] -1.31513| 0.268439 0.969 0.996( 2.47E-245
IRX3 1.3450055] -1.311987| 0.269284 0.063 0.689| 4.24E-307
COL5A3 4.80E-236] -1.303312] 0.271631 0.127 0.692| 1.52E-231
MEST 1.59E-157| -1.300612| 0.272365 0.519 0.884| 5.00E-153
KIF21A 4.16E-144] -1.300242] 0.272466 0.207 0.618] 1.31E-139
STK17B 6.91E-264] -1.298896| 0.272833 0.542 0.952| 2.18E-259
SFRP4 4.77E-114] -1.296924] 0.273371 0.028 0.319] 1.50E-109
AC245297.1 | 2.00E-265] -1.295046| 0.273885 0.053 0.613| 6.32E-261
CHSY1 2.715E-211] -1.291864| 0.274758 0.841 0.953| 8.69E-207
SMIM3 3.712E-210] -1.287093| 0.276072 0.549 0.911f 1.17E-205
DCLK1 1.11E-147| -1.280402| 0.277926 0.082 0.49] 3.50E-143
CHST3 2.30E-220] -1.279195| 0.278261 0.597 0.906| 7.26E-216
COL14A1 1.11E-137| -1.278797| 0.278372 0.052 0.417] 3.50E-133
SOX9 1.72E-156| -1.273996( 0.279712 0.121 0.573| 5.42E-152
ZNF503 8.89E-208| -1.273722] 0.279788 0.404 0.829| 2.80E-203
CPEB4 9.48E-178] -1.271832| 0.280318 0.618 0.902| 2.99E-173
GLIS3 4.27E-215] -1.263097| 0.282777 0.663 0.908] 1.35E-210
C1R 5.34E-228] -1.259235| 0.283871 0.638 0.936] 1.69E-223
VCAN 7.04E-287] -1.259121| 0.283904 0.974 1| 2.22E-282
LGR4 5.24E-177] -1.250508| 0.286359 0.385 0.824] 1.65E-172
AC134312.5 | 7.67E-114] -1.250209| 0.286445 0.131 0.454| 2.42E-109
LEPR 4.65E-139] -1.248539] 0.286924 0.556 0.808| 1.47E-134
JARID2 8.79E-155] -1.245931| 0.287673 0.432 0.794| 2.77E-150




354788e-3

ACKR3 2.51E-180] -1.240857| 0.289136 0.005 0.35] 7.93E-176
DOK5 2.37E-138] -1.238643| 0.289777 0.021 0.345| 7.46E-134
ANKH 1.78E-199( -1.238534| 0.289809 0.555 0.911] 5.62E-195
CRY1 8.99E-192| -1.237976] 0.28997 0.464 0.854| 2.84E-187
CCN4 5.04E-116] -1.234806| 0.290891 0.173 0.568| 1.59E-111
ARG2 2.06E-129] -1.23159] 0.291828 0.121 0.505( 6.49E-125
LGMN 2.69E-205] -1.229234| 0.292516 0.534 0.927| 8.48E-201
PKIB 1.70E-170| -1.225775| 0.29353 0.045 0.426| 5.35E-166
AL450405.1 0] -1.219397| 0.295408 0.53 0.916 0
NDUFA4L2 | 7.24E-95( -1.217663| 0.295921 0.063 0.342] 2.28E-90
SERPING1 [7.68E-138] -1.205872| 0.299431 0.258 0.691| 2.42E-133
PAPPA2 2.24E-158] -1.202544| 0.300429 0.015 0.354| 7.07E-154
HMOX1 2.06E-110] -1.201933| 0.300612 0.58 0.851] 6.48E-106
CCPG1 3.14E-267] -1.198266| 0.301717 0.857 0.983| 9.91E-263
DUXAP10 2.40E-178] -1.196997 0.3021 0.311 0.759| 7.56E-174
NOTCH2 1.59E-300( -1.196634| 0.30221 0.926 0.996| 5.01E-296
LINCO1119 4.16E-93| -1.195612| 0.302519 0.141 0.46| 1.31E-88
CXCL2 5.05E-25] -1.193663| 0.303109 0.15 0.267| 1.59E-20
GALNTS 5.76E-184 -1.1936( 0.303128 0.383 0.856| 1.82E-179
SULF2 3.76E-114] -1.192198| 0.303553 0.059 0.381| 1.19E-109
FOSB 1.40E-171| -1.188074| 0.304808 0.708 0.959| 4.41E-167
MOK 9.44E-172] -1.181793] 0.306728 0.414 0.845| 2.98E-167
ENG 0] -1.181703| 0.306756 0.998 1 0
LOX 4.9406564Y -1.180605| 0.307093 1 1{1.55833245
CHORDC1 [4.64E-237] -1.178091| 0.307866 0.912 0.978| 1.46E-232
PDK1 2.38E-156] -1.177002| 0.308201 0.308 0.746( 7.51E-152
MAP2K3 5.95E-246] -1.176668| 0.308304 0.937 0.989| 1.88E-241
COLb5A1 0] -1.173737| 0.309209 0.999 1 0
CFl 1.76E-154( -1.171447] 0.309918 0.069 0.476] 5.56E-150
HOMER2 3.43E-146] -1.170595| 0.310182 0.179 0.595| 1.08E-141
PTGFRN 2.81E-126] -1.170336| 0.310263 0.069 0.433| 8.85E-122
RABGEF1 6.49E-241] -1.16762| 0.311107 0.706 0.948| 2.05E-236
PGM1 2.04E-179] -1.164813| 0.311981 0.486 0.865( 6.44E-175
NPR3 2.32E-111] -1.162958| 0.31256 0.286 0.674| 7.31E-107
AMOTL1 2.64E-180] -1.160135| 0.313444 0.504 0.879| 8.33E-176
LINC00968 |3.25E-166( -1.159357| 0.313688 0.007 0.338| 1.02E-161
SLCT7A5 8.47E-228| -1.158347]| 0.314005 0.792 0.972]| 2.67E-223
RASAL?2 4.89E-185] -1.156594| 0.314556 0.611 0.893| 1.54E-180
DNAJA1 0] -1.152698] 0.315784 0.998 1 0
SERINCS 4.42E-165] -1.152426] 0.315869 0.448 0.806] 1.39E-160




BAMBI 1.10E-122| -1.151686( 0.316103 0.172 0.584| 3.46E-118
ADORA2B | 7.78E-173| -1.148057| 0.317253 0.031 0.429| 2.45E-168
IGFBP4 0] -1.145344| 0.318114 1 1 0
SOWAHC 2.43E-121] -1.145084| 0.318197 0.525 0.742] 7.65E-117
FBX032 8.97E-84| -1.134972| 0.321431 0.24 0.574| 2.83E-79
CXCL8 5.84E-34] -1.134526] 0.321574 0.476 0.68( 1.84E-29
AHSA1 1.28E-279| -1.13306| 0.322046 0.963 0.999( 4.05E-275
PGM2L1 3.77E-119] -1.129509| 0.323192 0.349 0.709] 1.19E-114
ENC1 9.27E-111] -1.126661| 0.324114 0.516 0.824] 2.92E-106
IER3 9.90E-126] -1.123454| 0.325155 0.978 0.995| 3.12E-121
LSP1 3.28E-108] -1.121376| 0.325831 0.082 0.343| 1.03E-103
OSBPL6 1.07E-133| -1.119777| 0.326353 0.202 0.639| 3.36E-129
PLAUR 2.48E-268] -1.115363| 0.327796 0.973 1| 7.82E-264
SGMS2 8.71E-185] -1.112395] 0.32877 0.604 0.921| 2.75E-180
NR4A3 1.97E-134( -1.111464| 0.329077 0.031 0.365| 6.23E-130
CRISPLD2 [1.18E-149] -1.107729] 0.330308 0.595 0.871| 3.73E-145
AKR1C3 1.87E-118| -1.105733| 0.330968 0.073 0.434] 5.89E-114
SLC22A3 1.40E-175| -1.10459( 0.331347 0 0.307| 4.43E-171
IPMK 2.95E-113] -1.10399| 0.331546 0.225 0.614| 9.29E-109
MYC 1.90E-173| -1.102241| 0.332126 0.759 0.945] 5.98E-169
ZNF469 2.70E-120] -1.099962| 0.332884 0.288 0.628| 8.51E-116
COL6A2 0] -1.099681| 0.332977 1 1 0
FAMZ20A 1.17E-141| -1.096957| 0.333885 0.057 0.446| 3.69E-137
CYTH3 2.07E-162] -1.094958| 0.334554 0.637 0.894| 6.53E-158
TPD52L1 5.70E-90] -1.093133| 0.335165 0.101 0.387| 1.80E-85
GAS6 7.56E-184] -1.09308| 0.335182 0.931 0.995| 2.39E-179
HSPA7 3.27E-120] -1.092489| 0.335381 0.003 0.239] 1.03E-115
DAAM2 8.60E-146] -1.089057] 0.336534 0.134 0.529| 2.71E-141
ZNFX1 1.65E-203| -1.086827| 0.337285 0.8 0.97] 5.21E-199
STK26 3.79E-136] -1.086109| 0.337527 0.142 0.571] 1.19E-131
PARD6G-AS]6.02E-116( -1.085854| 0.337613 0.017 0.289] 1.90E-111
LAMC2 1.88E-100 -1.0846( 0.338037 0.164 0.5 5.93E-96
AL355916.1 |5.46E-145] -1.080325| 0.339485 0.422 0.689| 1.72E-140
SPTY2D1 1.58E-209| -1.077186| 0.340552 0.784 0.964| 4.99E-205
RLF 5.88E-146] -1.073779| 0.341715 0.44 0.833] 1.85E-141
IGFBP2 6.13E-70]| -1.070383| 0.342877 0.092 0.325| 1.93E-65
ILIRL1 2.95E-60] -1.069133] 0.343306 0.014 0.168| 9.30E-56
VSTM4 4.98E-132| -1.06887| 0.343396 0.34 0.705| 1.57E-127
ANKRD1 1.34E-32| -1.067688| 0.343802 0.135 0.276| 4.23E-28
NTN4 1.36E-169| -1.066865| 0.344085 0.578 0.921| 4.29E-165




SFRP1 3.14E-100] -1.063534| 0.345234 0.195 0.578] 9.91E-96
SLIT3 8.34E-184| -1.062558] 0.345571 0.236 0.782] 2.63E-179
SLCI1A3 1.65E-143| -1.060487| 0.346287 0.02 0.349] 5.21E-139
DYRKS3 4.08E-157| -1.060116] 0.346416 0.559 0.874] 1.29E-152
TMEM100 |1.41E-153| -1.057406| 0.347356 0.006 0.309| 4.46E-149
CCN2 5.89E-131] -1.057308| 0.34739 0.998 1| 1.86E-126
SH3BP5 9.29E-135] -1.057108| 0.347459 0.422 0.803] 2.93E-130
FZD1 3.83E-126] -1.056963| 0.34751 0.391 0.767| 1.21E-121
CLDN4 2.85E-50] -1.054663] 0.34831 0.07 0.275| 8.98E-46
DUXAP8 2.38E-129] -1.05352| 0.348708 0.289 0.704]| 7.51E-125
ADGRL4 1.39E-147| -1.046752| 0.351076 0.241 0.733| 4.38E-143
GJAL 3.30E-239] -1.046524| 0.351156 0.981 0.996( 1.04E-234
EHD1 7.09E-190] -1.046242| 0.351255 0.87 0.965( 2.24E-185
MSX1 9.45E-113] -1.036712| 0.354619 0.226 0.598| 2.98E-108
ADAM12 2.06E-263] -1.035984| 0.354877 0.987 0.995| 6.50E-259
ASS1 1.04E-117| -1.03585] 0.354924 0.262 0.688| 3.29E-113
FBN1 0] -1.034993| 0.355229 1 1 0
TGFB2-0T1 | 2.22E-187| -1.028054| 0.357703 0.115 0.61f 7.01E-183
JMJD6 1.49E-183| -1.026933| 0.358104 0.781 0.948| 4.69E-179
BAIAP2 3.29E-119] -1.026414| 0.358289 0.467 0.739| 1.04E-114
PDE1C 7.86E-127] -1.025845| 0.358493 0.468 0.847| 2.48E-122
ANK3 2.36E-111] -1.025286| 0.358694 0.051 0.355| 7.46E-107
AL354743.1 |3.26E-170] -1.025178| 0.358733 0 0.305| 1.03E-165
KCTD11 4.65E-88| -1.022702| 0.359622 0.339 0.632] 1.47E-83
SLC35E4 3.96E-118] -1.022647| 0.359642 0.3 0.68( 1.25E-113
LOXL1 1.48E-260( -1.017171| 0.361616 0.961 0.998| 4.67E-256
DENND2C |1.18E-125( -1.016378| 0.361903 0.147 0.496| 3.73E-121
EBF1 3.24E-118] -1.016225| 0.361959 0.563 0.83] 1.02E-113
CGREF1 8.70E-164| -1.014973] 0.362412 0.026 0.393] 2.75E-159
IFI30 1.41E-169( -1.013508| 0.362943 0.469 0.891| 4.43E-165
BNIP3L 1.56E-258| -1.012949( 0.363146 0.986 1| 4.93E-254
TSKU 2.68E-124] -1.011482] 0.36368 0.339 0.742| 8.47E-120
SIX2 3.19E-218] -1.009178| 0.364519 0.001 0.386| 1.01E-213
RAPGEF2 5.54E-145] -1.008261| 0.364853 0.614 0.894| 1.75E-140
ZNF275 1.56E-110| -1.005628| 0.365815 0.452 0.763| 4.93E-106
HOMER1 3.65E-114] -1.003982| 0.366417 0.291 0.685| 1.15E-109
KDM6B 1.14E-126| -1.001871| 0.367192 0.425 0.776] 3.61E-122
RELT 1.24E-115| -1.000983 0.367518 0.182 0.573| 3.92E-111
CLU 1.13E-65] -0.999454] 0.36808 0.631 0.813] 3.56E-61
ITGAS 3.88707109 -0.999253( 0.368154 1 1| 1.23E-307




GATAG6 5.50E-122] -0.99899| 0.368251 0.065 0.427| 1.74E-117
CHMP1B 7.86E-198] -0.995119] 0.36968 0.932 0.996| 2.48E-193
CHRDL1 2.15E-131] -0.994526| 0.369899 0.01 0.287] 6.79E-127
SLC2A3 1.18E-137| -0.992719( 0.370568 0.737 0.917] 3.71E-133
DPYSL4 2.45E-154] -0.990609| 0.371351 0.027 0.391| 7.72E-150
CAMK1D 4.20E-107| -0.988405| 0.37217 0.218 0.554( 1.33E-102
APBB1IP 9.30E-122] -0.987578| 0.372478 0.313 0.722]| 2.93E-117
SIX1 8.40E-105] -0.986779] 0.372775 0.123 0.486| 2.65E-100
SEC14L2 8.30E-105| -0.98665| 0.372824 0.252 0.632] 2.62E-100
NRG1 4.37E-97[ -0.985112| 0.373397 0.612 0.887| 1.38E-92
EFNB2 1.06E-66| -0.97818| 0.375995 0.406 0.653| 3.34E-62
ULBP3 1.69E-122( -0.974289] 0.377461 0.452 0.785| 5.33E-118
PORCN 5.19E-86] -0.974099| 0.377532 0.318 0.633| 1.64E-81
AC027644.4 16.68E-198| -0.972534] 0.378124 0.516 0.865| 2.11E-193
ERRFI1 5.36E-150] -0.971875| 0.378373 0.857 0.978| 1.69E-145
MEGF6 4.12E-111] -0.971618| 0.37847 0.099 0.463| 1.30E-106
LHFPLZ 7.47E-108] -0.97103| 0.378693 0.398 0.741] 2.36E-103
ETS1 5.28E-188] -0.965507| 0.38079 0.925 0.986| 1.67E-183
PTPRG 3.09E-149] -0.965227| 0.380897 0.52 0.882| 9.73E-145
EBF3 1.79E-121| -0.963877| 0.381411 0.053 0.397| 5.66E-117
PPP1R3B 1.51E-104| -0.963348| 0.381613 0.325 0.661| 4.75E-100
ZBTB43 5.16E-109] -0.96274| 0.381845 0.519 0.826] 1.63E-104
TENM2 3.86E-94| -0.961225] 0.382424 0.22 0.606| 1.22E-89
LINCO0839 |2.80E-109( -0.959635| 0.383033 0.139 0.502| 8.82E-105
RCL1 1.55E-97] -0.958651| 0.38341 0.233 0.597| 4.88E-93
DNAJC15 2.19E-234] -0.957312| 0.383923 0.353 0.948| 6.89E-230
SMOC1 4.28E-113| -0.956516] 0.384229 0.003 0.225| 1.35E-108
SDC2 1.35E-226| -0.955973| 0.384438 0.964 0.999| 4.25E-222
RNF19B 5.66E-91 -0.9555| 0.38462 0.319 0.651| 1.78E-86
ABHD2 1.11E-160{| -0.953976| 0.385206 0.856 0.969| 3.50E-156
DACT1 8.22E-90( -0.953548] 0.385371 0.238 0.591| 2.59E-85
RFLNA 1.31E-86| -0.953293| 0.385469 0.076 0.366| 4.15E-82
CDC42SE1 [1.38E-169] -0.953262| 0.385482 0.726 0.922| 4.34E-165
HSPD1 4.40E-308| -0.951297] 0.38624 1 1 1.39E-303
ITPKC 8.50E-88| -0.950062| 0.386717 0.298 0.608| 2.68E-83
EFHD2 6.38E-187] -0.948917| 0.38716 0.876 0.976| 2.01E-182
ITGB8 1.35E-84] -0.947898| 0.387555 0.162 0.417| 4.26E-80
MAP2K1 6.42E-196] -0.946882| 0.387949 0.827 0.976| 2.03E-191
PID1 5.08E-94] -0.94392| 0.389099 0.197 0.571] 1.60E-89
LXN 1.78E-97| -0.94251| 0.389649 0.718 0.882] 5.62E-93




LINCO1711 |7.99E-126( -0.942172| 0.38978 0.022 0.323] 2.52E-121
ZNF654 1.18E-124 -0.939179[ 0.390949 0.49 0.823] 3.71E-120
SYNM 3.89E-78| -0.937206] 0.391721 0.111 0.41] 1.23E-73
CYP27C1 6.88E-111] -0.936558| 0.391975 0.134 0.409| 2.17E-106
B4GALT1 1.50E-235[ -0.935716] 0.392305 0.977 1| 4.74E-231
ESM1 6.59E-58] -0.933811| 0.393053 0.073 0.303| 2.08E-53
NEDD9 8.09E-96( -0.933176| 0.393303 0.493 0.781| 2.55E-91
ITGAV 1.98E-229( -0.932795| 0.393453 0.985 0.999| 6.25E-225
TGFB3 6.02E-117] -0.93261| 0.393525 0.017 0.294] 1.90E-112
EVAIA 4.09E-114] -0.932036] 0.393751 0.753 0.915] 1.29E-109
LYPD1 2.713E-83] -0.928886| 0.394994 0.398 0.731] 8.62E-79
NFASC 1.40E-95| -0.928786( 0.395033 0.186 0.513| 4.41E-91
CD200 6.72E-58] -0.927768| 0.395435 0.1 0.343| 2.12E-53
CDKN2B 2.60E-65] -0.927507] 0.395538 0.245 0.522| &8.19E-61
ATG101 1.62E-165| -0.926663| 0.395873 0.83 0.969| 5.11E-161
PDLIM3 1.20E-76] -0.926383| 0.395983 0.092 0.314| 3.78E-72
KLF4 5.58E-78| -0.925933] 0.396162 0.377 0.704] 1.76E-73
RASD1 1.94E-47] -0.925102| 0.396491 0.092 0.285| 6.13E-43
STAC 7.12E-95] -0.924677| 0.396659 0.078 0.388| 2.25E-90
NBPF14 2.56E-247] -0.922944] 0.397348 0.963 0.998| 8.08E-243
TNC 1.49E-167| -0.921771| 0.397814 0.965 0.995| 4.71E-163
HSPA4AL 2.35E-93| -0.921705] 0.39784 0.456 0.685| 7.40E-89
DCN 1.20E-171| -0.921005( 0.398119 0.955 0.998| 3.79E-167
STC2 2.25E-132] -0.919159] 0.398854 0.947 0.986| 7.11E-128
AUTS? 3.98E-110] -0.915119| 0.400469 0.198 0.594( 1.26E-105
INSIG2 4.21E-103] -0.912085] 0.401686 0.507 0.79] 1.33E-98
TCF7 1.17E-88| -0.911991| 0.401723 0.195 0.516] 3.63E-84
BMP6 2.24E-87] -0.911125] 0.402072 0.039 0.273| 7.05E-83
KIAA0040 1.51E-119( -0.909243| 0.402829 0.003 0.237| 4.78E-115
SPAG9 1.27E-192| -0.908488| 0.403133 0.904 0.989| 4.00E-188
DEDD?2 1.32E-64] -0.907288| 0.403618 0.357 0.609| 4.16E-60
LINC00882 |1.40E-107| -0.903808| 0.405024 0.142 0.448| 4.43E-103
TINAGL1 6.37E-78] -0.903801| 0.405027 0.125 0.396| 2.01E-73
TSPAN2 5.06E-117] -0.903406| 0.405187 0.043 0.368| 1.60E-112
JCAD 1.44E-84| -0.902463( 0.40557 0.22 0.561| 4.56E-80
GLS 1.77E-214| -0.900705| 0.406283 0.995 1| 5.58E-210
QSOX1 3.79E-225] -0.899462| 0.406788 0.988 1 1.20E-220
CHSY3 4.81E-71| -0.895369| 0.408457 0.151 0.432| 1.52E-66
MYLIP 8.31E-31| -0.894949| 0.408628 0.343 0.417| 2.62E-26
DEPTOR 1.30E-83( -0.894824| 0.40868 0.037 0.284| 4.11E-79




ELFN1 1.96E-102| -0.891647| 0.40998 0.079 0.405| ©6.19E-98
BPGM 1.06E-120| -0.890367| 0.410505 0.759 0.928| 3.33E-116
PAPPA 1.00E-106| -0.887778| 0.411569 0.692 0.945| 3.17E-102
PLCE1 3.59E-89] -0.887415] 0.411719 0.116 0.374] 1.13E-84
MAP1B 3.05E-263] -0.887067| 0.411862 0.998 1] 9.61E-259
ALPL 3.04E-128] -0.885294| 0.412593 0 0.235| 9.60E-124
PLA2G4A 2.85E-103] -0.88429| 0.413007 0.04 0.333| 8.99E-99
UAP1 1.34E-187( -0.883507| 0.413331 0.934 0.999| 4.22E-183
FGFRL1 4.20E-118| -0.880762| 0.414467 0.55 0.843] 1.32E-113
IFITM10 1.72E-97] -0.87813| 0.415559 0.143 0.495| b5.42E-93
GXYLT2 2.31E-97] -0.878054| 0.415591 0.228 0.603| 7.28E-93
WWC1 3.33E-116] -0.877774| 0.415707 0.056 0.381| 1.05E-111
SERPINF1 1.44E-88| -0.875336| 0.416722 0.639 0.863| 4.55E-84
SYNPO 1.50E-79| -0.874824| 0.416935 0.246 0.567| 4.74E-75
ACAAZ 1.10E-166| -0.874589| 0.417034 0.722 0.972| 3.47E-162
GPX3 7.86E-117] -0.873924| 0.417311 0.045 0.369| 2.48E-112
KDM3A 3.80E-95] -0.872352]| 0.417967 0.425 0.758| 1.20E-90
KLHL21 5.25E-80] -0.871445| 0.418346 0.549 0.758| 1.66E-75
FAM180A 2.84E-97] -0.871315| 0.418401 0.254 0.656| 8.96E-93
ETV3 5.05E-106] -0.871284| 0.418414 0.473 0.8 1.59E-101
NDEL1 6.82E-135] -0.86945| 0.419182 0.774 0.921] 2.15E-130
EPAS1 1.93E-156| -0.86853| 0.419568 0.847 0.976| 6.08E-152
PGK1 0] -0.867483| 0.420007 1 1 0
ALDH1A3 4.23E-41 -0.866304| 0.420503 0.284 0.535| 1.34E-36
FYN 2.97E-95] -0.866029| 0.420619 0.467 0.788| 9.35E-91
ERMN 3.06E-124] -0.860902| 0.422781 0.004 0.254| 9.66E-120
PELI1 1.55E-73| -0.858993| 0.423588 0.141 0.42( 4.90E-69
PAHAS 2.25E-80| -0.858462| 0.423814 0.18 0.507| 7.10E-76
SLC12A8 2.28E-52| -0.85787| 0.424064 0.285 0.49] 7.19E-48
SNED1 2.30E-89] -0.853596] 0.425881 0.057 0.336| 7.26E-85
GEM 1.13E-44] -0.851664| 0.426704 0.355 0.589| 3.55E-40
DIRAS1 5.76E-90] -0.847242| 0.428595 0.115 0.442| 1.82E-85
GRPEL1 7.74E-156] -0.846856| 0.428761 0.845 0.98( 2.44E-151
SEMATA 2.67E-107] -0.84615| 0.429064 0.632 0.89] 8.44E-103
KRT7 4.25E-17( -0.845498] 0.429344 0.536 0.637| 1.34E-12
DDX21 2.35E-188] -0.844894| 0.429603 0.994 1| 7.41E-184
DYRK2 2.83E-120] -0.844496| 0.429774 0.787 0.916| 8.91E-116
TUFT1 2.56E-49] -0.841441| 0.431089 0.231 0.452| 8.07E-45
SHISAZ 2.03E-114] -0.841058| 0.431254 0.018 0.275| 6.41E-110
HAPLN3 7.96E-65] -0.839484| 0.431933 0.153 0.432| 2.51E-60




ROR1-AS1 4.46E-54( -0.837546] 0.432771 0.175 0.325| 1.41E-49
HSP90AB1 0] -0.837409| 0.432831 1 1 0
LTBP2 5.41E-195] -0.83452| 0.434083 0.994 1 1.71E-190
NBPF10 7.19E-223] -0.834479| 0.434101 0.949 0.998| 2.27E-218
NOTCH2NL(Q 8.82E-133| -0.831849| 0.435244 0.528 0.848| 2.78E-128
CPA4 2.13E-55] -0.831022] 0.435604 0.153 0.403| 6.71E-51
MIR222HG 1.93E-66| -0.830956( 0.435633 0.146 0.412] 6.10E-62
ODC1 9.72E-172] -0.828737 0.4366 0.932 0.999| 3.07E-167
TCAF2 9.69E-102] -0.827736| 0.437038 0.043 0.331] 3.06E-97
CLMP 1.89E-198| -0.826061| 0.43777 0.947 0.998| 5.96E-194
VSIR 1.63E-73| -0.825708| 0.437925 0.433 0.718| 5.15E-69
RBP4 5.56E-81] -0.825109| 0.438187 0.006 0.183| 1.75E-76
KLF13 3.38E-80] -0.824749| 0.438345 0.381 0.689| 1.07E-75
SIPA1L1 7.58E-110] -0.823915| 0.438711 0.576 0.886| 2.39E-105
CABLES1 2.75E-88| -0.823139] 0.439051 0.041 0.306| 8.67E-84
EAF1 2.27E-87| -0.822674] 0.439256 0.507 0.787| 7.15E-83
EPSTI1 1.09E-90] -0.822428| 0.439364 0.169 0.532] 3.43E-86
SAMDS 5.10E-109] -0.821972| 0.439564 0.589 0.866| 1.61E-104
MIR210HG 1.17E-95| -0.821515| 0.439765 0.068 0.371| 3.70E-91
EYA2 1.05E-121| -0.819893| 0.440479 0.003 0.241| 3.31E-117
HIF1A 6.23E-268] -0.819529| 0.440639 1 1| 1.96E-263
IGF1 1.49E-29| -0.81671| 0.441883 0.034 0.122] 4.71E-25
PALM2AKAP| 3.59E-197( -0.815583| 0.442381 0.991 1 1.13E-192
DNAAF4-CCH 2.06E-161| -0.81115| 0.444347 0.48 0.838| 6.51E-157
FNBP1L 7.46E-70] -0.809721| 0.444982 0.261 0.59] 2.35E-65
ANK?2 6.03E-68] -0.808085| 0.445711 0.098 0.361] 1.90E-63
PFKFB3 3.23E-72] -0.806247| 0.446531 0.557 0.769| 1.02E-67
TMEMb59L 1.36E-90| -0.802572| 0.448175 0.025 0.265| 4.29E-86
PGM3 1.42E-171| -0.802278| 0.448307 0.975 1| 4.48E-167
COL8A1 3.56E-106] -0.801243| 0.448771 0.976 0.996] 1.12E-101
PEAK1 3.49E-116] -0.800783| 0.448977 0.781 0.941] 1.10E-111
MED13 4.58E-117] -0.800263] 0.449211 0.855 0.963( 1.44E-112
FAM83G 8.74E-68| -0.79837| 0.450062 0.334 0.616| 2.76E-63
NKX3-1 3.59E-102] -0.797741| 0.450345 0.223 0.627| 1.13E-97
MYO1E 1.93E-108| -0.797672| 0.450376 0.679 0.911] 6.09E-104
NXPH4 5.25E-108] -0.797175 0.4506 0.068 0.397] 1.65E-103
CTSD 3.87E-174] -0.796458| 0.450923 0.995 0.998| 1.22E-169
FAM241A 2.76E-96] -0.795684| 0.451273 0.536 0.803| 8.69E-92
RRP12 1.93E-85| -0.794192| 0.451946 0.546 0.795| 6.08E-81
PODNL1 8.81E-81| -0.793581| 0.452222 0.253 0.583| 2.78E-76




DUXAP9 2.68E-100] -0.793231| 0.452381 0.182 0.541| 8.46E-96
CHI3L1 6.86E-33| -0.792181| 0.452856 0.012 0.101] 2.17E-28
SLC6AS8 1.41E-73] -0.792035| 0.452922 0.388 0.679| 4.45E-69
EVL 1.07E-96] -0.791996| 0.45294 0.26 0.643| 3.36E-92
BNC1 6.05E-62] -0.789475| 0.454083 0.277 0.572| 1.91E-57
CCNYL1 2.60E-88] -0.789427| 0.454105 0.482 0.772| 8.19E-84
SEC24A 2.32E-116] -0.789286| 0.454169 0.738 0.932] 7.31E-112
RGS2 7.38E-33| -0.788857| 0.454364 0.403 0.589| 2.33E-28
CDH11 8.61E-189| -0.788313] 0.454611 0.989 1| 2.72E-184
NECTIN1 1.79E-71] -0.786578| 0.455401 0.108 0.386| b5.64E-67
BICC1 1.41E-107| -0.785054| 0.456095 0.693 0.932] 4.45E-103
MAP3K4 2.10E-69] -0.784766| 0.456227 0.398 0.691| 6.61E-65
KIF1B 5.96E-122] -0.784651| 0.456279 0.913 0.989| 1.88E-117
TPST?2 6.30E-102] -0.783564| 0.456775 0.788 0.942| 1.99E-97
OSMR 1.35E-140( -0.781035| 0.457932 0.85 0.972] 4.27E-136
RCN3 1.67E-197( -0.78101| 0.457943 0.995 1| 5.26E-193
HSPAS 3.87E-286] -0.780089| 0.458365 1 1| 1.22E-281
CTH 1.04E-65| -0.778891| 0.458915 0.079 0.324| 3.28E-61
SVIL 1.06E-83| -0.77845( 0.459117 0.16 0.488| 3.34E-79
ADARBI1 3.32E-62] -0.777866| 0.459386 0.227 0.52 1.05E-57
COL12A1 2.09E-110] -0.777763| 0.459432 0.998 0.998| 6.59E-106
HTRA3 6.55E-59] -0.777689| 0.459467 0.187 0.463| 2.07E-54
DUSP1 3.73E-36] -0.777658] 0.459481 0.978 0.969| 1.18E-31
RASA2 9.85E-52| -0.776539] 0.459996 0.532 0.692| 3.11E-47
ARSI 3.38E-61] -0.775892| 0.460293 0.318 0.62 1.07E-56
COL1A1 5.41E-252] -0.774837| 0.460779 1 1| 1.71E-247
SNHG7 1.22E-91( -0.772103| 0.46204 0.469 0.797| 3.84E-87
NET1 1.81E-64| -0.769814( 0.463099 0.621 0.815| b5.70E-60
HLX 3.4TE-57] -0.769269| 0.463352 0.332 0.589| 1.09E-52
NOLC1 8.86E-133| -0.768113| 0.463887 0.893 0.988| 2.79E-128
TUBB2B 6.52E-139] -0.766976| 0.464415 0.875 0.968| 2.05E-134
FUCA1 2.06E-94] -0.766964| 0.464421 0.04 0.318| 6.50E-90
MICALZ2 9.85E-142] -0.766028| 0.464856 0.97 0.996| 3.11E-137
PTGIS 9.63E-63| -0.764645] 0.465499 0.089 0.261| 3.04E-58
MSC 2.18E-60] -0.763245] 0.466151 0.336 0.618| 6.87E-56
GALNTZ2 5.93E-159] -0.763217| 0.466164 0.934 0.995| 1.87E-154
GNPNAT1 [1.32E-134] -0.760786| 0.467299 0.954 0.993] 4.17E-130
FMO3 2.22E-38] -0.760723| 0.467329 0.022 0.127| 6.99E-34
ZNF672 4.08E-55] -0.760528| 0.46742 0.371 0.62( 1.29E-50
EPB41L4A-Al 1.13E-99| -0.760505( 0.46743 0.448 0.801] 3.57E-95




PKNOX2 5.10E-104] -0.758574| 0.468334 0.006 0.224] 1.61E-99
HEG1 7.83E-104] -0.758215| 0.468502 0.979 0.996| 2.47E-99
GTPBP4 4.24E-147| -0.757335] 0.468914 0.969 0.996| 1.34E-142
TUBB2A 3.52E-128] -0.757012| 0.469066 0.967 0.993] 1.11E-123
AC007192.1 |8.75E-119] -0.756853] 0.46914 0.646 0.876| 2.76E-114
SAMDA4A 5.20E-74] -0.755007| 0.470007 0.608 0.819| 1.64E-69
PDGFRL 2.36E-68| -0.754724] 0.47014 0.071 0.321| 7.44E-64
FAM83H 4.02E-103| -0.754387] 0.470299 0.036 0.309| 1.27E-98
H19 2.94E-59] -0.750047]| 0.472345 0.002 0.125| 9.28E-55
MYOCD 4.82E-38| -0.748933| 0.472871 0.119 0.313] 1.52E-33
DUSP6 7.92E-47] -0.748408| 0.473119 0.777 0.791| 2.50E-42
VLDLR 2.64E-66] -0.745896| 0.474309 0.275 0.565| 8.32E-62
DNAJB9 3.78E-57] -0.745485] 0.474504 0.5632 0.731f 1.19E-52
LRRC8C 1.26E-74| -0.745441| 0.474525 0.67 0.855| 3.99E-70
EGLN1 4.33E-112| -0.745082]| 0.474695 0.739 0.918] 1.37E-107
AMMECRIL | 1.27E-85| -0.744172] 0.475128 0.539 0.802| 4.01E-81
NR4AZ 1.39E-19] -0.74416| 0.475133 0.201 0.332] 4.39E-15
PTP4A1 1.25E-184| -0.743654( 0.475374 0.984 1| 3.93E-180
SH3BP5L 7.37E-80] -0.742754| 0.475802 0.552 0.793| 2.32E-75
WHRN 8.55E-74| -0.742186| 0.476072 0.093 0.353| 2.70E-69
AC022034.1 | 4.90E-60] -0.742116| 0.476105 0.131 0.354| 1.54E-55
KCNG1 2.13E-60] -0.741151]| 0.476565 0.43 0.657| 6.72E-56
LIFR 4.31E-73| -0.740737| 0.476763 0.255 0.595| 1.36E-68
ENPP2 4.05E-170] -0.739606]| 0.477302 0.328 0.853] 1.28E-165
BST1 1.01E-60| -0.739377| 0.477411 0.527 0.755| 3.18E-56
FAMZ219A 4.53E-63| -0.738629| 0.477769 0.334 0.598| 1.43E-58
DHRS9 3.12E-48] -0.738248| 0.477951 0.011 0.132| 9.84E-44
ATL1 1.45E-64| -0.738228( 0.47796 0.138 0.404| 4.57E-60
HIVEP3 2.50E-86] -0.736369| 0.47885 0.068 0.341| 7.87E-82
ATP1B1 8.91E-100| -0.736034] 0.47901 0.941 0.978| 2.81E-95
NPC1 1.48E-89] -0.734403| 0.479792 0.518 0.818| 4.68E-85
SRC 1.04E-73| -0.733338| 0.480303 0.474 0.737| 3.29E-69
NIPAL1 2.86E-62] -0.732153| 0.480873 0.094 0.332] 9.01E-58
ECM2 1.71E-60| -0.731674| 0.481103 0.089 0.335| 5.41E-56
NUMBL 1.66E-70| -0.730878| 0.481486 0.543 0.742] 5.23E-66
PLAGL1 8.33E-80[ -0.730734| 0.481555 0.544 0.802| 2.63E-75
EDIL3-DT 1.37E-75] -0.727011| 0.483352 0.203 0.488| 4.33E-71
MIR31IHG 1.62E-70| -0.725019| 0.484315 0.21 0.538| b5.10E-66
KCTD5 1.47E-79] -0.723543| 0.485031 0.699 0.861| 4.64E-75
TMEM217 1.18E-89( -0.722723| 0.485428 0.032 0.285| 3.72E-85




TUBB3 5.42E-121] -0.722698| 0.485441 0.941 0.99] 1.71E-116
FLIT 7.42E-62| -0.721485] 0.48603 0.128 0.39] 2.34E-57
FAM210A 5.20E-75] -0.721478] 0.486033 0.531 0.789] 1.64E-70
CRYBB2P1 [2.93E-120| -0.721211| 0.486163 0.549 0.88] 9.24E-116
SIK3 1.20E-62| -0.720875| 0.486326 0.353 0.635| 3.77E-58
C1GALT1 1.72E-80| -0.720362| 0.486576 0.62 0.862| 5.41E-76
BMP1 8.76E-119] -0.720164| 0.486672 0.845 0.976| 2.76E-114
AL135905.2 | 2.64E-170] -0.719925| 0.486789 0.966 0.998| 8.34E-166
CD83 1.98E-48| -0.719662| 0.486917 0.029 0.186| 6.25E-44
GOLGASA 3.94E-87| -0.719144] 0.487169 0.53 0.803| 1.24E-82
CBLB 1.13E-69| -0.719076| 0.487202 0.614 0.841| 3.56E-65
ANKRD37 2.40E-89] -0.718715]| 0.487378 0.153 0.508| 7.58E-85
FAM162A 8.76E-92| -0.718339| 0.487562 0.425 0.778| 2.76E-87
EPDR1 8.21E-71| -0.714972]| 0.489206 0.604 0.836] 2.59E-66
STAT3 3.80E-122] -0.714556| 0.489409 0.917 0.99] 1.20E-117
SLC41A1 3.73E-61| -0.714411] 0.48948 0.394 0.671] 1.18E-56
YWHAG 1.63E-224| -0.713802| 0.489778 1 1| 5.15E-220
SLC12A6 7.69E-66] -0.713588| 0.489883 0.414 0.659| 2.43E-61
NFIX 7.13E-116] -0.713248| 0.49005 0.777 0.934| 2.25E-111
SBSN 1.48E-68| -0.709616| 0.491833 0.067 0.319| 4.68E-64
SLC16A1 8.93E-111| -0.708618] 0.492324 0.949 0.992| 2.82E-106
ATF3 9.89E-24] -0.708148] 0.492556 0.311 0.405| 3.12E-19
ABHD5 7.90E-90| -0.708115]| 0.492572 0.665 0.903| 2.49E-85
SOX11 9.01E-71| -0.707362] 0.492943 0.169 0.366| 2.84E-66
P2RY6 3.68E-86] -0.707332] 0.492958 0.017 0.234| 1.16E-81
SLC2A1 3.34E-83] -0.704861| 0.494178 0.945 0.983| 1.05E-78
LDHA 0| -0.704755] 0.49423 1 1 0
EGR3 1.58E-58| -0.704271| 0.494469 0.12 0.379] 4.97E-54
SHB 3.51E-66] -0.703225] 0.494986 0.613 0.797] 1.11E-61
SPOCK1 5.24E-101] -0.702934| 0.49513 0.972 0.998| 1.65E-96
NKRF 4.91E-57| -0.702218| 0.495485 0.306 0.594| 1.55E-52
CYTOR 8.55E-138] -0.702164| 0.495512 0.959 0.993| 2.70E-133
FEM1B 9.08E-84] -0.701072| 0.496053 0.839 0.927] 2.86E-79
STC1 2.26E-37| -0.700618] 0.496278 0.663 0.76] 7.13E-33
EIFAA3 1.91E-113| -0.700497| 0.496339 0.958 1| 6.04E-109
FPR1 5.11E-72| -0.700428] 0.496373 0.026 0.222] 1.61E-67
ADD3 3.11E-111] -0.699965| 0.496603 0.955 0.994| 9.80E-107
LEMD3 2.66E-62] -0.698487| 0.497337 0.513 0.73] 8.40E-58
EPHB2 1.95E-58| -0.698486( 0.497338 0.372 0.651| 6.14E-54
GPR68 2.29E-83] -0.697919| 0.49762 0.054 0.327| 7.22E-79




OLFM2 1.08E-69| -0.696961| 0.498097 0.037 0.251] 3.41E-65
CYB561 3.21E-92| -0.695862| 0.498645 0.432 0.796| 1.01E-87
FEM1C 2.92E-64] -0.694848] 0.49915 0.528 0.761] 9.22E-60
PPFIAL 5.54E-82| -0.694793] 0.499178 0.756 0.922| 1.75E-77
ALA445524.2 | 2.23E-98| -0.694312| 0.499418 0.646 0.873| 7.03E-94
GNL2 1.59E-99( -0.693852| 0.499648 0.841 0.96] 5.02E-95
SDE? 3.27E-69] -0.692668| 0.50024 0.542 0.793] 1.03E-64
HSP90AA1 |4.10E-273| -0.69225| 0.500449 1 1| 1.29E-268
RHOD 1.38E-72| -0.691668[ 0.50074 0.19 0.5612| 4.34E-68
PRSS23 4.51E-155] -0.690441] 0.501355 1 1 1.42E-150
THAP?2 1.70E-69| -0.690244( 0.501454 0.262 0.577| 5.35E-65
MTSS1 6.12E-52] -0.690186| 0.501483 0.055 0.242| 1.93E-47
HIPK3 2.05E-67] -0.68978| 0.501686 0.63 0.825| ©6.46E-63
INHBB 5.84E-81] -0.688712| 0.502223 0.036 0.281| 1.84E-76
BASP1 2.45E-186] -0.688447| 0.502356 0.999 0.999| 7.71E-182
PLXNAZ 1.15E-46] -0.688285| 0.502437 0.133 0.366| 3.63E-42
ITGA10 3.39E-53 -0.6877| 0.502731 0.109 0.299] 1.07E-48
PRDM16 3.63E-94] -0.687624| 0.502769 0.005 0.205| 1.14E-89
CD2AP 7.88E-95] -0.687619| 0.502772 0.814 0.941| 2.49E-90
MCL1 1.73E-122| -0.686878| 0.503144 0.992 0.996| 5.45E-118
SLC25A36 [4.55E-102] -0.686109| 0.503532 0.808 0.954| 1.43E-97
AFF4 3.62E-123] -0.686004| 0.503584 0.958 0.998| 1.14E-118
POLRI1C 7.18E-63| -0.685853] 0.50366 0.538 0.763| 2.27E-58
ILIRAP 9.82E-52| -0.685412| 0.503883 0.315 0.568| 3.10E-47
MCC 6.49E-53| -0.684982| 0.504099 0.23 0.504| 2.05E-48
SLC39A14 [5.39E-100] -0.68494| 0.504121 0.927 0.992| 1.70E-95
GGTH5 4.40E-40] -0.684349] 0.504418 0.159 0.342| 1.39E-35
COL27A1 2.37E-50] -0.684146] 0.504521 0.451 0.644| 7.47E-46
ANXA10 2.28E-52| -0.68349] 0.504852 0.022 0.182| 7.18E-48
ARL4C 4.29E-58[ -0.682972| 0.505113 0.649 0.861| 1.35E-53
CAl2 2.58E-106] -0.681199| 0.50601 0.825 0.975| 8.13E-102
CHD7 4.50E-67| -0.679895| 0.50667 0.072 0.271 1.42E-62
DLX5 4.07E-78] -0.679279] 0.506982 0.002 0.156| 1.28E-73
PYGL 1.07E-68| -0.679065( 0.507091 0.556 0.809| 3.36E-64
CARMN 4.07E-49| -0.678346| 0.507456 0.433 0.638| 1.28E-44
MELTF 2.44E-54] -0.677552] 0.507858 0.071 0.277| 7.69E-50
BNIP3 2.61E-88| -0.676978] 0.508151 0.985 0.992| 8.22E-84
GATAD2A 1.87E-93| -0.676908| 0.508186 0.862 0.948| 5.89E-89
HRH1 2.58E-63] -0.674979| 0.509167 0.687 0.855| 8.12E-59
NAPIL3 4.32E-72| -0.674274] 0.509526 0.069 0.33] 1.36E-67




CREG1 5.79E-66] -0.673517| 0.509912 0.562 0.79] 1.83E-61
GDNF 1.46E-38| -0.673501 0.50992 0.127 0.332] 4.60E-34
SEMA3F 2.03E-133] -0.67341| 0.509967 0.013 0.306] 6.39E-129
USP38 1.33E-71] -0.672362| 0.510502 0.639 0.853| 4.20E-67
DNAJB6 4.17E-145] -0.672271] 0.510548 0.998 0.999| 1.32E-140
SNTB1 7.95E-50] -0.671691| 0.510844 0.338 0.6 2.51E-45
AC009093.1 | 2.26E-35]| -0.671147] 0.511122 0.199 0.398| 7.11E-31
RIPK4 1.77E-52| -0.669711| 0.511857 0.01 0.145] 5.59E-48
NALCN 3.13E-58] -0.669613]| 0.511907 0.137 0.381] 9.87E-54
ADAMTS15 | 3.78E-91| -0.669068| 0.512186 0.003 0.189] 1.19E-86
MYCT1 2.18E-70] -0.668641| 0.512404 0.002 0.144| 6.86E-66
EIF1AD 1.76E-61| -0.667374| 0.513054 0.479 0.742| 5.54E-57
GOLM1 3.85E-100] -0.666041| 0.513738 0.793 0.954| 1.21E-95
TCP1 4.69E-201| -0.665822] 0.513851 0.999 1| 1.48E-196
ALKBH5 4.04E-95( -0.665484| 0.514025 0.918 0.982] 1.27E-90
LACC1 4.81E-35| -0.665449]| 0.514043 0.227 0.436] 1.52E-30
VCAM1 8.97E-75( -0.664804| 0.514374 0 0.141] 2.83E-70
MT-TT 9.64E-189] -0.66475| 0.514402 0.026 0.441| 3.04E-184
AC092143.1 |2.96E-107| -0.662879| 0.515365 0.805 0.948| 9.32E-103
UTP25 1.26E-58| -0.662564| 0.515528 0.491 0.739] 3.98E-54
TWNK 2.96E-50] -0.662232]| 0.515699 0.214 0.475| 9.34E-46
AL139220.2 | 6.15E-63| -0.662192| 0.515719 0.261 0.522| 1.94E-58
PNMA1 4.11E-87 -0.66111| 0.516278 0.925 0.978| 1.30E-82
CNN3 4.82E-174] -0.660422] 0.516633 1 1 1.52E-169
SBSPON 2.69E-58] -0.660211| 0.516742 0.055 0.258| 8.49E-54
TMEM?233 | 1.95E-111} -0.659505| 0.517107 0.018 0.281| 6.15E-107
GOLTIB 3.06E-128] -0.658374| 0.517692 0.976 0.995| 9.66E-124
POLR3D 1.75E-81| -0.657666( 0.518059 0.654 0.882| b.51E-77
NOTCH2NLA 2.30E-84| -0.657615| 0.518085 0.471 0.76] 7.25E-80
NOTCH2NLB 2.00E-104| -0.657518| 0.518136 0.243 0.619] 6.31E-100
UNC5B 1.19E-51] -0.657452| 0.51817 0.589 0.779] 3.76E-47
RRPT7A 1.54E-85| -0.657294| 0.518252 0.775 0.917| 4.85E-81
PYURF 1.80E-79| -0.657266| 0.518266 0.998 1| 5.68E-75
INSIG1 1.42E-69| -0.656977( 0.518416 0.845 0.964| 4.49E-65
TNFRSF10B | 7.59E-80] -0.656878| 0.518467 0.817 0.926| 2.39E-75
AKIRINT 9.40E-123] -0.656668| 0.518576 0.977 0.998| 2.96E-118
FSTL3 1.07E-65] -0.656616| 0.518603 0.689 0.866| 3.39E-61
MED13L 3.29E-93] -0.655912| 0.518969 0.834 0.968| 1.04E-88
HSPB7 6.39E-33] -0.655841| 0.519005 0.317 0.534| 2.02E-28
MCUB 4.62E-70| -0.655005| 0.51944 0.549 0.833] 1.46E-65




SLC37A3 1.60E-58| -0.653652| 0.520143 0.45 0.722] 5.03E-54
TSLP 5.62E-62| -0.652093] 0.520954 0.013 0.175| 1.77E-57
RNF180 3.25E-63] -0.651988] 0.521009 0.037 0.24] 1.02E-58
COL6A1L 6.84E-177] -0.651815| 0.521099 1 1 2.16E-172
KREMEN1 1.27E-61| -0.651766| 0.521125 0.3 0.525| 4.00E-57
LAPTM5 2.47E-41] -0.649763| 0.522169 0.053 0.224| 7.81E-37
ANXA8 8.45E-69( -0.649727| 0.522189 0.085 0.332] 2.67E-64
AMD1 8.83E-117| -0.649093| 0.52252 0.977 1 2.78E-112
DIPK2A 6.90E-51| -0.648804| 0.52267 0.529 0.741] 2.18E-46
TNFRSF1A 1.75E-99] -0.647535| 0.523334 0.871 0.98] 5.52E-95
FTSJ1 4.92E-105] -0.646126| 0.524072 0.906 0.987| 1.55E-100
TTPAL 4.82E-63| -0.64603| 0.524122 0.641 0.823| 1.52E-58
ALG?2 3.43E-83] -0.644611| 0.524867 0.773 0.917| 1.08E-78
ADCY7 6.22E-67] -0.643864| 0.525259 0.488 0.776f 1.96E-62
NAV1 4.99E-117| -0.642655] 0.525894 0.969 0.999| 1.57E-112
AC010198.2 | 9.55E-54| -0.642002] 0.526238 0.362 0.584| 3.01E-49
ARLSB 1.79E-126| -0.640829( 0.526856 0.982 0.999| 5.63E-122
CXCL12 5.39E-81| -0.640159] 0.527208 0.911 0.994| 1.70E-76
NBPF20 2.03E-124] -0.63985| 0.527372 0.945 0.993] 6.39E-120
FHL1 6.85E-50] -0.639524] 0.527544 0.714 0.836| 2.16E-45
FNDC3B 5.61E-132] -0.638224| 0.52823 0.993 0.999| 1.77E-127
FAMA7TE-STH 1.31E-44( -0.636641| 0.529067 0.294 0.507| 4.12E-40
S1PR5 2.27E-42] -0.636409]| 0.529189 0.041 0.188| 7.15E-38
EML1 2.49E-48] -0.636288] 0.529253 0.516 0.722| 7.87E-44
MGAM 4.74E-54] -0.636168| 0.529317 0.045 0.24( 1.49E-49
CSF1 2.50E-48 -0.6352 0.52983 0.554 0.752| 7.87E-44
FEZ1 4.86E-56| -0.63415| 0.530386 0.44 0.693| 1.53E-51
VDR 5.04E-35] -0.633945] 0.530495 0.304 0.499] 1.59E-30
NBPF19 7.20E-134] -0.633256| 0.53086 0.907 0.974] 2.27E-129
NAF1 3.32E-48] -0.632933] 0.531032 0.331 0.588| 1.05E-43
JAM3 3.40E-68| -0.631217] 0.531944 0.676 0.881| 1.07E-63
PKP1 5.29E-85] -0.631148| 0.531981 0.008 0.2 1.67E-80
AL139385.1 | 5.79E-39] -0.630038| 0.532572 0.078 0.231| 1.83E-34
PLXDC2 2.36E-39] -0.629852] 0.532671 0.164 0.381| 7.44E-35
DNAH10 2.29E-73| -0.629165]| 0.533037 0.016 0.201] 7.23E-69
SLC30A1 1.04E-48| -0.627244( 0.534062 0.61 0.777| 3.28E-44
EOGT 6.83E-56] -0.625665]| 0.534905 0.522 0.761] 2.15E-51
BTAF1 1.73E-55| -0.624865( 0.535334 0.529 0.755| b5.47E-51
VWASA 6.57E-64] -0.623386| 0.536126 0.025 0.212| 2.07E-59
CERCAM 1.46E-99( -0.622142| 0.536794 0.901 0.988| 4.60E-95




GAA 9.28E-49] -0.621284] 0.537254 0.267 0.531| 2.93E-44
PMP22 1.56E-56| -0.620343| 0.53776 0.724 0.869| 4.92E-52
VGLL4 1.39E-68] -0.619655| 0.53813 0.697 0.868| 4.38E-64
HGF 2.16E-21] -0.619158] 0.538398 0.07 0.182| 6.82E-17
RIOK3 2.80E-92| -0.618683| 0.538653 0.933 0.992| G&.83E-88
FGFR1 7.36E-95] -0.617548| 0.539265 0.963 0.996| 2.32E-90
SEZ6L2 9.57E-43] -0.617393] 0.539349 0.11 0.318| 3.02E-38
ZNFA423 8.28E-110] -0.616796] 0.539671 0.011 0.255| 2.61E-105
BEND7 8.21E-56( -0.616624| 0.539764 0.148 0.355| 2.59E-51
NEFM 1.35E-14] -0.616529| 0.539815 0.224 0.354| 4.27E-10
MAFK 3.95E-56] -0.616102| 0.540045 0.554 0.73| 1.24E-51
TAF13 4.24E-117| -0.615447] 0.540399 0.934 0.994( 1.34E-112
SARAF 3.14E-136] -0.615334| 0.54046 0.994 1] 9.89E-132
IL26 6.64E-99] -0.61525| 0.540506 0 0.179| 2.10E-94
PABPC4 8.03E-118| -0.615058] 0.54061 0.979 0.996| 2.53E-113
IGFBP7 1.73E-114| -0.613972| 0.541197 1 0.998| 5.46E-110
GAP43 3.72E-87| -0.613514| 0.541445 0.009 0.21] 1.17E-82
AC242842.3 |2.44E-141] -0.613396| 0.541509 0.857 0.953| 7.70E-137
THBS?2 2.14E-35] -0.613084| 0.541678 0.953 0.968| 6.74E-31
ZCCHC14 1.95E-42( -0.612773| 0.541846 0.49 0.691| 6.14E-38
SDC4 2.11E-88| -0.612362| 0.542069 0.93 0.993| 6.65E-84
MANIA1 4.01E-54| -0.612279| 0.542114 0.57 0.803| 1.26E-49
COL1A2 1.99E-187| -0.612115( 0.542203 1 1| 6.29E-183
NAB1 9.18E-48| -0.612031| 0.542249 0.416 0.656| 2.89E-43
ABCA1l 1.04E-27| -0.611974| 0.542279 0.281 0.466| 3.29E-23
CMKLR1 6.07E-50] -0.611579] 0.542494 0.01 0.137| 1.92E-45
KDM5B 1.76E-63| -0.610744| 0.542947 0.865 0.941] b5.55E-59
KCTD15 6.00E-64| -0.610361| 0.543155 0.247 0.571] 1.89E-59
C1S 6.90E-58] -0.609697| 0.543515 0.629 0.843] 2.18E-53
KCTD9 5.95E-97| -0.609592| 0.543573 0.952 0.999| 1.88E-92
TNFSF9 3.87E-88| -0.608899| 0.54395 0.067 0.362| 1.22E-83
GPRC5C 7.80E-59] -0.608842] 0.54398 0.015 0.162| 2.46E-54
PLAAT3 1.95E-58| -0.608371| 0.544237 0.208 0.507| 6.16E-54
FOXP1 4.86E-103| -0.608151| 0.544356 0.954 0.99( 1.53E-98
SESN3 7.96E-58] -0.607904] 0.544491 0.028 0.209| 2.51E-53
IL6ST 8.46E-141| -0.607845] 0.544523 0.999 1| 2.67E-136
PDE7B 9.58E-43| -0.607734] 0.544584 0.13 0.347| 3.02E-38
SPRY?2 8.62E-41] -0.605901| 0.545583 0.621 0.764| 2.72E-36
GABRE 1.32E-38| -0.605788| 0.545644 0.2 0.423| 4.17E-34
RDHb5 5.84E-54] -0.605161| 0.545986 0.077 0.275| 1.84E-49




C18orf25 2.4TE-54] -0.604442] 0.546379 0.561 0.775] 7.80E-50
SCRG1 2.22E-46] -0.604118] 0.546556 0.124 0.296| 7.01E-42
MAPKAPK2 | 8.15E-81| -0.603866| 0.546694 0.849 0.946| 2.57E-76
ZNF12 5.05E-58] -0.603846] 0.546705 0.435 0.727] 1.59E-53
PPTC7 3.38E-61] -0.603799| 0.546731 0.708 0.876| 1.07E-56
COL16A1 1.33E-68| -0.602768| 0.547295 0.693 0.893| 4.18E-64
NFKB1 2.34E-48] -0.602461| 0.547463 0.646 0.79] 7.39E-44
MRPL18 1.21E-91] -0.601532| 0.547971 0.968 0.995| 3.82E-87
ARHGEF3 1.56E-50| -0.601488| 0.547996 0.074 0.284| 4.92E-46
BMT?2 6.85E-45] -0.599763| 0.548942 0.326 0.574] 2.16E-40
ARL5B 3.92E-48] -0.599634| 0.549012 0.64 0.808| 1.24E-43
ANPEP 8.24E-146] -0.599446| 0.549116 0.905 0.998| 2.60E-141
BTG1 3.96E-99] -0.59942| 0.54913 0.99 0.996 1.25E-94
BACE? 9.46E-70] -0.597708| 0.550071 0.471 0.787| 2.98E-65
AC092807.4 | 1.19E-41| -0.597196| 0.550353 0.372 0.594| 3.76E-37
SDSL 2.45E-38] -0.594481| 0.551849 0.164 0.379| 7.72E-34
ZNF503-AS2| 4.21E-74| -0.594461] 0.55186 0.027 0.241] 1.33E-69
ARFGAP1 9.44E-62] -0.592396| 0.553001 0.751 0.839] 2.98E-57
GFOD1 1.17E-36| -0.592132| 0.553147 0.182 0.362| 3.69E-32
TSPYL2 3.35E-45] -0.590854] 0.553854 0.49 0.719| 1.06E-40
ZNF175 7.44E-41] -0.590016] 0.554319 0.23 0.464| 2.35E-36
ARHGAP26 | 2.66E-41]| -0.589515| 0.554596 0.213 0.386| 8.38E-37
TGFBR3 1.34E-46] -0.589398| 0.554661 0.246 0.517| 4.22E-42
UBC 1.21E-121| -0.588957| 0.554906 1 1| 3.83E-117
COLb5A2 2.02E-138] -0.588045| 0.555412 1 1| 6.37E-134
DCLK3 4.40E-80] -0.587449] 0.555743 0.005 0.1771 1.39E-75
AC254813.1 | 1.77E-87| -0.587198| 0.555883 0.02 0.248| 5.59E-83
LRP1 1.76E-96| -0.586141| 0.55647 0.979 0.993| b5.54E-92
BMP2 2.01E-15] -0.585375] 0.556897 0.232 0.327| 6.33E-11
DENNDb5A 7.69E-75] -0.585097| 0.557052 0.825 0.952| 2.43E-70
SMCO4 1.71E-51] -0.58475| 0.557245 0.178 0.442| b5.38E-47
ATP1A1l 2.66E-116] -0.584683| 0.557282 0.989 1] 8.39E-112
ADAMTS7 3.89E-50] -0.584245| 0.557526 0.238 0.504| 1.23E-45
ULBP2 2.96E-39| -0.58169| 0.558953 0.444 0.669| 9.33E-35
SIM2 6.06E-56] -0.581479] 0.559071 0.05 0.224] 1.91E-51
AGPAT4A 1.42E-37| -0.58089 0.5594 0.32 0.541| 4.47E-33
ZNF121 1.04E-49] -0.579934| 0.559935 0.581 0.743] 3.28E-45
LAMC1 1.21E-134| -0.579495| 0.560181 1 1| 3.83E-130
BCL10 3.15E-73] -0.578993| 0.560462 0.844 0.951] 9.93E-69
SCN3A 8.48E-35| -0.577909| 0.56107 0.021 0.107| 2.67E-30




SLC4A7 6.24E-55| -0.577697| 0.56119 0.723 0.879] 1.97E-50
ABL1 5.63E-61| -0.576852] 0.561664 0.68 0.861| 1.78E-56
FLNC 1.79E-65] -0.576495| 0.561864 0.997 0.996] b5.63E-61
MIR22HG 6.42E-53| -0.575914] 0.562191 0.657 0.859| 2.03E-48
SPARC 7.42E-215] -0.574594] 0.562934 1 1| 2.34E-210
EGF 3.75E-30] -0.574488| 0.562993 0.098 0.258| 1.18E-25
HSPA9S 2.38E-158] -0.572943| 0.563864 0.998 1| 7.51E-154
LUM 5.70E-49| -0.57287] 0.563905 0.974 0.992| 1.80E-44
SMIM14 5.19E-84| -0.572713] 0.563993 0.934 0.99] 1.64E-79
SFPQ 2.05E-150] -0.572163] 0.564304 1 1| 6.46E-146
RCAN1 6.61E-20] -0.571892| 0.564456 0.825 0.885| 2.09E-15
TBC1D10A 1.45E-33| -0.57188| 0.564463 0.331 0.534| 4.57E-29
MANBA 4.73E-39] -0.570953| 0.564987 0.292 0.514| 1.49E-34
DUSP5 4.20E-37[ -0.569831| 0.565621 0.533 0.735| 1.33E-32
MAPILC3B |4.12E-108| -0.567937| 0.566693 0.986 1 1.30E-103
STARD4 2.40E-38| -0.567643] 0.56686 0.681 0.82] 7.57E-34
PAWR 1.68E-85] -0.566919| 0.56727 0.958 0.994| 5.29E-81
EYA4 7.65E-50] -0.565931| 0.567831 0.023 0.179| 2.41E-45
GADD45A 5.62E-61] -0.565691| 0.567967 0.96 0.992| 1.77E-56
HEPH 3.07E-34] -0.565652| 0.56799 0.076 0.236] 9.68E-30
ENO2 8.53E-42| -0.565512| 0.568069 0.405 0.645| 2.69E-37
CA13 2.14E-50] -0.56498] 0.568372 0.063 0.257| 6.74E-46
RBAK 8.76E-35| -0.564452| 0.568672 0.327 0.538| 2.76E-30
FUT11 3.37E-56] -0.564418] 0.568691 0.567 0.788| 1.06E-51
SLC35G2 4.01E-36] -0.564407| 0.568697 0.491 0.659| 1.27E-31
ZC3H12A 2.57E-32] -0.563747| 0.569073 0.239 0.439| 8.11E-28
ITPR1 2.00E-46] -0.563744] 0.569074 0.121 0.288| 6.31E-42
BCL7A 1.08E-28| -0.562914| 0.569547 0.233 0.399| 3.40E-24
IRAK2 6.90E-38| -0.562725] 0.569654 0.092 0.278| 2.18E-33
LINC02381 4.29E-56( -0.562129] 0.569994 0.105 0.354] 1.35E-51
PLAU 3.93E-19] -0.561869| 0.570142 0.658 0.736] 1.24E-14
TBPL1 7.32E-40] -0.560911| 0.570689 0.584 0.747| 2.31E-35
SPRED?2 6.30E-34] -0.56036| 0.571003 0.506 0.686| 1.99E-29
FAR1 3.46E-63| -0.560184] 0.571104 0.745 0.894| 1.09E-58
DCBLD2 9.50E-88| -0.559906| 0.571263 0.998 1 3.00E-83
SENP5 4.23E-60[ -0.559905| 0.571263 0.808 0.899] 1.33E-55
TPI1 5.67E-280] -0.559282| 0.571619 1 1| 1.79E-275
FURIN 1.36E-68| -0.558288| 0.572188 0.763 0.934] 4.30E-64
PHLDB1 5.84E-54] -0.558018| 0.572342 0.885 0.9 1.84E-49
RCOR1 2.68E-50] -0.556514] 0.573204 0.635 0.811| 8.44E-46




LMO2 3.87E-71] -0.55636] 0.573292 0.003 0.15] 1.22E-66
GAS1 3.66E-14] -0.556248] 0.573356 0.165 0.279] 1.15E-09
FNDC4 1.99E-38] -0.555675| 0.573685 0.252 0.484] 6.27E-34
ZNF212 6.80E-33| -0.555602]| 0.573727 0.186 0.391] 2.14E-28
STX3 2.53E-24] -0.555491| 0.573791 0.32 0.477 T7.99E-20
FAM3C 3.81E-74] -0.555479| 0.573797 0.873 0.971| 1.20E-69
NBPF26 1.51E-112| -0.555031| 0.574054 0.866 0.956| 4.76E-108
PTGERZ 2.88E-33| -0.554649] 0.574274 0.285 0.505] 9.10E-29
VPS37B 4.02E-53| -0.554175| 0.574546 0.604 0.791] 1.27E-48
GPI 1.78E-104| -0.553982| 0.574657 0.996 1| 5.61E-100
RRN3 2.35E-56] -0.553801| 0.574761 0.664 0.86( 7.40E-52
AC016588.2 | 2.15E-36| -0.553363| 0.575013 0.196 0.4 6.78E-32
GAN 2.14E-28] -0.552729] 0.575378 0.47 0.601| 6.73E-24
EBLN3P 1.13E-57| -0.552327| 0.575609 0.798 0.915] 3.58E-53
SMILR 6.78E-101] -0.552309| 0.575619 0.01 0.24] 2.14E-96
LMNA 3.53E-244] -0.552167| 0.575701 1 1 1.11E-239
GALNT18 1.71E-40] -0.552159| 0.575706 0.045 0.205| b5.38E-36
HSPG2 3.48E-74] -0.551993| 0.575801 0.909 0.975] 1.10E-69
BMPER 1.40E-31| -0.551529( 0.576068 0.223 0.428| 4.41E-27
ALDOA 0| -0.551165] 0.576278 1 1 0
ABTB2 4.05E-33 -0.550986] 0.576381 0.136 0.321] 1.28E-28
PIM1 1.23E-22| -0.550566( 0.576623 0.411 0.553| 3.87E-18
ZNF395 9.99E-39| -0.550424] 0.576705 0.411 0.634| 3.15E-34
MAMLD1 1.51E-29] -0.550405| 0.576716 0.106 0.266| 4.75E-25
RHOB 2.91E-51] -0.550361| 0.576742 0.99 0.996| 9.17E-47
LINC01133 |3.55E-105( -0.549275| 0.577368 0.044 0.344| 1.12E-100
DISP2 6.94E-53] -0.549105| 0.577467 0.284 0.446| 2.19E-48
DLX2 4.01E-24| -0.547982| 0.578116 0.125 0.266| 1.26E-19
PDCD4 1.14E-49| -0.54698| 0.578695 0.611 0.808| 3.61E-45
SMURF1 3.90E-36] -0.546957] 0.578708 0.422 0.635| 1.23E-31
MAP3K8 1.98E-26] -0.545806| 0.579375 0.249 0.436| 6.23E-22
TAGLN?2 1.01E-168| -0.545485] 0.579561 1 1| 3.18E-164
PPAN 2.09E-48] -0.545329| 0.579651 0.373 0.64( 6.58E-44
ADAMTS12 | 3.25E-27| -0.544743] 0.579991 0.245 0.427| 1.02E-22
GTF3C4 3.38E-50] -0.544231] 0.580288 0.7 0.853] 1.07E-45
CTSz 9.76E-91| -0.544188] 0.580313 0.953 0.996| 3.08E-86
SYNDIG1 2.75E-81| -0.544001] 0.580421 0.005 0.18] 8.67E-77
CDK17 4.64E-41] -0.543901| 0.58048 0.505 0.712| 1.46E-36
PKDCC 1.57E-40| -0.543533| 0.580693 0.068 0.247] 4.96E-36
BPNT2 1.87E-92| -0.543457| 0.580737 0.982 0.998| 5.90E-88




KAZALD1 7.50E-30] -0.542542] 0.581269 0.164 0.325| 2.37E-25
WSB1 7.13E-68| -0.542353] 0.581379 0.974 0.993| 2.25E-63
CD276 1.05E-77] -0.542229| 0.581451 0.943 0.987| 3.32E-73
SESTD1 2.87E-46] -0.542053] 0.581553 0.429 0.694| 9.06E-42
PLCXD1 4.11E-30| -0.541736| 0.581737 0.431 0.567| 1.30E-25
AC093512.2 0l -0.54173] 0.581741 1 1 0
CCL26 9.83E-30[ -0.540718| 0.58233 0.122 0.267| 3.10E-25
PAX9 1.41E-61| -0.538928| 0.583374 0.007 0.152| 4.45E-57
ARL4D 1.13E-22| -0.538199( 0.583798 0.383 0.514] 3.55E-18
NRXN2 2.96E-81| -0.538069| 0.583875 0.023 0.245| 9.34E-77
RABI1FIP1 | 5.10E-27| -0.538065| 0.583877 0.289 0.453| 1.61E-22
BYSL 3.50E-43] -0.537065| 0.584461 0.592 0.781| 1.10E-38
STK32B 1.03E-53| -0.537064| 0.584462 0.034 0.216| 3.25E-49
ARSB 1.04E-45( -0.536572| 0.584749 0.549 0.752| 3.29E-41
YRDC 1.87E-51| -0.535598( 0.585319 0.536 0.79] 5.91E-47
FSTL1 1.99E-241| -0.535294| 0.585497 1 1| 6.28E-237
PIGT 5.35E-69| -0.53513] 0.585593 0.935 0.977] 1.69E-64
LMLN 2.711E-33] -0.535041| 0.585645 0.378 0.571] 8.54E-29
PRKAB?2 3.03E-44] -0.534781] 0.585798 0.643 0.826] 9.56E-40
CLSTN1 1.21E-84| -0.534389| 0.586027 0.93 0.989] 3.81E-80
C2orf27A 1.12E-36| -0.533486( 0.586557 0.376 0.601| 3.52E-32
PSAP 7.90E-138] -0.533382| 0.586617 1 1| 2.49E-133
MUC1 3.23E-40| -0.532717] 0.587008 0.072 0.249] 1.02E-35
TSPAN18 2.52E-40| -0.532196] 0.587314 0.02 0.147| 7.95E-36
CSRNP1 4.69E-30| -0.532136| 0.587349 0.536 0.669| 1.48E-25
COQ10B 6.26E-63| -0.531707] 0.587601 0.798 0.923| 1.97E-58
STIP1 1.83E-96[ -0.531052| 0.587986 0.994 0.999| b5.78E-92
PTBP2 7.29E-36] -0.530503] 0.588309 0.278 0.494] 2.30E-31
ITGAT 2.89E-42| -0.530305]| 0.588425 0.026 0.163] 9.12E-38
FHL3 7.24E-40] -0.530296] 0.588431 0.502 0.698| 2.28E-35
SERPINH1 [1.10E-175] -0.52983| 0.588705 1 1| 3.47E-171
CDO1 6.17E-42] -0.529699| 0.588782 0.022 0.157| 1.95E-37
ELOA 1.23E-61| -0.528737| 0.589349 0.868 0.94| 3.87E-57
ZNF317 7.76E-32| -0.52867| 0.589388 0.356 0.536| 2.45E-27
CSNK1G3 1.09E-52| -0.527643| 0.589994 0.757 0.89] 3.45E-48
TRABD?2B 5.32E-90| -0.527237] 0.590234 0 0.163] 1.68E-85
EXOC8 1.30E-28] -0.527138| 0.590292 0.325 0.484| 4.11E-24
LINC01128 2.41E-29] -0.527136| 0.590293 0.237 0.428| T7.61E-25
TNS1 3.32E-59] -0.527044] 0.590348 0.907 0.964| 1.05E-54
CXCL16 1.56E-47[ -0.526689| 0.590557 0.039 0.192| 4.92E-43




GDF5 1.30E-26] -0.52668| 0.590563 0.065 0.191] 4.11E-22
AL118506.1 | 1.35E-43| -0.524473] 0.591867 0.105 0.311| 4.24E-39
ARRDCA4 3.4TE-43] -0.521777] 0.593465 0.101 0.311] 1.09E-38
CHD1 2.14E-41] -0.521763] 0.593474 0.722 0.869| 6.77E-37
LENGS8 7.29E-48] -0.521367] 0.593708 0.604 0.789| 2.30E-43
GBP3 1.07E-29( -0.521289] 0.593754 0.373 0.582| 3.39E-25
ZNF267 2.36E-39] -0.521118] 0.593856 0.229 0.471| 7.43E-35
BAALC 2.48E-75] -0.520283] 0.594352 0.216 0.56] 7.81E-71
PPP1R15A 1.14E-41| -0.52025( 0.594372 0.973 0.992| 3.59E-37
ALDH1B1 2.81E-30] -0.520245] 0.594375 0.606 0.753| 8.86E-26
USP12 4.35E-42| -0.519788| 0.594647 0.613 0.797| 1.37E-37
WDR45B 5.69E-58] -0.519328| 0.59492 0.821 0.893| 1.79E-53
EFNB1 1.19E-32| -0.519306| 0.594933 0.173 0.365| 3.76E-28
EVI5 9.40E-59] -0.518907| 0.595171 0.822 0.947| 2.96E-54
NBPF9 1.34E-94| -0.517887| 0.595778 0.912 0.98] 4.22E-90
SLC16A3 3.26E-86] -0.517758] 0.595855 0.996 0.999] 1.03E-81
SNHG15 1.59E-52] -0.517079| 0.59626 0.493 0.761] 5.03E-48
EOLA2 2.28E-40] -0.515853| 0.596991 0.557 0.735| 7.18E-36
RABGGTB 1.68E-63| -0.515829( 0.597005 0.899 0.968| b5.31E-59
CDC42EP2 3.18E-36] -0.515829| 0.597006 0.43 0.616] 1.00E-31
CSGALNACT| 2.62E-40] -0.515664| 0.597104 0.594 0.796| 8.25E-36
CEPS85L 1.36E-37| -0.515598| 0.597143 0.382 0.615| 4.29E-33
SLC25A32 1.53E-58] -0.515264| 0.597343 0.79 0.918| 4.81E-54
RFX3 1.51E-30] -0.515103| 0.597439 0.104 0.275| 4.75E-26
CREB3L1 2.89E-81] -0.515014| 0.597492 0.994 0.998| 9.12E-77
LZTFL1 1.01E-30| -0.514025| 0.598083 0.409 0.598| 3.19E-26
ARHGAPS 2.23E-64] -0.514004| 0.598096 0.934 0.984| 7.04E-60
ENO1 3.31E-224] -0.513579| 0.59835 1 1 1.04E-219
OGA 9.62E-61| -0.513385]| 0.598466 0.917 0.978| 3.03E-56
RNF122 1.45E-49] -0.513095| 0.59864 0.068 0.246| 4.58E-45
TRAF3IP2 3.91E-30] -0.512491] 0.599002 0.589 0.722] 1.23E-25
KCNMA1 1.45E-137| -0.512362| 0.599079 0.359 0.841| 4.58E-133
FOXF2 8.12E-27| -0.512144] 0.599209 0.097 0.251| 2.56E-22
PRR7 4.79E-40( -0.511779] 0.599428 0.214 0.445] 1.51E-35
SIDT2 2.53E-38] -0.510547]| 0.600167 0.575 0.758| 7.97E-34
CREB3L2 2.18E-63| -0.50981] 0.60061 0.955 0.989| 6.88E-59
SOBP 5.76E-54| -0.509204] 0.600974 0.037 0.223] 1.82E-49
TGFB1 5.68E-85] -0.508826| 0.601201 0.939 0.993] 1.79E-80
CD59 1.13E-174| -0.508523| 0.601383 1 1| 3.55E-170
CD74 8.52E-34| -0.508352| 0.601486 0.042 0.181| 2.69E-29




EREG 1.20E-22| -0.507959( 0.601723 0.08 0.151] 3.78E-18
THY1 1.39E-130( -0.507158] 0.602204 0.713 0.986| 4.39E-126
EIF3B 9.75E-88| -0.506375]| 0.602676 0.988 0.999| 3.07E-83
CTDP1 2.40E-34| -0.506104] 0.60284 0.376 0.585| 7.58E-30
RUNDC1 4.95E-32| -0.505397| 0.603266 0.516 0.651| 1.56E-27
SPRY4 3.26E-37] -0.505273| 0.603341 0.526 0.739( 1.03E-32
ETF1 7.95E-111] -0.505215| 0.603376 0.997 1| 2.51E-106
AC112220.2 | 9.46E-28| -0.504645| 0.60372 0.267 0.451] 2.98E-23
BMPR2 2.64E-63| -0.504465] 0.603828 0.983 0.998| 8.32E-59
ENDOD1 5.70E-36] -0.503965| 0.60413 0.62 0.802] 1.80E-31
RELB 3.08E-31] -0.503787]| 0.604238 0.174 0.337| 9.72E-27
CNN1 2.60E-23] -0.503246| 0.604565 0.702 0.701| 8.20E-19
KIAA0895 4.76E-64| -0.503012| 0.604707 0.017 0.193| 1.50E-59
FAM20C 2.15E-37] -0.502968| 0.604733 0.69 0.86] 8.67E-33
GOLGB1 2.42E-65] -0.502643] 0.60493 0.917 0.983| 7.64E-61
DPH2 7.47E-29 -0.5026| 0.604956 0.321 0.514] 2.36E-24
TOM1 5.21E-43] -0.502539] 0.604993 0.615 0.787] 1.64E-38
LRRFIP1 2.70E-68] -0.502508| 0.605012 1 0.999| &8.50E-64
RDH8 1.88E-63| -0.501367| 0.605702 0.006 0.149] 5.92E-59
PTK2B 1.86E-35[ -0.501195| 0.605806 0.075 0.222] 5.86E-31
C150rf39 2.02E-27] -0.50108] 0.605876 0.329 0.522| 6.37E-23
UBEZ20 1.07E-31| -0.500991 0.60593 0.45 0.6 3.37E-27
PFKL 1.31E-55] -0.500099| 0.606471 0.843 0.944] 4.12E-51
LTBP3 2.36E-56| -0.50007] 0.606488 0.741 0.904| 7.46E-52
PGAM1 1.48E-210( -0.500038| 0.606507 1 1| 4.67E-206
PTPN3 8.24E-47] -0.500006| 0.606527 0.085 0.237| 2.60E-42
EMP2 6.49E-46] -0.499945] 0.606564 0.77 0.923| 2.05E-41
ARHGAP31 | 2.48E-31| -0.499403| 0.606893 0.55 0.694| 7.83E-27
GAREM1 3.61E-41| -0.499314| 0.606947 0.029 0.174] 1.14E-36
SEPTING 6.21E-35] -0.49858] 0.607393 0.278 0.512] 1.96E-30
MBNL2 7.17E-55] -0.497415 0.6081 0.951 0.984| 2.26E-50
NGEF 3.24E-45] -0.497384| 0.60812 0.048 0.224| 1.02E-40
JMJD1C 1.60E-21[ -0.49725| 0.608201 0.773 0.86( b5.06E-17
FAM126A 8.75E-64 -0.497093| 0.608296 0.934 0.988| 2.76E-59
SYNJ2 4.92E-60[ -0.495277| 0.609402 0.858 0.965| 1.55E-55
NDN 3.73E-46] -0.494725] 0.609738 0.387 0.67] 1.18E-41
FADS3 8.68E-46[ -0.494472| 0.609893 0.778 0.899| 2.74E-41
NOCT 4.49E-34] -0.493841| 0.610278 0.2 0.365| 1.42E-29
FGFR2 7.11E-42] -0.49327| 0.610626 0.165 0.324| 2.24E-37
MBOAT?2 5.11E-47] -0.492821| 0.610901 0.9 0.963 1.61E-42




PROCR 9.32E-31| -0.492379| 0.61117 0.543 0.718| 2.94E-26
IKZF5 9.56E-28] -0.492196] 0.611283 0.344 0.544] 3.01E-23
SEMA3C 4.84E-38| -0.491884| 0.611474 0.889 0.956] 1.53E-33
MORC4 1.05E-33] -0.491734| 0.611565 0.678 0.773] 3.31E-29
JUND 5.55E-49] -0.491284] 0.61184 0.96 0.966| 1.75E-44
PERZ2 7.64E-26] -0.491213] 0.611884 0.284 0.464| 2.41E-21
ZNF587B 1.01E-34| -0.490926( 0.612059 0.123 0.303| 3.18E-30
SLC35E1 1.96E-50| -0.490915( 0.612066 0.872 0.959| 6.19E-46
PDZD8 9.65E-52| -0.490772] 0.612154 0.847 0.936| 3.04E-47
TNK2 6.85E-35] -0.490721| 0.612185 0.287 0.434] 2.16E-30
MYO10 6.13E-45 -0.4901| 0.612565 0.987 0.994| 1.93E-40
NOP53 1.98E-74| -0.489638| 0.612848 0.943 0.987| 6.23E-70
UGCG 6.46E-57| -0.48959] 0.612878 0.943 0.99( 2.04E-52
ZEB2 8.57E-37| -0.48943| 0.612976 0.742 0.865( 2.70E-32
RTL6 5.08E-29] -0.489332| 0.613036 0.464 0.659] 1.60E-24
NRP2 1.07E-48] -0.488931| 0.613282 0.884 0.962| 3.37E-44
FLRT3 3.35E-40] -0.488915]| 0.613292 0.023 0.155] 1.06E-35
MN1 8.53E-50] -0.488794| 0.613366 0.033 0.201] 2.69E-45
LMO4 8.52E-38| -0.488746]| 0.613395 0.922 0.974] 2.69E-33
AC099066.2 | 2.63E-57| -0.488577| 0.613499 0.035 0.227| 8.30E-53
BIN3 5.99E-28] -0.488322| 0.613655 0.583 0.687| 1.89E-23
SLC25A4 1.06E-30| -0.488289( 0.613675 0.535 0.698| 3.33E-26
COBLL1 5.06E-26] -0.488216] 0.61372 0.217 0.391] 1.60E-21
DGKI 1.30E-43] -0.487629| 0.614081 0.353 0.625| 4.09E-39
AP000944.5 | 1.46E-33| -0.487516| 0.61415 0.449 0.622| 4.60E-29
CDK6 7.83E-47] -0.487463| 0.614182 0.943 0.982| 2.47TE-42
ZNF668 1.24E-30[ -0.487338| 0.61426 0.346 0.537] 3.90E-26
PLBD2 5.73E-38| -0.487166| 0.614365 0.619 0.777] 1.81E-33
ESYT2 2.13E-58] -0.486941| 0.614503 0.889 0.958| 6.73E-54
EXT2 5.72E-70] -0.486878| 0.614542 0.968 0.996] 1.81E-65
TXNLAB 1.34E-29] -0.486758| 0.614616 0.369 0.556| 4.23E-25
SIRPA 2.02E-37] -0.486638| 0.614689 0.484 0.697| 6.36E-33
BEND5 1.26E-81| -0.486025| 0.615066 0.001 0.159] 3.98E-77
ECH1 1.16E-42| -0.485856( 0.61517 0.624 0.831| 3.66E-38
ULK4 3.63E-32| -0.485379] 0.615464 0.091 0.258| 1.14E-27
TRO 1.20E-27| -0.484914 0.61575 0.073 0.216] 3.79E-23
ASAP?2 2.96E-39] -0.484726] 0.615866 0.764 0.833] 9.35E-35
UBE2H 8.59E-64| -0.484542| 0.615979 0.954 0.993| 2.71E-59
POFUT?2 5.55E-44] -0.484152| 0.616219 0.686 0.85] 1.75E-39
PLAC9 1.26E-84( -0.483794| 0.61644 0.096 0.41] 3.96E-80




SLC30A7 5.38E-57| -0.483697 0.6165 0.895 0.974] 1.70E-52
KDM2A 4.84E-46| -0.483449] 0.616653 0.872 0.944] 1.53E-41
RBM27 1.23E-43] -0.482461| 0.617263 0.809 0.918] 3.89E-39
SCAND2P 1.89E-27] -0.482041| 0.617522 0.222 0.379] 5.95E-23
MAK16 1.89E-32| -0.481545( 0.617828 0.635 0.788| 5.95E-28
PPP2CB 1.26E-83| -0.481144| 0.618076 0.996 1] 3.97E-79
AC015922.3 | 3.11E-36] -0.481046| 0.618137 0.121 0.317| 9.80E-32

3.65E-98| -0.480871| 0.618244 1 1 1.15E-93
DUSP4 3.22E-22| -0.480733] 0.61833 0.067 0.183] 1.02E-17
RBM12 3.69E-48] -0.480263] 0.618621 0.839 0.927] 1.16E-43
GALNT10 3.63E-60] -0.479749| 0.618939 0.958 0.995| 1.14E-55
RLIM 4.00E-42| -0.479143] 0.619314 0.745 0.875| 1.26E-37
B4GALTH 2.05E-38] -0.47803| 0.620003 0.6 0.783| 6.46E-34
ACLY 3.93E-95] -0.477522| 0.620319 0.999 0.999| 1.24E-90
ABHD17B 1.81E-23| -0.47703| 0.620624 0.364 0.528| b5.71E-19
PDEADIP 3.49E-54| -0.476853] 0.620734 0.861 0.959] 1.10E-49
FKBP10 3.44E-89] -0.476348] 0.621047 0.998 1| 1.09E-84
ERO1A 3.70E-51] -0.475883| 0.621336 0.913 0.97( 1.17E-46
C20rf88 2.13E-36] -0.475624| 0.621497 0.029 0.156| 6.73E-32
NCF2 1.49E-50( -0.475037| 0.621862 0.011 0.147| 4.69E-46
BRPF1 4.28E-26( -0.474331| 0.622301 0.319 0.502] 1.35E-21
IVNS1ABP 3.78E-33| -0.473016| 0.62312 0.607 0.783] 1.19E-28
TESK1 1.40E-28] -0.473007| 0.623126 0.449 0.6 4.42E-24
MFHAS1 2.53E-24] -0.472848] 0.623225 0.33 0.511] 7.98E-20
HLA-L 1.62E-48| -0.472844( 0.623227 0.039 0.205| 5.12E-44
HOXC10 8.11E-82| -0.472367| 0.623525 0.172 0.507| 2.56E-77
GLIPR1 9.02E-82] -0.471404| 0.624126 0.999 1| 2.85E-77
TMEM185B | 1.60E-33| -0.470487] 0.624698 0.626 0.8] 5.04E-29
EPHA3 1.53E-32 -0.4704| 0.624752 0.022 0.134] 4.81E-28
KLHL28 1.88E-23] -0.469757| 0.625154 0.393 0.558| 5.92E-19
KHDC4 1.31E-26] -0.469368| 0.625397 0.484 0.635| 4.12E-22
MTCO1P12 0] -0.469113] 0.625557 1 1 0
CTSA 3.13E-71] -0.469057| 0.625592 0.972 0.998| 9.87E-67
LINC01018 2.92E-51| -0.467971| 0.626272 0.025 0.169| 9.21E-47
PAHAL 2.82E-66| -0.467242] 0.626728 0.985 0.996( 8.90E-62
FBXW7 1.10E-32| -0.466851| 0.626974 0.522 0.722] 3.46E-28
DNMBP 6.59E-27] -0.46645] 0.627225 0.618 0.739] 2.08E-22
ZPR1 2.02E-48] -0.465323| 0.627932 0.788 0.914| 6.39E-44
ZNF597 1.13E-27| -0.463648| 0.628985 0.11 0.271| 3.56E-23
DSG2 5.74E-31] -0.463219| 0.629255 0.05 0.173| 1.81E-26




HSPD1P1 2.25E-88] -0.462603]| 0.629643 0.291 0.608| 7.11E-84
MFAP3L 6.70E-34| -0.462126] 0.629943 0.052 0.197] 2.11E-29
PABPC1 6.08E-259] -0.461258| 0.63049 1 1| 1.92E-254
RAP2A 2.51E-38| -0.461181] 0.630538 0.723 0.861| 7.91E-34
NOP58 1.96E-54] -0.460939| 0.630691 0.916 0.978] 6.18E-50
GPR161 3.03E-23] -0.460837| 0.630755 0.534 0.675] 9.56E-19
IFFO2 8.56E-19| -0.46014| 0.631195 0.269 0.406| 2.70E-14
DBNDD2 1.22E-33| -0.459302| 0.631725 0.543 0.727] 3.86E-29
STEAP1 1.40E-36| -0.458513| 0.632223 0.349 0.601| 4.43E-32
RAB35 1.93E-38] -0.458077| 0.632499 0.746 0.856] 6.09E-34
TMEMS8TA 5.27E-58] -0.457948] 0.63258 0.944 0.981] 1.66E-53
AHI1 5.84E-26] -0.457048| 0.63315 0.53 0.693| 1.84E-21
PURB 1.79E-54 -0.456826| 0.633291 0.951 0.986] b5.65E-50
AL021155.4 | 3.78E-31| -0.456588| 0.633441 0.093 0.249| 1.19E-26
RBM14 5.63E-36] -0.456537| 0.633474 0.681 0.825| 1.78E-31
SLC2A5 9.36E-35| -0.456347]| 0.633594 0.121 0.228| 2.95E-30
AGFG1 1.81E-54] -0.456286| 0.633632 0.853 0.969| b5.72E-50
RAB1A 2.47E-124] -0.456239| 0.633663 1 1| 7.80E-120
AGPATS 6.27E-28] -0.456101| 0.63375 0.52 0.71( 1.98E-23
TRIM61 5.47E-31] -0.455895] 0.63388 0.091 0.253] 1.73E-26
IL17RA 1.54E-25| -0.455066( 0.634406 0.501 0.658| 4.86E-21
RUNX3 1.32E-22| -0.454395( 0.634832 0.121 0.27| 4.16E-18
SLC4A4 4.40E-25( -0.454394| 0.634833 0.525 0.7] 1.39E-20
GPT2 1.20E-23] -0.454303| 0.63489 0.426 0.583| 3.79E-19
GSTT2 1.60E-36| -0.453787| 0.635218 0.223 0.451| 5.04E-32
METRNL 2.22E-53] -0.453085| 0.635664 0.757 0.916| 7.01E-49
TMF1 2.67E-60] -0.452893| 0.635786 0.961 0.998| &8.41E-56
SIK1 6.03E-37| -0.452423] 0.636085 0.119 0.314] 1.90E-32
EPHA4 3.08E-28] -0.452243] 0.636199 0.226 0.43] 9.71E-24
SMCR8 1.75E-26] -0.451768| 0.636502 0.507 0.646| b5.51E-22
ZNF622 5.19E-37| -0.45128] 0.636812 0.743 0.865| 1.64E-32
SPTLC3 6.66E-30] -0.450441| 0.637347 0.145 0.285| 2.10E-25
TMC7 4.72E-30] -0.450019| 0.637616 0.122 0.237| 1.49E-25
OTULIN 2.18E-22| -0.449993| 0.637633 0.388 0.544| 6.88E-18
SMAP2 2.33E-28] -0.449565] 0.637905 0.611 0.766| 7.35E-24
KCNC4 4.90E-22| -0.449385| 0.63802 0.187 0.337| 1.55E-17
MTF1 8.82E-29| -0.448677| 0.638472 0.567 0.71) 2.78E-24
CFB 1.74E-32| -0.448498| 0.638587 0.037 0.164| 5.48E-28
FZD8 2.86E-32] -0.448279| 0.638727 0.23 0.451| 9.03E-28
HSPA4 9.04E-82] -0.447961| 0.638929 1 1| 2.85E-77




ABCAS 1.13E-35| -0.447525( 0.639208 0.059 0.21] 3.56E-31
TUB 4.04E-23| -0.446947| 0.639578 0.102 0.242] 1.28E-18
SLC22A23 4.65E-33| -0.446146] 0.64009 0.05 0.192] 1.47E-28
PDXDC1 3.06E-39] -0.446046] 0.640155 0.81 0.898| 9.67E-35
Clorfb2 1.15E-40| -0.445865( 0.64027 0.776 0.893| 3.63E-36
PPP1R10 4.60E-20]| -0.445644| 0.640412 0.673 0.73[ 1.45E-15
TMEM189 9.17E-36| -0.445474] 0.640521 0.781 0.884] 2.89E-31
LINC02693 5.31E-24| -0.445442] 0.640541 0.389 0.566| 1.68E-19
PPAT 4.11E-32| -0.444809| 0.640947 0.539 0.752] 1.30E-27
MOCS1 5.17E-22| -0.444119] 0.641389 0.144 0.297] 1.63E-17
CALB2 3.06E-33] -0.443923| 0.641515 0.044 0.186| 9.66E-29
SVEP1 1.39E-21| -0.443871| 0.641548 0.13 0.278| 4.38E-17
MMP240S 6.66E-59] -0.443825] 0.641578 0.909 0.972| 2.10E-54
MACROH2AZ 1.04E-40( -0.443598| 0.641723 0.148 0.375| 3.28E-36
FRS2 3.52E-30] -0.442819| 0.642223 0.635 0.769] 1.11E-25
KPNA4 4.38E-65( -0.442209| 0.642615 0.986 0.996] 1.38E-60
SERTAD1 4.70E-22| -0.44069| 0.643592 0.786 0.835| 1.48E-17
DSE 1.17E-62| -0.439726( 0.644213 0.956 0.992| 3.69E-58
COL11A1 8.83E-10] -0.439256| 0.644516 0.075 0.151| 2.78E-05
PITPNB 4.64E-52| -0.438964| 0.644704 0.967 0.989| 1.46E-47
FAM102A 1.71E-21| -0.438475( 0.645019 0.462 0.619| b5.39E-17
ZNF791 6.74E-31| -0.437238] 0.645817 0.633 0.755| 2.13E-26
MSX2 1.45E-72] -0.437128| 0.645889 0.001 0.144] 4.57E-68
CSTA 4.31E-114] -0.437071] 0.645925 0.003 0.228] 1.36E-109
PMM?2 1.65E-43| -0.437071| 0.645926 0.808 0.909| b5.22E-39
PCSK5 2.39E-30] -0.436643| 0.646202 0.079 0.225| 7.53E-26
IFNGR1 6.06E-31| -0.436562| 0.646254 0.628 0.781| 1.91E-26
BZW?2 1.75E-52| -0.43649( 0.646301 0.932 0.987| b5.53E-48
GRWD1 2.31E-25] -0.436446] 0.646329 0.611 0.717| 7.28E-21
CERT1 5.46E-29] -0.436085]| 0.646563 0.723 0.842| 1.72E-24
AC022167.2 | 2.00E-44| -0.435976] 0.646633 0.604 0.733] 6.30E-40
FAM168B 1.34E-42| -0.43558| 0.646889 0.842 0.917| 4.24E-38
KALRN 1.11E-25( -0.435339| 0.647045 0.113 0.263| 3.49E-21
MEX3C 4.53E-33| -0.435297| 0.647072 0.679 0.829] 1.43E-28
ANKRD29 2.04E-34| -0.435222] 0.647121 0.052 0.2| 6.42E-30
KCNQ5 6.92E-63| -0.43502| 0.647252 0.108 0.376] 2.18E-58
COL3A1l 2.32E-42| -0.434201| 0.647782 1 1| 7.32E-38
MARCHF3 1.56E-20| -0.434029( 0.647893 0.256 0.417| 4.91E-16
ZDHHC9 5.62E-24] -0.432683| 0.648766 0.556 0.716| 1.77E-19
AC004980.5 | 1.48E-62| -0.43218] 0.649092 0.048 0.258| 4.68E-58




SRPX 1.34E-27| -0.432171| 0.649098 0.598 0.769| 4.23E-23
AMMECRI1 7.30E-28] -0.431913] 0.649266 0.713 0.824| 2.30E-23
AC004980.1 | 1.14E-71| -0.43155] 0.649502 0.04 0.27| 3.60E-67
DIP2B 3.46E-21] -0.431106] 0.64979 0.437 0.576] 1.09E-16
PPIC 3.51E-55] -0.430314| 0.650305 0.924 0.982| 1.11E-50
AC005261.1 | 2.73E-27| -0.428444] 0.651522 0.518 0.691| 8.61E-23
LINC02436 9.42E-44] -0.428275] 0.651632 0.513 0.718| 2.97E-39
FO681492.1 | 1.32E-30| -0.427813| 0.651933 0.168 0.325| 4.16E-26
UBE2E? 2.01E-25] -0.427548] 0.652106 0.407 0.596| 6.34E-21
RAP1B 2.72E-105] -0.426806| 0.65259 1 1| 8.58E-101
TNFAIP8 2.91E-20] -0.426046| 0.653086 0.305 0.466| 9.19E-16
FAT1 4.76E-22| -0.425298| 0.653575 0.889 0.924| 1.50E-17
SYT15 7.78E-26] -0.425053| 0.653735 0.237 0.387| 2.45E-21
MOCS3 6.62E-22] -0.42453| 0.654077 0.354 0.514| 2.09E-17
AC012213.5 | 1.24E-52| -0.424258] 0.654255 0.615 0.794] 3.90E-48
EIF2AK3 4.27E-22| -0.424148] 0.654327 0.221 0.393| 1.35E-17
MED27 5.92E-28| -0.424119] 0.654346 0.705 0.806| 1.87E-23
TMEM165 7.65E-63] -0.424013| 0.654415 0.99 0.996| 2.41E-58
TRIM39 2.56E-23] -0.423638| 0.654661 0.194 0.357| 8.06E-19
HK1 1.80E-45( -0.423277| 0.654897 0.945 0.978| 5.69E-41
KDM6A 5.25E-22| -0.423274] 0.654899 0.488 0.64] 1.66E-17
LRRC8B 1.93E-27| -0.423261| 0.654908 0.081 0.206| ©6.10E-23
NUTM2B-AS| 3.48E-37| -0.423215| 0.654938 0.629 0.805| 1.10E-32
SMG1 1.01E-40] -0.422345] 0.655508 0.918 0.951] 3.18E-36
SLCO3A1 3.61E-27] -0.422332| 0.655516 0.229 0.428( 1.14E-22
PALM 7.90E-51] -0.421682| 0.655943 0.056 0.222| 2.49E-46
ICE1 2.16E-26] -0.421365| 0.656151 0.612 0.755( &.71E-22
SNIP1 1.01E-30|] -0.42098| 0.656403 0.536 0.725| 3.18E-26
ANKRDA42 9.96E-21| -0.420613] 0.656644 0.329 0.496| 3.14E-16
VGLL3 4.16E-29( -0.420531| 0.656698 0.979 0.984| 1.31E-24
ISG20L2 1.64E-30] -0.42045| 0.656751 0.66 0.761] b5.16E-26
RAB7B 3.99E-21] -0.420399| 0.656785 0.172 0.333| 1.26E-16
LARP4 9.90E-41] -0.42013| 0.656962 0.839 0.929] 3.12E-36
SNTA1 2.42E-19] -0.419755] 0.657208 0.248 0.387| 7.64E-15
LIMA1 1.62E-76| -0.419668| 0.657265 0.998 1 5.10E-72
RRBP1 2.56E-78] -0.418887| 0.657779 1 1| 8.07E-74
NMD3 9.32E-44] -0.418804| 0.657833 0.912 0.96] 2.94E-39
APCDD1L 1.97E-21| -0.41768| 0.658573 0.82 0.789| 6.21E-17
THBS3 9.31E-20] -0.417561| 0.658651 0.368 0.512| 2.94E-15
IDS 9.10E-49] -0.416705| 0.659215 0.927 0.971| 2.87E-44




PYCR1 8.72E-53| -0.416613| 0.659276 0.947 0.989| 2.75E-48
PLD3 1.54E-37| -0.416288( 0.65949 0.906 0.956| 4.86E-33
TRIM16 8.32E-19[ -0.415639| 0.659919 0.496 0.615| 2.63E-14
MED26 4.75E-23| -0.415396| 0.660079 0.198 0.369| 1.50E-18
SAR1A 5.96E-75] -0.415142| 0.660246 0.997 1] 1.88E-70
FLVCR1 4.85E-22| -0.415108| 0.660269 0.291 0.458| 1.53E-17
FARP2 1.82E-21| -0.414987( 0.660349 0.562 0.7 5.74E-17
GSTT2B 7.64E-37| -0.414954] 0.660371 0.211 0.44] 2.41E-32
SLC7A6 2.72E-26| -0.414806| 0.660468 0.527 0.689| 8.57E-22
INSR 1.01E-23] -0.414737| 0.660514 0.205 0.384| 3.17E-19
PNPLAZ 1.78E-35| -0.414152 0.6609 0.841 0.905| b5.61E-31
TSPYL5 5.85E-19] -0.413538| 0.661307 0.406 0.548| 1.84E-14
ACVR1 2.45E-25] -0.41331| 0.661457 0.73 0.832| 7.72E-21
ASPHD1 1.50E-37| -0.413161| 0.661556 0.103 0.294| 4.74E-33
GNL3 1.07E-48| -0.412853| 0.66176 0.973 0.995| 3.36E-44
ZNF644 1.32E-34] -0.412744| 0.661832 0.828 0.909| 4.16E-30
WDR36 7.49E-26] -0.412595] 0.66193 0.696 0.813] 2.36E-21
TIMP1 3.65E-58] -0.412594| 0.661931 1 1] 1.15E-53
MAPKAPK3 | 6.08E-24 -0.4119( 0.662391 0.447 0.627| 1.92E-19
ANXAS8L1 3.91E-50] -0.411602] 0.662588 0.054 0.248| 1.23E-45
ERN1 4.82E-21] -0.410852| 0.663085 0.203 0.354] 1.52E-16
AC244197.3 | 2.04E-47]| -0.410635| 0.663229 0.917 0.96| 6.42E-43
ATP6VOD1 7.32E-33| -0.410571] 0.663271 0.802 0.872| 2.31E-28
LINC00632 8.59E-28| -0.410248| 0.663486 0.663 0.794| 2.71E-23
PLAA 1.18E-28| -0.409827| 0.663765 0.812 0.868| 3.71E-24
OLFML1 4.39E-28] -0.40935| 0.664082 0.032 0.144| 1.38E-23
ZNF385A 9.47E-34] -0.409113| 0.664239 0.15 0.341| 2.99E-29
TMEM®64 8.38E-23| -0.407835]| 0.665089 0.391 0.573| 2.64E-18
SLCI1A1 8.13E-28| -0.407694| 0.665182 0.361 0.574] 2.57E-23
CPEB2 2.49E-19] -0.407629] 0.665226 0.51 0.649| 7.86E-15
RABGAP1L | 7.68E-16( -0.407563| 0.665269 0.447 0.506| 2.42E-11
AC099552.5 | 9.30E-35| -0.407278] 0.665459 0.026 0.152| 2.93E-30
RC3H1 3.25E-23] -0.406708| 0.665838 0.592 0.724| 1.03E-18
ODAPH 1.62E-20| -0.406303| 0.666108 0.039 0.107| 5.10E-16
AC099548.2 | 1.49E-56] -0.406069| 0.666264 0.027 0.203| 4.70E-52
AC068580.4 | 3.45E-52| -0.40606| 0.66627 0.154 0.398| 1.09E-47
TIAM2 1.00E-15] -0.405968| 0.666332 0.322 0.447| 3.16E-11
SIX4 8.40E-17| -0.405909| 0.666371 0.21 0.344( 2.65E-12
PDEIA 5.76E-19] -0.405836| 0.66642 0.122 0.257| 1.82E-14
SCAMP5S 5.44E-55] -0.405643] 0.666548 0.013 0.163| 1.71E-50




TCTA

1.79E-32

-0.405615

0.666567

0.724

0.867

5.65E-28

pct.1
pct.2

Percent of cells expressing in hAM-Muse cells

Percent of cells expressing in hBM-Muse cells




Supplementary Table. 2

Upregulated in the large subpopulation than in the small subpopulation

GeneSymbol [p-value avg_logFC |FC pct.1 pct.2 p_val_adj

KRT18 0] 3.0779793| 21.71448 0.995 0.622 0
IGF2 0] 2.9256935| 18.64715 0.986 0.327 0
RARRES?2 1E-296] 2.8296411| 16.93938 0.955 0.316] 3.29E-292
ALDH1A1 1.9E-161| 2.7369317| 15.43954 0.845 0.283] 6.32E-157
HTR2B 9.7E-264] 2.7064242| 14.97563 0.928 0.241| 3.2E-259
CHRM2 9.5E-293] 2.6863678| 14.67826 0.953 0.265| 3.13E-288
SRGN 0] 2.6279734| 13.84568 0.989 0.645 0
GULP1 0] 2.6057482| 13.54135 0.986 0.336 0
XIST 4.6E-301| 2.5620692| 12.96261 0.954 0.258| 1.5E-296
TGM2 0| 2.534813] 12.61407 1 0.782 0
NR2F2 0| 2.5174796] 12.39731 1 0.852 0
FOS 1.2298776]1 2.4279003] 11.33506 0.984 0.701]4.04642033
NR2F1 1E-225( 2.3900868| 10.91444 0.935 0.355| 3.37E-221
GLRX 0] 2.3667574| 10.66276 1 0.852 0
IRAG1 7.5E-204] 2.2935616] 9.910171 0.868 0.193] 2.48E-199
ADAMTS5 5.2E-136] 2.293552| 9.910076 0.908 0.538] 1.72E-131
PCDH10 4.9E-127| 2.293508| 9.90964 0.711 0.158| 1.61E-122
EDIL3 1E-162| 2.2378317] 9.372986 0.828 0.267| 3.43E-158
AC132217.2 | 4.5E-301| 2.2211834] 9.218233 0.943 0.2| 1.49E-296
ACTA2 1.9E-234] 2.176089| 8.811776 1 0.981] 6.24E-230
COL4A1 0] 2.1493644| 8.579403 1 0.926 0
RHOBTB3 0] 2.1156949] 8.295348 1 0.923 0
SCN9A 1.5E-190( 2.0972283| 8.143567 0.857 0.202| 4.85E-186
LRRC17 3.3E-134] 2.0910081] 8.093069 0.769 0.22| 1.07E-129
PDESA 4.8E-215] 2.0877355] 8.066627 0.892 0.232| 1.56E-210
OLR1 7.4E-150] 2.0590952| 7.838874 0.774 0.172| 2.42E-145
RGCC 9.69E-76| 2.0523513] 7.786187 0.569 0.162| 3.188E-71
GABARAPL1| 3.2E-221] 2.0506944| 7.773297 0.967 0.508| 1.04E-216
MMP11 3E-37| 2.0481765| 7.753749 0.392 0.137] 9.882E-33
GPRC5H5A 1.1E-208| 2.0269766( 7.591101 0.958 0.499| 3.51E-204
HOXD11 1.6E-231| 2.025756| 7.58184 0.854 0.09( 5.24E-227
SYTL5 1.1E-117| 2.0187535| 7.528934 0.635 0.1| 3.58E-113
TRHDE 4.6E-259( 1.9940501| 7.345223 0.961 0.362| 1.53E-254
ACTG2 3.05E-28] 1.9898156] 7.314185 0.316 0.128] 1.003E-23
MITF 1.1E-171] 1.944524| 6.990304 0.847 0.232] 3.63E-167
SYNPO?2 1.4E-149] 1.9035158( 6.709442 0.925 0.494| 4.45E-145
NUAK1 5.2E-209] 1.8983999]| 6.675205 0.949 0.434( 1.72E-204

187492e-3



FOXL2 4.3E-241| 1.897255] 6.667567 0.962 0.422]| 1.42E-236
PRICKLE1 5.5E-157] 1.8938488] 6.644894 0.751 0.128] 1.82E-152
ESAM 9.8E-116] 1.8673924] 6.471399 0.636 0.116] 3.22E-111
HOXD10 1.3E-264] 1.8662685| 6.46413 0.904 0.116] 4.35E-260
SOX4 1.4E-101| 1.8587511| 6.415719 0.87 0.536| 4.608E-97
REN 1.26E-32| 1.8473256| 6.342834 0.26 0.046( 4.137E-28
PPME1 5.8E-111| 1.8383348] 6.286062 0.971 0.835[ 1.9E-106
MGST1 0] 1.834441| 6.261633 1 0.624 0
FILIPIL 2.2E-245] 1.8291307| 6.22847 0.993 0.735] 7.14E-241
MEST 6.73E-87] 1.8253882] 6.205203 0.597 0.158] 2.215E-82
FOSB 1.4E-114] 1.8172998| 6.155216 0.793 0.346( 4.45E-110
ERAP2 4.2E-150] 1.7920946| 6.002011 0.804 0.255( 1.39E-145
COL4A2 0| 1.7813745] 5.938013 1 0.958 0
ARMC9 1.9E-205( 1.7808437| 5.934862 0.967 0.534( 6.28E-201
GBP4 1.5E-119| 1.758202| 5.801996 0.787 0.316] 4.83E-115
LMOD1 5E-119] 1.7440359( 5.720384 0.735 0.22| 1.64E-114
CALD1 0] 1.7301148] 5.641302 1 1 0
DIO2 1.75E-30] 1.6963455( 5.453979 0.294 0.086| 5.771E-26
OTULINL 4.3E-116] 1.6864131| 5.400076 0.696 0.19( 1.41E-111
TMTC1 8.78E-76]| 1.6725153] 5.325547 0.565 0.132| 2.887E-71
HLA-A 0] 1.6666232| 5.29426 1 1 0
FOXL2NB 3.4E-108] 1.6599527] 5.259062 0.693 0.19] 1.12E-103
TRBC?2 3.6E-101] 1.6536509] 5.226025 0.536 0.044] 1.198E-96
AMIGO?2 2.4E-152] 1.6501495] 5.207758 0.949 0.626| 7.77E-148
AR 1.6E-130] 1.6475305( 5.194137 0.721 0.148| 5.21E-126
RBP1 1.35E-83] 1.6352732| 5.130859 0.56 0.109| 4.439E-79
HAND?2 9.4E-138] 1.6009301| 4.957641 0.828 0.255] 3.08E-133
CDH2 1.2E-307| 1.5972449( 4.939405 0.998 0.715] 3.86E-303
PALLD 0] 1.584072| 4.874766 1 0.998 0
ARID5B 1.2E-263] 1.5816228| 4.862841 0.998 0.905| 4.07E-259
IGFBP5 2.06E-08] 1.56816212] 4.862833 0.484 0.473] 0.0006764
NCKAP5 3.83E-81] 1.56527592| 4.724488 0.531 0.093| 1.259E-76
LBH 2.4E-134] 1.5392997] 4.661325 0.987 0.9| 7.98E-130
FAM43A 1.93E-80| 1.5349978( 4.641315 0.648 0.211] 6.359E-76
AC132217.1 | 1.7E-212| 1.5179349] 4.562793 0.825 0.079( 5.56E-208
SORT1 1.6E-114| 1.5096129( 4.524979 0.81 0.353] 5.34E-110
RNF150 2.62E-93] 1.4901394] 4.437714 0.63 0.142] 8.605E-89
IFIT1 5.53E-88] 1.4856487| 4.41783 0.703 0.246( 1.821E-83
LXN 2E-113| 1.4749405( 4.370776 0.797 0.318| 6.62E-109
RBM24 2E-122| 1.4694504( 4.346845 0.907 0.568| 6.6E-118




ITGA1 3.06E-95] 1.4641118| 4.323701 0.978 0.896] 1.007E-90
TNFSF4 3.38E-61| 1.4623435] 4.316062 0.626 0.258] 1.113E-56
MGARP 2.41E-83| 1.4550626| 4.284752 0.613 0.16] 7.924E-79
HNMT 4.4E-104( 1.4488784| 4.258336 0.827 0.434] 1.44E-99
GSDME 3.8E-167] 1.435563| 4.20201 0.976 0.654| 1.26E-162
FBLIM1 1.5E-187( 1.4233917| 4.151176 0.996 0.914| 5.02E-183
PCDH7 6.57E-37| 1.4212421| 4.142262 0.346 0.093] 2.162E-32
A2M 1.17E-37| 1.4190309( 4.133113 0.273 0.039] 3.844E-33
PTN 1.8E-135| 1.4068062( 4.082895 0.941 0.624] 5.83E-131
LINC02844 1.95E-72] 1.3997909| 4.054352 0.426 0.037] 6.423E-68
PLAT 1.1E-104] 1.3891174| 4.011308 0.976 0.828] 3.6E-100
WNT5A 6.6E-148] 1.3808005] 3.978085 0.996 0.835( 2.17E-143
FAM155A 8.38E-92| 1.3786746] 3.969637 0.69 0.213| 2.759E-87
IRS1 3.9E-170] 1.3715173| 3.941326 0.981 0.682| 1.29E-165
THSD4 6.54E-78] 1.3705621] 3.937564 0.665 0.239] 2.152E-73
KLF9 3E-105] 1.3624505| 3.905753 0.878 0.503] 9.97E-101
SLC7A11 2.1E-226] 1.3563923] 3.882162 0.999 0.824] 6.75E-222
NEXN 2.1E-260] 1.3407496| 3.821908 0.999 0.875] 6.96E-256
OGFRL1 2.2E-128] 1.3358235] 3.803127 0.987 0.817( 7.2E-124
HOXA11 4.3E-101] 1.3311316] 3.785324 0.92 0.666( 1.419E-96
AGRN 7.4E-142] 1.3298571] 3.780503 0.921 0.527| 2.44E-137
GBP2 4.83E-88| 1.3284626| 3.775235 0.79 0.392| 1.589E-83
CNN1 3.71E-79] 1.3260841] 3.766266 0.781 0.397| 1.22E-74
THBS1 2.71E-267] 1.3229429] 3.754454 1 1| 8.91E-263
NEO1 1.21E-83| 1.3088655( 3.701971 0.713 0.306] 3.993E-79
SLC16A4 3.25E-60] 1.3071512] 3.695631 0.66 0.348| 1.071E-55
LYPD1 3.58E-56] 1.3018249] 3.675999 0.45 0.095( 1.177E-51
KRT8 6.8E-85[ 1.296074| 3.654919 0.651 0.206] 2.238E-80
RARB 1.23E-59] 1.2905149( 3.634658 0.409 0.06] 4.031E-55
MEIS1 2.96E-93] 1.2891118]| 3.629561 0.829 0.436] 9.754E-89
IFIT3 5.01E-88] 1.2844543] 3.612696 0.901 0.596| 1.647E-83
HOXAbD 8.09E-85] 1.2813387| 3.601458 0.61 0.142 2.66E-80
TCIM 1.22E-44( 1.2796274 3.5953 0.405 0.118( 4.002E-40
HOXD9 9.54E-85] 1.2792311] 3.593876 0.559 0.102| 3.139E-80
GDF15 8.37E-30[ 1.2765769| 3.584349 0.418 0.172] 2.753E-25
HAND2-AS1| 7.16E-77| 1.267157| 3.550744 0.635 0.274] 2.357E-72
ATP10D 5.34E-73] 1.2618695] 3.532018 0.731 0.362| 1.757E-68
ADGRG6 1.09E-86] 1.2613823| 3.530298 0.799 0.374| 3.587E-82
ZNF804A 7.15E-53] 1.2562028| 3.51206 0.411 0.084( 2.352E-48
Clorfl98 5.63E-73] 1.2540998| 3.504682 0.913 0.738] 1.852E-68




ABLIM1 6.5E-71[ 1.2488641| 3.48638 0.667 0.26| 2.14E-66
NEDD4L 3.43E-69| 1.248557| 3.48531 0.646 0.262] 1.13E-64
LGALS3BP 3.4E-168| 1.2477596]| 3.482532 0.987 0.735] 1.1E-163
GJAl 1.1E-144] 1.2472473| 3.480748 0.997 0.919] 3.68E-140
CPED1 4.9E-120 1.23928| 3.453126 0.962 0.677| 1.61E-115
CITEDZ TE-239( 1.2386298( 3.450882 1 0.991 2.29E-234
GBP1 1.5E-123| 1.2375104( 3.447021 0.977 0.791] 4.93E-119
MYLK 7.7E-176| 1.2341014] 3.43529 1 0.993] 2.54E-171
AC243919.1 0] 1.2315893| 3.426671 1 0.995 0
AC011295.1 0] 1.2310512| 3.424828 1 1 0
AASS 2.3E-95] 1.2303422| 3.422401 0.854 0.469( 7.575E-91
AFF3 1.13E-53] 1.2193948| 3.385138 0.517 0.183| 3.709E-49
BST? 1.55E-37| 1.2170872| 3.377336 0.331 0.074] 5.093E-33
PEAR1 3.42E-68] 1.2138028| 3.366262 0.546 0.137( 1.127E-63
VATIL 4.21E-76( 1.2128034| 3.362899 0.791 0.399] 1.386E-71
JAZF1 5.9E-115] 1.2127388| 3.362682 0.945 0.689] 1.95E-110
FRY 1.57E-44] 1.2117622 3.3594 0.46 0.172] 5.179E-40
LIMCH1 4.35E-44] 1.2085938| 3.348772 0.493 0.188| 1.433E-39
CARD16 3.66E-77] 1.206565] 3.341985 0.604 0.167| 1.204E-72
CAMK1G 5.6E-63| 1.2031311] 3.330529 0.4 0.039( 1.842E-58
MASP1 1.89E-92| 1.2027922 3.3294 0.933 0.668| 6.212E-88
HSBP1L1 5.58E-95] 1.2022114] 3.327467 0.805 0.422] 1.835E-90
NDFIP2 4.1E-167( 1.1990714| 3.317035 0.994 0.847]| 1.35E-162
CDKN1B 5.18E-81| 1.1954833] 3.305155 0.871 0.573] 1.703E-76
PRR5L 1.03E-78] 1.1901139( 3.287456 0.802 0.436 3.4E-74
FENDRR 1.42E-54] 1.1897259| 3.28618 0.379 0.058] 4.675E-50
HOXA11-AS | 8.72E-64| 1.1847579| 3.269895 0.612 0.234 2.87E-59
ME1 3.7E-130] 1.1829425] 3.263964 0.979 0.798] 1.22E-125
HLA-B 1.1E-207| 1.1778586| 3.247413 1 1| 3.66E-203
CLIC3 7.42E-37| 1.1774938] 3.246228 0.441 0.176]| 2.443E-32
TRHDE-AS1 | 9.07E-54| 1.1754826]| 3.239706 0.477 0.125] 2.985E-49
ST6GALNACY 6.48E-50] 1.1713017] 3.226189 0.672 0.394| 2.133E-45
TRIB1 1.19E-54( 1.1698106| 3.221382 0.618 0.29] 3.91E-50
PDLIM5 9.7E-190| 1.1680285] 3.215647 1 0.991] 3.18E-185
PLBD1 5.24E-53] 1.1620704] 3.196545 0.415 0.077] 1.723E-48
NCAM?2 1.24E-57| 1.1610402 3.193253 0.468 0.107] 4.094E-53
GSTM1 3.2E-126] 1.1587073] 3.185812 0.932 0.617] 1.05E-121
IFIT2 5.19E-39] 1.154154] 3.171339 0.409 0.116( 1.708E-34
ADAM19 6.7E-101] 1.1528888| 3.16733 0.94 0.701| 2.209E-96
ITPRID2 8.7E-190] 1.1504537] 3.159626 1 0.963] 2.86E-185




PLPP2 2.3E-56( 1.1482649| 3.152718 0.518 0.158] 7.551E-52
MARCKSL1 | 8.93E-59( 1.1469527| 3.148584 0.766 0.42] 2.94E-54
STRAG 6.94E-62| 1.1376245] 3.11935 0.565 0.179] 2.285E-57
MLLTI11 2.44E-70] 1.1366881] 3.11643 0.843 0.545] 8.028E-66
BEX1 1.08E-15] 1.1320082| 3.10188 0.216 0.102| 3.553E-11
ITGAG 1.3E-209( 1.1257043| 3.082387 1 0.991| 4.29E-205
KCNE4 1.33E-32| 1.1225265( 3.072607 0.435 0.19] 4.381E-28
CCDC68 7.74E-61] 1.1183803] 3.059894 0.427 0.06| 2.546E-56
LITAF 9.6E-137| 1.1138264| 3.045991 0.988 0.78] 3.15E-132
UACA 3.1E-226] 1.1120982] 3.040732 1 0.991] 1.03E-221
CSF2RB 3.45E-43]1 1.1099943]| 3.034341 0.28 0.021f 1.137E-38
KCNJ8 6.4E-48] 1.1063602] 3.023334 0.363 0.056( 2.104E-43
GNG4 5.18E-60] 1.1048571| 3.018793 0.6 0.223| 1.703E-55
TNS3 3.4E-105] 1.1010783] 3.007407 0.96 0.694( 1.11E-100
SYPL2 2.15E-56] 1.1001831] 3.004716 0.409 0.058] 7.081E-52
AC010735.2 | 2.97E-54] 1.0983104] 2.999094 0.433 0.086] 9.777E-50
L3IMBTL3 9.93E-52| 1.0959023] 2.991881 0.544 0.202]| 3.268E-47
MICU3 4.88E-56] 1.0902176| 2.974921 0.664 0.306| 1.606E-51
DMD 3.49E-41] 1.0865899] 2.964149 0.459 0.19( 1.147E-36
SAMD12 3.15E-48] 1.0819977| 2.950568 0.529 0.246( 1.036E-43
HOXA10 5.96E-79] 1.0802903] 2.945534 0.962 0.826] 1.961E-74
ISYNA1 5.41E-56| 1.079612| 2.943537 0.642 0.297] 1.781E-51
HSPB6 2.1E-135| 1.075144] 2.930415 0.993 0.926] 6.9E-131
TXNRD1 1.1E-283] 1.0727671| 2.923458 1 1| 3.52E-279
PCDH9 4.62E-15] 1.072189] 2.921768 0.692 0.652 1.52E-10
NTN4 6.7E-39] 1.0702003] 2.915963 0.633 0.378| 2.203E-34
DSP 3.47E-64] 1.0653704| 2.901914 0.896 0.601f 1.141E-59
NRGN 1.89E-66| 1.0621927( 2.892707 0.51 0.102] 6.221E-62
PCDH18 1.4E-102| 1.0604622( 2.887705 0.971 0.752] 4.754E-98
PABPC4L 2.1E-45[ 1.0574558] 2.879037 0.315 0.032] 6.896E-41
SERTAD4 1.38E-38] 1.055903| 2.87457 0.382 0.097| 4.526E-34
SQSTM1 1.4E-198| 1.053716| 2.86829 1 0.984( 4.5E-194
SPECC1 4.36E-76] 1.0532372] 2.866917 0.928 0.733| 1.434E-71
TEAD3 1.05E-79| 1.0524598( 2.864689 0.865 0.585| 3.445E-75
ARHGDIB 5.19E-41] 1.0513951| 2.861641 0.52 0.193] 1.707E-36
DSEL 5.6E-127| 1.0504316] 2.858885 0.996 0.935] 1.83E-122
CSRP2 7.4E-86( 1.0501371| 2.858043 0.963 0.782] 2.436E-81
LPP 6.9E-150] 1.0482249| 2.852583 1 0.991| 2.27E-145
OXTR 1.1E-105] 1.0450518| 2.843546 0.993 0.907( 3.61E-101
JUP 1.07E-31| 1.0443616| 2.841584 0.322 0.095( 3.532E-27




ANO4 6.65E-47] 1.0423298] 2.835816 0.421 0.107] 2.189E-42
PAPSS?2 1.9E-225| 1.0403658( 2.830252 1 0.998] 6.33E-221
RGS4 2.98E-42] 1.0366433] 2.819736 0.841 0.624] 9.796E-38
FAT4 1.51E-50] 1.0346101| 2.814009 0.617 0.276] 4.952E-46
DENND2B 4.68E-83] 1.0287967| 2.797697 0.879 0.566| 1.538E-78
RAB27B 9.01E-36] 1.0287609| 2.797597 0.414 0.125( 2.964E-31
SSTR1 3.47TE-93] 1.0264371] 2.791104 0.989 0.865| 1.143E-88
PGR 3.22E-45] 1.0253423] 2.78805 0.349 0.053] 1.06E-40
ZP3 1.63E-52| 1.0245692( 2.785895 0.466 0.123] 5.364E-48
KLHL5 4E-92( 1.0238852| 2.78399 0.948 0.719] 1.316E-87
INPP4B 6.03E-50] 1.0212762| 2.776736 0.731 0.422| 1.984E-45
EPS8 1.3E-144| 1.0193421 2.771371 0.999 0.97( 4.18E-140
KIF26B 1.96E-28| 1.0184135| 2.768798 0.319 0.107| 6.459E-24
LINC02762 1.68E-51[ 1.0168686| 2.764524 0.609 0.281| 5.527E-47
XAF1 1.79E-68| 1.0094044( 2.743966 0.849 0.619] 5.887E-64
IFITM1 1.2E-121] 1.0078155| 2.73961 0.988 0.87| 3.8E-117
KCNMB4 6.86E-36] 1.0073007 2.71382 0.293 0.051] 2.256E-31
SAMDIL 2.84E-49] 1.0061351| 2.73501 0.718 0.443| 9.333E-45
PRDM1 3.28E-50] 1.004962| 2.731803 0.785 0.515( 1.079E-45
ADRA1D 1.88E-45( 1.0037246| 2.728425 0.382 0.065( 6.174E-41
GYPC 1.8E-83] 0.9987751] 2.714954 0.958 0.782] 5.923E-79
ARHGEF17 4.95E-83( 0.9977909| 2.712283 0.927 0.671] 1.63E-78
LACTB 7.07E-88] 0.9956141] 2.706386 0.968 0.817| 2.326E-83
ZFHX4 2.61E-40] 0.9948707| 2.704375 0.591 0.325| 8.585E-36
RAI14 4.4E-220] 0.9929982| 2.699316 1 0.991| 1.45E-215
EFHD1 7.69E-36] 0.992855] 2.698929 0.276 0.039] 2.53E-31
MSI2 4.57E-53] 0.9885767| 2.687407 0.793 0.529( 1.503E-48
DHRS3 5.64E-25] 0.9880422| 2.685971 0.404 0.186] 1.856E-20
SEMAGD 1.82E-26| 0.9877561( 2.685202 0.314 0.116] 5.976E-22
SLC7A2 2.82E-39] 0.9869263| 2.682975 0.259 0.021] 9.291E-35
FZD4 2.93E-37] 0.9859285] 2.680299 0.415 0.146] 9.639E-33
CEBPD 8.3E-57| 0.984269] 2.675855 0.628 0.276| 2.732E-52
GATA2 4.99E-80] 0.9826254| 2.671461 0.957 0.775( 1.641E-75
LRRC1 7.51E-45] 0.9806429| 2.66617 0.468 0.16| 2.47E-40
NECTINZ 7.6E-93( 0.9800677| 2.664636 0.964 0.791] 2.501E-88
TMEMZ200A | 4.09E-60] 0.9759173 2.6536 0.933 0.794] 1.344E-55
CDH4 7.12E-43] 0.9758168] 2.653333 0.553 0.23] 2.344E-38
FOXF1 1.5E-45] 0.9710477| 2.64071 0.605 0.288| 4.927E-41
TENT5C 4.17E-39] 0.9670123] 2.630075 0.266 0.023( 1.373E-34
AP1M?2 3.56E-57] 0.9665317| 2.628811 0.361 0.028( 1.171E-52




TANC1 4.99E-51 0.9654537| 2.625979 0.79 0.515] 1.643E-46
PLEKHA2 1.2E-109] 0.9652583| 2.625466 0.99 0.905| 4.03E-105
ABCC9 8.32E-40( 0.9612093| 2.614857 0.528 0.271] 2.739E-35
UCHL1 1.9E-113] 0.9608178| 2.613833 0.993 0.868| 6.1E-109
MYH10 1.41E-59] 0.9605231| 2.613063 0.948 0.803| 4.632E-55
MPDZ 8.37E-50] 0.9581863| 2.606964 0.754 0.492| 2.754E-45
RGS2 5.14E-22] 0.9573289] 2.60473 0.428 0.253] 1.69E-17
TLR4 2.67E-40] 0.9569393] 2.603715 0.508 0.213] 8.788E-36
MYH9 7.2E-302| 0.9537914] 2.595532 1 1| 2.36E-297
TEK 9.4E-43( 0.9519414| 2.590734 0.332 0.049] 3.092E-38
FRMPD4 2.64E-36] 0.9515604| 2.589748 0.363 0.093] 8.701E-32
CEMIP2 2.91E-48] 0.9502232] 2.586287 0.767 0.513| 9.568E-44
NCOA7 2.28E-41] 0.9493283| 2.583973 0.662 0.404( 7.51E-37
TLE4 1.45E-52( 0.9482064| 2.581076 0.838 0.592| 4.768E-48
GSTT1 7.54E-53| 0.948172] 2.580987 0.803 0.559| 2.48E-48
TNS2 2.23E-47| 0.9477377] 2.579867 0.718 0.418] 7.334E-43
GSTM2 1.03E-91] 0.9458382| 2.574971 0.915 0.636| 3.38E-87
WWC2 8.94E-88] 0.9452426| 2.573438 0.994 0.949( 2.941E-83
ANXA3 1.28E-29| 0.9446482( 2.571909 0.423 0.193| 4.211E-25
SPTAN1 1.3E-124( 0.9422588| 2.56577 0.996 0.937( 4.41E-120
NPC2 8.6E-142[ 0.9419643| 2.565015 0.998 0.986| 2.82E-137
ANGPT1 1.79E-85| 0.9323472( 2.540465 0.981 0.856] 5.879E-81
HYI 4.45E-63| 0.930418] 2.535569 0.906 0.687| 1.465E-58
SLC2A1 5.52E-71] 0.9286012] 2.530966 0.974 0.821]| 1.816E-66
AFAP1 5.9E-83] 0.9275031] 2.528189 0.955 0.749( 1.94E-78
HSPB1 0 0.923282] 2.517539 1 1 0
GSTM4 1.92E-42( 0.9221041| 2.514576 0.658 0.383] 6.302E-38
SCUBES3 1.31E-64| 0.9195407| 2.508138 0.935 0.705| 4.324E-60
LINC01391 1.59E-45| 0.918713| 2.506063 0.339 0.049] 5.231E-41
HHIP 2.7E-36( 0.918113| 2.50456 0.292 0.044] 8.875E-32
SNHG18 4.2E-48| 0.9162614( 2.499927 0.738 0.445] 1.383E-43
USP53 8.62E-29] 0.9158655] 2.498937 0.641 0.445( 2.835E-24
CUL4B 3.76E-79] 0.9128045 2.4913 0.984 0.91( 1.238E-74
MKX 1.056E-24| 0.9109514( 2.486687 0.485 0.253] 3.456E-20
TSPAN14 7.59E-74] 0.9080026| 2.479365 0.95 0.814] 2.498E-69
TPM2 45E-298| 0.903957| 2.469355 1 1| 1.49E-293
FZD2 1.52E-89] 0.90376| 2.468869 0.975 0.833] 4.994E-85
FRMD4A 7.06E-60] 0.8985128| 2.455948 0.934 0.775( 2.323E-55
MAPKS 1.79E-70] 0.894239| 2.445474 0.947 0.768| 5.882E-66
GCLC 2.45E-35] 0.8941653| 2.445294 0.694 0.48| 8.045E-31




GRIK2 2.67E-35] 0.8906638| 2.436747 0.642 0.459] 8.77E-31
IGFBP7 1.5E-145| 0.8898345( 2.434727 1 0.998] 5.01E-141
NOL4L 3.81E-38| 0.8874775] 2.428995 0.52 0.248] 1.253E-33
WLS 2.09E-58] 0.8845655| 2.421932 0.926 0.712] 6.886E-54
PARD3B 3.56E-32] 0.8819847] 2.415689 0.429 0.19( 1.171E-27
SMAD3 1.11E-45( 0.8811908| 2.413772 0.803 0.564( 3.658E-41
GNAI1 5.88E-75| 0.880181] 2.411336 0.941 0.759] 1.934E-70
FLNB 1.52E-88| 0.8787432( 2.407872 0.992 0.961| 4.995E-84
NINJ1 5.8E-46] 0.8786102| 2.407551 0.85 0.629] 1.908E-41
RHOBTB1 2.46E-29] 0.8777694] 2.405528 0.574 0.383] 8.097E-25
ETNK2 7.09E-43] 0.8777641] 2.405515 0.322 0.042| 2.332E-38
MARCKS 6E-187| 0.8729161| 2.393882 1 1| 1.98E-182
INA 2.02E-31] 0.8726336] 2.393205 0.289 0.053] 6.633E-27
SPOCK1 2.8E-75] 0.8725046] 2.392897 0.99 0.896( 9.201E-71
ZNFA462 2.67E-411 0.8717079] 2.390991 0.497 0.19] 8.783E-37
WFS1 2.16E-47] 0.870047] 2.387023 0.814 0.631] 7.107E-43
KLHL24 3.61E-34| 0.8683974] 2.383089 0.577 0.378] 1.188E-29
F2RL1 7.87E-32] 0.8646782| 2.374242 0.437 0.172| 2.591E-27
CLIP3 5.95E-42] 0.8623974| 2.368833 0.73 0.506| 1.958E-37
SLC38A1 3.72E-59] 0.8614874| 2.366678 0.932 0.684( 1.224E-54
USP9X 2.35E-89] 0.8612608] 2.366142 0.987 0.891| 7.73E-85
CCDC50 3E-166] 0.857646| 2.357604 1 0.993] 9.79E-162
ACO1 1.67E-70] 0.8564583| 2.354806 0.97 0.847| 5.485E-66
CADM1 7.04E-25] 0.8564548] 2.354798 0.323 0.118] 2.317E-20
CCDCT71L 2.08E-39] 0.8557071| 2.353038 0.955 0.907] 6.84E-35
ARHGEF28 1.15E-34| 0.8554484( 2.352429 0.456 0.167] 3.798E-30
TMEM106B | 5.21E-77]| 0.8554119| 2.352343 0.989 0.907( 1.715E-72
PLD1 2.54E-33] 0.8545593] 2.350338 0.314 0.077] 8.343E-29
FOXO1 6.76E-25]| 0.8510563| 2.34212 0.25 0.058] 2.224E-20
KDM5B 8.78E-53| 0.8505086] 2.340837 0.904 0.712] 2.889E-48
ZNF516 1.11E-35] 0.8495482| 2.33859 0.706 0.497| 3.646E-31
AJUBA 4.23E-58] 0.8495122| 2.338506 0.892 0.664| 1.393E-53
COL8A1 2.85E-90] 0.8461785| 2.330723 0.993 0.903] 9.382E-86
CENPV 8.29E-35( 0.8453303| 2.328747 0.544 0.262| 2.727E-30
HERC2P2 1.46E-36| 0.8423437( 2.321802 0.602 0.387 4.8E-32
TP53INP2 1.57E-34| 0.8421616| 2.32138 0.573 0.29] 5.162E-30
PDGFB 3.67E-28] 0.8419096] 2.320794 0.196 0.019] 1.206E-23
LIMS?2 2.44E-33] 0.8396723| 2.315608 0.554 0.29] 8.033E-29
TLEL 7.61E-41] 0.8388004] 2.31359 0.766 0.524] 2.503E-36
CCDC81 2.64E-37] 0.8379986| 2.311736 0.308 0.06] 8.693E-33




ST3GALb 2.03E-31| 0.8372651| 2.310041 0.629 0.408] 6.693E-27
ATRX 1.98E-96| 0.8330895( 2.300415 0.994 0.923] 6.503E-92
PARP14 5.78E-34] 0.8330257] 2.300268 0.699 0.49] 1.903E-29
MT-RNR1 3.3E-128] 0.8329569| 2.30011 1 1| 1.1E-123
KRT19 3.59E-73] 0.832309]| 2.29862 0.894 0.55[ 1.18E-68
REPIN1 2.21E-48] 0.8305775| 2.294643 0.86 0.705( 7.257E-44
LIMS1 2.7E-138] 0.8294123] 2.291971 1 0.998] 8.98E-134
CASP1 9.06E-24] 0.8281649] 2.289114 0.436 0.223] 2.98E-19
NFATS5 1.37E-60] 0.827876| 2.288453 0.943 0.807| 4.498E-56
SOX5 1.85E-37] 0.8265887| 2.285509 0.275 0.032] 6.081E-33
EPHB2 2.3E-26] 0.8264698| 2.285237 0.399 0.19( 7.552E-22
TP5313 3.51E-25] 0.8256033| 2.283258 0.89 0.831| 1.153E-20
RRAD 1.21E-20( 0.8245796| 2.280922 0.241 0.067| 3.973E-16
COMMD7 8.98E-78] 0.8243056] 2.280297 0.977 0.826| 2.955E-73
APOLG6 5.89E-41| 0.822438] 2.276042 0.872 0.715] 1.936E-36
DRAM1 1.65E-73] 0.8218699| 2.274749 0.985 0.893] 5.413E-69
NEFM 3.81E-11] 0.8217313] 2.274434 0.24 0.121] 1.255E-06
BDKRB2 6.81E-23] 0.8216994| 2.274362 0.38 0.165( 2.24E-18
VCL 6.7E-215] 0.8206313| 2.271934 1 1] 2.21E-210
TAGLN 1E-143] 0.8185085] 2.267116 1 1] 3.34E-139
HES1 2.62E-32| 0.8152395] 2.259717 0.564 0.297| 8.631E-28
CBLB 1.51E-31] 0.8139451| 2.256794 0.651 0.448| 4.954E-27
CPT1C 1.09E-37] 0.8127493| 2.254097 0.61 0.374] 3.592E-33
ATXN1 3.21E-41] 0.8125141] 2.253567 0.868 0.719] 1.056E-36
DYNLT3 5E-72| 0.8104698| 2.248964 0.998 0.986| 1.643E-67
HSPA1B 1.78E-39| 0.8104177| 2.248847 0.965 0.912] 5.856E-35
DDX60L 6.57E-36] 0.8099156| 2.247718 0.649 0.422| 2.162E-31
AKAP9 1.13E-49| 0.8088396( 2.245301 0.93 0.821] 3.715E-45
PTPRD 6.48E-28] 0.8064157] 2.239865 0.35 0.116] 2.131E-23
INPPL1 3.41E-62| 0.8060962| 2.23915 0.949 0.798] 1.121E-57
PPM1K 1.91E-33] 0.8060818| 2.239117 0.665 0.469 6.3E-29
TGIF2 7.79E-27] 0.8044532| 2.235474 0.347 0.13| 2.564E-22
ZDHHC?2 3E-58| 0.8029391( 2.232092 0.942 0.803] 9.88E-54
SBF2-AS1 5.72E-17] 0.8002939] 2.226195 0.514 0.434] 1.883E-12
TMEM25 9.68E-35] 0.7995682| 2.22458 0.435 0.142] 3.185E-30
TOR4A 1.25E-46| 0.7991091( 2.223559 0.744 0.441] 4.112E-42
FOXC1 8.62E-32| 0.7986077| 2.222445 0.532 0.288| 2.836E-27
DDIT4 1.94E-17| 0.7974437( 2.219859 0.564 0.404| 6.386E-13
NFIL3 2.27E-25] 0.7955496| 2.215658 0.495 0.276| 7.455E-21
PDE10A 3.42E-28] 0.7950806] 2.214619 0.282 0.079( 1.127E-23




Cl6orf87 4.81E-45( 0.7919508] 2.207699 0.851 0.687| 1.582E-40
GOLGB1 1.59E-51| 0.7887622| 2.200671 0.939 0.833] 5.216E-47
GLIZ 9.63E-32| 0.7878547] 2.198675 0.673 0.457] 3.167E-27
CDC42BPA | 1.36E-56] 0.7862542( 2.195158 0.956 0.858| 4.476E-52
TP53 5.93E-45] 0.7862483| 2.195146 0.872 0.677( 1.952E-40
TRIM22 5.65E-43] 0.7847942| 2.191956 0.837 0.615( 1.86E-38
RHOJ 1.42E-32| 0.7845454( 2.191411 0.3 0.063| 4.658E-28
SHROOM3 1.58E-25| 0.7811764| 2.18404 0.668 0.513] b5.19E-21
FBNZ 9.37E-27| 0.7766984| 2.174282 0.363 0.118] 3.083E-22
GPR37 1.8E-26] 0.7764898] 2.173828 0.333 0.1 5.91E-22
MAGI2-AS3 | 1.12E-52| 0.776163| 2.173118 0.953 0.828| 3.689E-48
NLK 3.36E-30] 0.77558] 2.171851 0.544 0.332| 1.106E-25
FCGRT 2.24E-42] 0.7750498 2.1707 0.817 0.619( 7.382E-38
ARRBI1 2.91E-24] 0.7745541] 2.169625 0.394 0.179 9.58E-20
LURAPIL 9.66E-24] 0.7728342] 2.165896 0.404 0.204] 3.177E-19
EPHA4 1.69E-13] 0.7714681| 2.162939 0.242 0.132] 5.565E-09
CDK15 5.69E-28] 0.7699067| 2.159565 0.66 0.457| 1.874E-23
MYL9 1.3E-182] 0.7690857| 2.157793 1 1| 4.27E-178
BTBD3 5.99E-36] 0.7673258| 2.153998 0.924 0.821f 1.971E-31
RABGAP1 3.12E-38] 0.7673247| 2.153996 0.763 0.603]| 1.025E-33
G6PD 1.13E-86| 0.764614( 2.148165 0.997 0.968| 3.723E-82
KRTAP1-5 4.64E-13| 0.764487| 2.147892 0.373 0.234] 1.525E-08
MCTP1 2.48E-30] 0.7639176| 2.14667 0.218 0.021] 8.154E-26
MLLT3 3.31E-37] 0.7632699]| 2.14528 0.808 0.633] 1.089E-32
ZDHHC17 3.76E-39] 0.7628797| 2.144443 0.838 0.664( 1.237E-34
NRIP1 1.7E-46] 0.7627586| 2.144183 0.908 0.74( 5.585E-42
GCNT4 6.16E-25] 0.7617538| 2.14203 0.315 0.111| 2.026E-20
TMEMb52B 6.43E-24]| 0.7614841] 2.141452 0.201 0.035] 2.116E-19
B3GALT2 9.24E-24] 0.760116] 2.138524 0.177 0.021] 3.04E-19
TFAP2A 8.54E-20( 0.7574704| 2.132874 0.356 0.376] 2.811E-15
MACF1 1.79E-98] 0.7571829| 2.132261 0.998 0.972] 5.896E-94
NID1 1.21E-79] 0.7556139| 2.128918 1 0.991| 3.987E-75
RAI1 5.73E-30] 0.7498117] 2.116601 0.623 0.397| 1.884E-25
KISS1 8.62E-22( 0.7484629| 2.113748 0.171 0.021] 2.837E-17
REST 4.48E-38( 0.748225] 2.113246 0.889 0.715] 1.473E-33
TACC1 6.6E-105] 0.7479963| 2.112762 1 0.991] 2.18E-100
PRKARZ2B 3.32E-25]| 0.7476707] 2.112075 0.596 0.415] 1.092E-20
HHIP-AS1 3.32E-29] 0.7465161] 2.109637 0.211 0.019( 1.092E-24
DUXAPS8 1.91E-32| 0.7429838| 2.102199 0.325 0.081| 6.276E-28
STK38L 2.03E-22] 0.7427706] 2.101751 0.475 0.292| 6.679E-18




ARHGAP20 1.1E-29] 0.7423905] 2.100952 0.227 0.026] 3.612E-25
PIR 3.53E-22| 0.7414167] 2.098907 0.428 0.218] 1.161E-17
ZMAT3 8.68E-30( 0.7388232| 2.09347 0.957 0.893] 2.857E-25
PNRC1 7.2E-34( 0.7383274| 2.092433 0.727 0.524] 2.368E-29
SYT11 5.43E-31] 0.7366097] 2.088842 0.745 0.548| 1.786E-26
SYT16 3.95E-27] 0.7353526] 2.086217 0.259 0.06 1.3E-22
SLCHA3 1.4E-27] 0.7345966| 2.084641 0.734 0.531] 4.612E-23
LPCAT?2 8.93E-53| 0.7331716] 2.081672 0.95 0.821] 2.938E-48
RABSB 9.44E-49] 0.7330119| 2.08134 0.912 0.745] 3.105E-44
JUND 2.16E-73] 0.7303597| 2.075827 0.974 0.907| 7.107E-69
GLCCI1 7.57E-20] 0.7296959| 2.07445 0.359 0.181| 2.49E-15
ZFANDbS 1.48E-86] 0.7290585| 2.073128 0.999 0.991| 4.881E-82
TJP1 1.59E-53 0.7283175| 2.071592 0.959 0.849( 5.226E-49
NRXN3 6.56E-20] 0.7281068| 2.071156 0.226 0.072| 2.159E-15
ZFP36 3.76E-28| 0.7277734] 2.070465 0.82 0.694| 1.238E-23
UBE2L6 7.2E-36( 0.7277029] 2.070319 0.897 0.766] 2.369E-31
NF1 2.34E-41] 0.7266273] 2.068094 0.9 0.701] 7.683E-37
LRRC61 9.21E-41] 0.7250853] 2.064907 0.278 0.023] 3.029E-36
LUZP1 3.6E-39] 0.7241441] 2.062965 0.887 0.733| 1.184E-34
ARHGEF35-A 1.7E-26] 0.7237266] 2.062104 0.463 0.248| 5.59E-22
PHTF2 9.05E-63] 0.7234338 2.0615 0.987 0.944] 2.977E-58
NAPRT 5.04E-27] 0.7228035] 2.060201 0.54 0.302]| 1.658E-22
LAMAS 1.46E-29] 0.7225836| 2.059748 0.379 0.128 4.8E-25
GARRE1L 1.22E-30] 0.7224113| 2.059393 0.76 0.643] 4.02E-26
FAM160B1 2.38E-37] 0.7210445| 2.05658 0.844 0.65( 7.82E-33
KHDRBS3 3.71E-29] 0.7175265| 2.049358 0.716 0.527( 1.22E-24
TAP1 3.75E-39] 0.7164334] 2.047119 0.898 0.71( 1.233E-34
RASSF3 2.02E-26] 0.7148482] 2.043876 0.617 0.397| 6.636E-22
HOXAT 3.6E-30{ 0.7107992| 2.035618 0.512 0.239] 1.185E-25
BAIAP2L1 1.01E-17] 0.7106649(| 2.035344 0.347 0.172] 3.33E-13
TBX2 2E-371 0.7089443] 2.031845 0.751 0.487| 6.587E-33
MKNK2 3.13E-37] 0.7085829] 2.031111 0.855 0.689| 1.029E-32
SLC6Ab6 1.06E-35| 0.7077916| 2.029504 0.765 0.594( 3.494E-31
SSC5D 8.68E-30( 0.7075547] 2.029024 0.589 0.346| 2.857E-25
DOCK11 7.92E-23] 0.7072319] 2.028369 0.598 0.418] 2.607E-18
SPHKAP 1.11E-18| 0.7063064( 2.026492 0.184 0.039] 3.665E-14
BDH2 9.74E-31| 0.7045349] 2.022906 0.786 0.617] 3.204E-26
SLC35F5 1.11E-40] 0.7036941 2.021205 0.967 0.912| 3.643E-36
BCAT1 4.2E-116] 0.7024043 2.0186 1 0.961f 1.37E-111
IFIT5 7.37E-38] 0.7020305| 2.017846 0.877 0.738| 2.424E-33




AMOT 1.8E-18] 0.6993323] 2.012409 0.355 0.195] 5.921E-14
TMEM159 1.68E-25] 0.6965654| 2.006848 0.837 0.742] 5.529E-21
IGF2R 4.83E-45( 0.6964939] 2.006705 0.967 0.879] 1.59E-40
PRAG1 6.99E-22] 0.6952752] 2.00426 0.481 0.265| 2.299E-17
DDAH2 5.41E-38] 0.6942524] 2.002212 0.903 0.752| 1.781E-33
S1PR3 4.7E-22] 0.6936494| 2.001005 0.89 0.819| 1.545E-17
SYDE2 2.52E-22] 0.6927619] 1.99923 0.405 0.183] 8.278E-18
AGA 3.92E-29] 0.6927459] 1.999198 0.751 0.585| 1.289E-24
SNTB2 1.3E-43] 0.6913607]| 1.99643 0.968 0.889] 4.269E-39
SLC1A1 1.68E-19] 0.6888052| 1.991335 0.386 0.186] 5.52E-15
FLT1 1.16E-21| 0.6872402| 1.988221 0.661 0.497| 3.818E-17
ATF3 1.35E-18| 0.6854805( 1.984725 0.333 0.158( 4.438E-14
NAMPT 2.09E-37] 0.6835795| 1.980956 0.932 0.84]| 6.866E-33
AKAP13 2.11E-40] 0.683452| 1.980703 0.947 0.845] 8.928E-36
SGIP1 3.75E-27] 0.6825893] 1.978995 0.722 0.564| 1.233E-22
BAZ2B 6.91E-23| 0.681898] 1.977628 0.775 0.684| 2.273E-18
INHBA 4.72E-22( 0.6804963| 1.974858 0.98 0.921] 1.551E-17
LAMB1 8.88E-58] 0.6794648] 1.972822 0.998 1] 2.921E-53
COLb5A2 3.6E-172] 0.6793442| 1.972584 1 1| 1.17E-167
NIPSNAP1 2.36E-37] 0.6791679| 1.972236 0.938 0.814( 7.777E-33
PBXIP1 2.12E-17] 0.6788921| 1.971692 0.52 0.406| 6.968E-13
CHD®6 7.3E-23| 0.6760404| 1.966077 0.601 0.385| 2.402E-18
TKT 3.4E-133| 0.676007] 1.966012 1 1| 1.11E-128
PDLIM7 1.9E-143] 0.6741569( 1.962378 1 0.995] 6.11E-139
IDH1 8.36E-39] 0.6729701] 1.96005 0.941 0.856( 2.749E-34
MXRAS 1.98E-52] 0.6728507| 1.959816 0.982 0.903| 6.53E-48
WWC3 1.39E-30f 0.67276| 1.959638 0.864 0.761| 4.572E-26
CASK 1.33E-29| 0.672651| 1.959425 0.854 0.777] 4.36E-25
DUXAP10 3.09E-35] 0.6719378] 1.958028 0.346 0.102] 1.016E-30
MAP3K7CL | 2.99E-18( 0.6691123| 1.952503 0.538 0.425] 9.825E-14
PLXDC2 1.42E-12] 0.6688074| 1.951908 0.179 0.067| 4.669E-08
LAMA1 3.05E-18] 0.6686323| 1.951566 0.294 0.125( 1.003E-13
NR2F2-AS1 5E-31[ 0.6679348| 1.950206 0.318 0.072| 1.644E-26
MBOAT7 1.72E-70| 0.6626153| 1.939859 0.995 0.965| 5.659E-66
EML4 6.81E-33] 0.6622141| 1.939081 0.893 0.761] 2.24E-28
PSMB9 1.2E-22] 0.6621754] 1.939006 0.757 0.615] 3.96E-18
OSR2 3.73E-20] 0.6603839] 1.935535 0.482 0.278] 1.227E-15
KDM5C 8.19E-37] 0.6591973| 1.93324 0.774 0.596| 2.695E-32
COL12A1 4.13E-71] 0.6591905] 1.933227 1 0.988] 1.359E-66
FOXN3 3.52E-28] 0.658122] 1.931162 0.858 0.735| 1.159E-23




DBN1 1.32E-79] 0.656858| 1.928723 1 0.958] 4.336E-75
SUSD3 7.79E-16] 0.6564644] 1.927964 0.213 0.07] 2.563E-11
PLCB1 1.22E-23] 0.6560794| 1.927222 0.762 0.61| 4.024E-19
ACTB 0] 0.6555318| 1.926167 1 1 0
FGF7 1.04E-39] 0.6552765( 1.925675 0.973 0.868| 3.413E-35
HOXDS8 1.4E-27] 0.6545866| 1.924347 0.668 0.464( 4.611E-23
NAT14 1.02E-30] 0.6544708( 1.924124 0.766 0.592| 3.36E-26
EVI5 9.87E-26] 0.6538966| 1.92302 0.847 0.729] 3.247E-21
C2CD3 2.18E-26] 0.65305| 1.921392 0.613 0.545| 7.174E-22
ACTN4 2.3E-209] 0.6528021] 1.920916 1 1| 7.65E-205
PDP2 5.85E-26] 0.6520587| 1.919488 0.592 0.483| 1.926E-21
PGD 4.05E-84] 0.6517004| 1.918801 0.999 0.988] 1.333E-79
FOXP1 1.83E-38| 0.6507126| 1.916906 0.965 0.912] 6.005E-34
SSPN 1.26E-28( 0.6502965] 1.916109 0.901 0.775( 4.152E-24
TRIB2 1.32E-18| 0.6494694( 1.914525 0.502 0.306| 4.358E-14
NMT2 7.77E-36] 0.6484391] 1.912553 0.956 0.903]| 2.557E-31
OPN3 1.52E-19] 0.6482397| 1.912172 0.522 0.378] 4.997E-15
SLC44A2 1.83E-52| 0.6480015( 1.911717 0.973 0.872| 6.033E-48
PDGFRB 1.33E-80] 0.6477293| 1.911196 0.991 0.87( 4.38E-76
AFF1 1.21E-20| 0.6476861| 1.911114 0.584 0.432| 3.989E-16
LASP1 7.4E-113] 0.6466839] 1.909199 1 1 2.44E-108
MOSMO 2.85E-25] 0.6464404] 1.908734 0.724 0.568] 9.383E-21
FLNA 4.7E-178| 0.6459252| 1.907751 1 1| 1.55E-173
NQO1 4.6E-135( 0.6452721| 1.906506 1 1| 1.5E-130
MAML2 4.18E-25] 0.6449236| 1.905841 0.707 0.531| 1.375E-20
PLXNB2 1.72E-48| 0.6442639| 1.904585 0.963 0.877( 5.651E-44
MTMR3 1.51E-19( 0.6433468] 1.902839 0.551 0.408| 4.982E-15
RNF157 2.06E-20] 0.642622] 1.90146 0.372 0.211] 6.793E-16
PVR 1.25E-27| 0.6424686( 1.901168 0.897 0.814] 4.096E-23
MDK 1.62E-25] 0.6421952| 1.900649 0.868 0.766] 5.321E-21
GPR183 8.75E-18| 0.6421021| 1.900472 0.173 0.035| 2.877E-13
LIMS3 6.41E-51] 0.6416868| 1.899683 0.561 0.181| 2.109E-46
IFT81 7.5E-23] 0.6412678] 1.898887 0.693 0.552| 2.468E-18
PELO 4.83E-36[ 0.640059] 1.896593 0.975 0.942] 1.588E-31
DDX58 1.7E-16] 0.6399039] 1.896299 0.406 0.248] 5.584E-12
LIMS4 2.76E-50] 0.6384869] 1.893614 0.554 0.176] 9.08E-46
BMP2 9.86E-21| 0.6384638| 1.89357 0.257 0.072] 3.243E-16
EXTLI 1.58E-30] 0.6381216( 1.892922 0.233 0.026 5.2E-26
MEDAG 1.18E-14] 0.6379982| 1.892688 0.286 0.135] 3.867E-10
RAMP1 5.23E-23] 0.6378858| 1.892476 0.202 0.032 1.72E-18




LINC00643 5.86E-20] 0.6378096| 1.892331 0.156 0.019] 1.929E-15
ATP6VIA 6.96E-49] 0.6372181] 1.891212 0.979 0.916| 2.29E-44
TP53BP1 9.19E-25] 0.6369921| 1.890785 0.783 0.629] 3.025E-20
CHD3 4.05E-40( 0.6368693| 1.890553 0.909 0.747] 1.331E-35
SERPINB9 5.86E-19] 0.6366905] 1.890215 0.335 0.169( 1.93E-14
HDAC9 1.24E-16{ 0.6364859( 1.889828 0.284 0.123| 4.089E-12
DENND3 5.91E-17| 0.6364735] 1.889805 0.393 0.239] 1.946E-12
NR2F1-AS1 | 3.24E-22( 0.6360111| 1.888931 0.708 0.615] 1.066E-17
PLEKHGZ2 2.59E-24] 0.6358501| 1.888627 0.588 0.385] 8.535E-20
PRNP 1.88E-71] 0.6353537| 1.88769 1 1| 6.198E-67
RASGRF2 1.95E-26] 0.6339568| 1.885055 0.207 0.023 6.4E-22
RPS27L 2.2E-110] 0.6339307] 1.885005 1 1| 7.28E-106
TGFB1I1 7.93E-71] 0.6338762| 1.884903 0.998 0.988| 2.608E-66
GALNT7 1.58E-24( 0.6335706| 1.884327 0.764 0.622| 5.211E-20
CRIM1 8.4E-123| 0.633517| 1.884226 1 1 2.76E-118
AGPAT3 1.21E-34] 0.6333396| 1.883892 0.931 0.814] 3.978E-30
SINHCAF 2.57E-22] 0.6330982| 1.883437 0.661 0.478| 8.446E-18
SLC15A3 1.74E-17] 0.6325261| 1.88236 0.332 0.158| 5.74E-13
NOX4 3.04E-19] 0.6321026| 1.881563 0.243 0.079( 1.002E-14
NFE2L3 4.8E-211 0.6317071] 1.880819 0.185 0.037| 1.579E-16
SYNPO2L 1.09E-21] 0.6307574 1.879033 0.29 0.114] 3.57E-17
RNF207 4.71E-18[ 0.6293037| 1.876304 0.261 0.114] 1.551E-13
TNFAIP2 3.24E-21] 0.6291507] 1.876017 0.658 0.483] 1.066E-16
OBSL1 1.85E-23] 0.6290616| 1.87585 0.731 0.568] 6.079E-19
ZNF703 1.78E-34| 0.6288515( 1.875455 0.862 0.71f 5.857E-30
H2AC6 7.15E-14] 0.6288245] 1.875405 0.292 0.128| 2.352E-09
COL13A1 2.35E-27] 0.628782] 1.875325 0.712 0.575( 7.743E-23
RIPOR2 3.76E-16] 0.6277602| 1.87341 0.301 0.146] 1.238E-11
SLC14A1 9.77E-07] 0.6274174] 1.872768 0.165 0.111] 0.0321518
ABHD4 1.36E-16] 0.6257995| 1.86974 0.584 0.432]| 4.461E-12
PLCXD3 1.18E-10] 0.6249877| 1.868223 0.12 0.042] 3.878E-06
ARL5B 1.41E-22] 0.62488| 1.868022 0.668 0.513| 4.631E-18
RBPMS 9.38E-40] 0.6243232] 1.866982 0.965 0.884| 3.086E-35
PKIG 1.58E-45| 0.6228771| 1.864284 0.975 0.891] 5.183E-41
STON1 7.92E-21] 0.6209775] 1.860746 0.485 0.274] 2.605E-16
SHC4 6.07E-15] 0.620206| 1.859311 0.252 0.111] 1.997E-10
NUDT16L1 6.29E-25| 0.619872] 1.85869 0.796 0.668| 2.068E-20
DZIP3 3.09E-16] 0.6195515] 1.858095 0.553 0.387( 1.017E-11
CA12 7.64E-15] 0.6193768| 1.85777 0.83 0.78[ 2.515E-10
NABP1 5.34E-25] 0.6185564| 1.856247 0.942 0.896( 1.757E-20




EVA1C 2.08E-16] 0.6179652] 1.855149 0.345 0.19] 6.846E-12
SPART 4.22E-411 0.6173236] 1.853959 0.965 0.863| 1.387E-36
SERTAD4-AY 9.93E-30] 0.6172756] 1.85387 0.403 0.148] 3.269E-25
PGPEP1 3.81E-22] 0.6172325] 1.853791 0.544 0.394| 1.252E-17
INKAZ 1.74E-18] 0.6166186| 1.852653 0.31 0.142( 5.717E-14
ITGA2 3.46E-46] 0.6163194] 1.852099 0.983 0.907( 1.138E-41
ASAP3 1.03E-17] 0.6161227| 1.851734 0.397 0.2| 3.392E-13
NLGN1 5.28E-19| 0.615422] 1.850437 0.498 0.292] 1.736E-14
CILK1 5.16E-23] 0.6152374] 1.850096 0.704 0.571] 1.698E-18
/BTB38 1.84E-72] 0.6141554| 1.848095 0.999 0.977| 6.048E-68
TEAD2 5.36E-23] 0.613603| 1.847074 0.6 0.476( 1.763E-18
SMCHD1 1.74E-25] 0.613108| 1.84616 0.894 0.768| 5.722E-21
CTTNBP2NL| 2.1E-28] 0.6127877| 1.845569 0.872 0.768| 6.901E-24
APOL2 1.58E-20( 0.6123701| 1.844799 0.521 0.348| 5.195E-16
CTNND1 1.35E-44] 0.6087996( 1.838224 0.979 0.914] 4.443E-40
DIPK2A 7.5E-15[ 0.6087659] 1.838162 0.546 0.422| 2.466E-10
ZNF281 3.93E-34| 0.608369| 1.837432 0.971 0.91] 1.293E-29
PSMB8 1.66E-30] 0.6078739| 1.836523 0.915 0.81| 5.459E-26
RTKNZ2 1.11E-13] 0.6078442| 1.836468 0.322 0.223| 3.646E-09
ICAM1 5.1E-12] 0.6077748| 1.836341 0.149 0.044( 1.679E-07
LPARG 1.53E-17] 0.6076577| 1.836126 0.313 0.135] 5.049E-13
FERMT2 2.49E-75] 0.6073168 1.8355 1 0.995| 8.206E-71
SLC30A7 9.15E-30] 0.6062527] 1.833548 0.918 0.826] 3.01E-25
PBX1 2.34E-31] 0.6053558] 1.831904 0.904 0.796| 7.702E-27
KLF5 7.48E-12] 0.6047391] 1.830775 0.472 0.397| 2.462E-07
LRP5 4.06E-22] 0.6047153| 1.830731 0.428 0.234| 1.335E-17
KANK?2 6.43E-83] 0.6047033] 1.830709 1 0.991| 2.116E-78
CBSL 3.45E-29] 0.6045449] 1.830419 0.774 0.578| 1.135E-24
DCLK2 2.15E-18] 0.6029623] 1.827524 0.431 0.225]| 7.077E-14
MYOCD 2.75E-17]1 0.6029071] 1.827424 0.136 0.016] 9.048E-13
STAMBPL1 1.2E-21] 0.6025809] 1.826828 0.782 0.677] 3.945E-17
TGFB2 2.2E-12] 0.6023974] 1.826492 0.277 0.165( 7.224E-08
PTGERZ2 1.67E-11| 0.6020918| 1.825934 0.3 0.188| 5.481E-07
ECHDC2 4.02E-18| 0.6015934| 1.825024 0.522 0.392| 1.322E-13
SMARCA1 2.47E-45] 0.6011486] 1.824213 0.989 0.94| 8.134E-41
TTC8 2.83E-21] 0.6006019] 1.823216 0.7 0.568] 9.318E-17
ISG15 6.19E-32| 0.5993083] 1.820859 0.869 0.791] 2.038E-27
ZBTB20 9.08E-20] 0.5990369] 1.820365 0.849 0.77( 2.987E-15
ZSCAN31 3.29E-12] 0.5984172] 1.819237 0.134 0.037| 1.083E-07
CNN2 3.5E-123] 0.5979965| 1.818472 1 1] 1.14E-118




SYNGR1 1.66E-21 0.59731| 1.817224 0.698 0.601| 5.475E-17
ZFPM?2 3.62E-23] 0.5966966| 1.81611 0.183 0.026] 1.191E-18
NAMPTP1 2.54E-31] 0.5964809] 1.815718 0.724 0.575] 8.369E-27
PLS3 4E-116] 0.5964511] 1.815664 1 1| 1.32E-111
XRN1 7.46E-23] 0.5952915| 1.81356 0.785 0.65| 2.456E-18
ITPR2 1.07E-16| 0.5938926( 1.811024 0.595 0.492| 3.523E-12
ADAMTS1 2.39E-22] 0.5935642] 1.81043 0.96 0.877| 7.87E-18
FAH 2.96E-23] 0.5932679] 1.809893 0.88 0.789] 9.738E-19
BPGM 2.51E-18] 0.5930209] 1.809446 0.785 0.68| 8.253E-14
TCEAL4 4.88E-38[ 0.5925464| 1.808588 0.984 0.97| 1.607E-33
HIBADH 2.3E-28] 0.5923965] 1.808317 0.895 0.768( 7.57E-24
BIRC6 3.3E-29] 0.5919928] 1.807587 0.909 0.789( 1.084E-24
CRYZ 6.58E-23] 0.5916082| 1.806892 0.788 0.696( 2.166E-18
IRS2 2.19E-21] 0.5914352] 1.806579 0.824 0.708| 7.216E-17
TCF7L1 2.59E-21] 0.5912486] 1.806242 0.569 0.378] 8.5612E-17
LRCH2 6.03E-13] 0.5910336] 1.805854 0.429 0.285] 1.985E-08
F2R 4.67E-51] 0.5909545] 1.805711 0.993 0.921] 1.537E-46
PANX1 2.22E-15] 0.5905293| 1.804943 0.557 0.406( 7.306E-11
DDR1 2.24E-16] 0.5895102] 1.803105 0.425 0.234| 7.383E-12
DDX3X 8.21E-92] 0.5886946] 1.801635 1 0.998( 2.701E-87
PTMS 5.9E-156] 0.5885846| 1.801437 1 1 1.95E-151
GNG11 4.52E-86( 0.5885501| 1.801375 1 0.993] 1.488E-81
SAV1 8.3E-30| 0.5883808( 1.80107 0.925 0.865| 2.729E-25
MEX3A 2.41E-19] 0.5883573] 1.801028 0.219 0.053] 7.942E-15
CAMK2N1 1.34E-30] 0.5881012| 1.800566 0.817 0.603| 4.397E-26
CAVIN2 3.06E-13] 0.5880745| 1.800518 0.467 0.304( 1.007E-08
SF3B1 2.69E-97] 0.5879686| 1.800328 0.999 0.993] 8.844E-93
DHRS7 1.52E-36| 0.5878143( 1.80005 0.982 0.919] 4.991E-32
ATXN7L3B 2.38E-26] 0.5874391] 1.799375 0.89 0.807| 7.837E-22
CBS 9.79E-29] 0.5874315| 1.799361 0.789 0.626| 3.221E-24
RICTOR 1.17E-20] 0.5868969| 1.798399 0.675 0.541] 3.839E-16
CTSC 2.9E-143] 0.5865324| 1.797744 1 0.988| 9.38E-139
TUBA4A 2.8E-17] 0.5860916] 1.796951 0.534 0.411| 9.228E-13
TRAM1 1.2E-104| 0.586083| 1.796936 1 1| 3.8E-100
VPS13B 4.17E-16| 0.5859565] 1.796709 0.491 0.341] 1.373E-11
SKIL 1.47E-29| 0.5848721 1.794761 0.959 0.891| 4.839E-25
PPARG 8.77TE-17( 0.5843821| 1.793882 0.191 0.049] 2.887E-12
BHMT2 1.76E-17] 0.5838171| 1.792869 0.57 0.459( 5.79E-13
ZMYM?2 5.64E-17] 0.5837622| 1.792771 0.664 0.55( 1.857E-12
LAMC1 3.46E-65] 0.5836222| 1.79252 1 0.998( 1.138E-60




ZFPM2-AS1 | 1.29E-29| 0.5835938] 1.792469 0.236 0.032] 4.259E-25
PALMD 9.39E-13] 0.5831043] 1.791591 0.158 0.049] 3.088E-08
HBD 8.52E-18| 0.582569] 1.790633 0.146 0.021] 2.803E-13
ADAM9 5.7E-101] 0.5803637| 1.786688 1 0.998] 1.889E-96
TRAF5 6.97E-16] 0.5802144| 1.786421 0.589 0.427( 2.292E-11
ANKRD35 1.29E-18( 0.5801266| 1.786265 0.402 0.211| 4.242E-14
SPATS?2 2.22E-28] 0.5794935] 1.785134 0.894 0.761] 7.301E-24
TBCK 1.04E-17| 0.5793486( 1.784875 0.586 0.425] 3.429E-13
NFKBIZ 1.15E-24| 0.5788101 1.783914 0.914 0.8 3.78E-20
WNK4 7.04E-16| 0.5787443] 1.783797 0.454 0.276] 2.317E-11
ZFX 2.95E-20] 0.5785573| 1.783464 0.729 0.626| 9.706E-16
MYD88 4.07E-21] 0.5784397| 1.783254 0.658 0.575( 1.337E-16
PAWR 1.99E-36| 0.5776105| 1.781776 0.976 0.893| 6.551E-32
RRM2B 1.6E-29] 0.5771111| 1.780886 0.93 0.826| 5.279E-25
NPTX1 1.44E-07] 0.5770388| 1.780758 0.102 0.028] 0.0047504
TET?2 1.04E-14] 0.5765502| 1.779888 0.446 0.297] 3.41E-10
PYROXD?2 1.3E-15] 0.5763008] 1.779444 0.266 0.121] 4.261E-11
LTA4H 5.95E-21] 0.5762244| 1.779308 0.792 0.694| 1.957E-16
ASCC3 1.79E-35| 0.5754132| 1.777865 0.979 0.923| 5.877E-31
SULF1 2.65E-56] 0.5753368| 1.777729 1 0.988| 8.728E-52
TP53TG1 6.79E-21| 0.5752465] 1.777569 0.593 0.459] 2.234E-16
NEDD9 2.21E-11| 0.5747153] 1.776625 0.508 0.392| 7.263E-07
CARDG6 3.65E-19] 0.5733396| 1.774182 0.282 0.104] 1.201E-14
DYSF 3.32E-19] 0.5732401] 1.774006 0.168 0.026] 1.092E-14
NBPF3 2.18E-18] 0.5729204] 1.773439 0.454 0.302( 7.167E-14
ENAH 1.39E-67| 0.5727798| 1.773189 1 0.993] 4.565E-63
DUSP6 1.36E-15[ 0.5720991| 1.771983 0.798 0.745( 4.461E-11
BCAM 5.94E-24] 0.5718588| 1.771557 0.393 0.176] 1.955E-19
ANKRD34A | 1.84E-36] 0.5709618] 1.769969 0.768 0.619] 6.041E-32
FADS?2 1.29E-20] 0.5708569( 1.769783 0.878 0.782] 4.252E-16
DLC1 5.17E-56] 0.5703574] 1.768899 0.998 0.979] 1.702E-51
ITSN1 2E-25| 0.570256( 1.76872 0.905 0.824( 6.567E-21
SPP1 5.02E-10] 0.5699554| 1.768188 0.35 0.225( 1.651E-05
RHBDD2 7.57E-22] 0.5684343] 1.765501 0.829 0.729] 2.491E-17
ZNFT771 3.72E-18| 0.567991] 1.764718 0.538 0.376| 1.224E-13
SEMABA 1.25E-18| 0.5672194( 1.763357 0.931 0.847| 4.115E-14
WNT2 1.82E-07] 0.5667414| 1.762514 0.17 0.086] 0.0060018
IRF1 5.51E-20] 0.5661541] 1.761479 0.791 0.742| 1.813E-15
HMCES 7.67E-19] 0.565005| 1.759457 0.781 0.631| 2.525E-14
CPA4 3.54E-14] 0.564536] 1.758632 0.167 0.065( 1.166E-09




CU633967.1 | 3.61E-33] 0.5639646| 1.757627 0.648 0.434] 1.188E-28
MYO6 8.19E-16| 0.563185] 1.756257 0.83 0.745] 2.693E-11
NEGR1 1.14E-29] 0.5629692| 1.755878 0.951 0.852] 3.763E-25
CDH13 2.78E-30] 0.5627329] 1.755463 0.973 0.896] 9.137E-26
PLAG1 1.24E-13] 0.5626352| 1.755292 0.339 0.202| 4.089E-09
VSIR 5.2E-15] 0.5625032] 1.75506 0.452 0.306( 1.71E-10
ARL4C A454E-17( 0.5624839] 1.755026 0.679 0.541] 1.493E-12
LEPR 1.39E-16| 0.5624332( 1.754937 0.58 0.432]| 4.584E-12
GCC2 5.73E-29] 0.5623636| 1.754815 0.913 0.768| 1.885E-24
AC005261.1 | 5.53E-14] 0.5622306| 1.754582 0.534 0.397| 1.818E-09
CHD?2 2.13E-23] 0.5616226] 1.753515 0.894 0.789| 7.021E-19
ARHGEF12 3.98E-42] 0.5600347| 1.750733 0.989 0.961| 1.308E-37
CCDC28B 8.54E-19] 0.5599775] 1.750633 0.611 0.429( 2.81E-14
Clorfb4 1.95E-24[ 0.559832| 1.750378 0.316 0.114 6.4E-20
LACTB2 8.35E-21[ 0.5597377| 1.750213 0.851 0.752| 2.746E-16
ETNK1 1.32E-22] 0.5594671| 1.74974 0.816 0.71| 4.337E-18
CEP70 4.15E-14 0.5587041| 1.748405 0.508 0.397] 1.366E-09
KIF3A 3.34E-15] 0.5587005] 1.748399 0.631 0.55( 1.101E-10
TOB1 4.52E-23] 0.5584612| 1.747981 0.915 0.84( 1.486E-18
ARMC4 5.47E-16] 0.5578631| 1.746935 0.186 0.053| 1.799E-11
CREBRF 1.06E-15| 0.556952( 1.745345 0.575 0.497| 3.441E-11
CDKNIA 9.73E-07] 0.5569219] 1.745292 0.969 0.977] 0.0320082
YEATS?2 4.55E-17( 0.5560071| 1.743696 0.646 0.536] 1.497E-12
Cl2orfb7 5.97E-52| 0.555819] 1.743368 0.973 0.956] 1.963E-47
DDIT3 7.21E-16] 0.554717| 1.741448 0.605 0.531f 2.373E-11
PTGER4 1.27E-11] 0.5546986| 1.741416 0.223 0.097( 4.191E-07
TSHZ1 7.3E-18] 0.5546251] 1.741288 0.77 0.666( 2.403E-13
PSME4 1.11E-31] 0.5533779( 1.739118 0.966 0.884| 3.659E-27
RANBP17 5.82E-14] 0.5533709] 1.739105 0.236 0.111] 1.916E-09
ABI2 3.11E-30] 0.56533274] 1.73903 0.955 0.9| 1.024E-25
UBR1 1.3E-20] 0.5532858] 1.738957 0.699 0.587| 4.289E-16
KCNH1 1.76E-18| 0.5532138( 1.738832 0.163 0.03[ 5.783E-14
PIANP 3.11E-20] 0.5530623] 1.738569 0.206 0.049( 1.022E-15
FYTTD1 4.04E-49[ 0.5530465] 1.738541 0.995 0.972] 1.33E-44
SNAI2 3.1E-33| 0.5529042| 1.738294 0.976 0.926] 1.019E-28
AC007920.2 | 1.54E-14] 0.5526311] 1.737819 0.287 0.125] 5.06E-10
MKLN1 1.33E-25] 0.5518083| 1.73639 0.86 0.775] 4.389E-21
IFITM2 1.98E-93] 0.5515537| 1.735948 1 1] 6.501E-89
PRKAR1B 8.29E-21] 0.5513956| 1.735674 0.346 0.139| 2.728E-16
BAZ2A 2.82E-22] 0.5507443| 1.734544 0.793 0.71f 9.293E-18




RUNX2 2.24E-17] 0.5502426] 1.733674 0.633 0.515] 7.368E-13
HDGFL3 1.26E-36| 0.5499355( 1.733141 0.961 0.863| 4.131E-32
MB21D2 2.38E-16] 0.5494501 1.7323 0.603 0.459] 7.834E-12
METTL7A 7.51E-13| 0.549274] 1.731995 0.497 0.362| 2.472E-08
NMNAT2 1.41E-14] 0.5489685| 1.731466 0.253 0.114( 4.639E-10
TOP2B 4.85E-32 0.5485] 1.730655 0.965 0.893] 1.595E-27
RSF1 4.7E-33| 0.5480789[ 1.729926 0.959 0.835] 1.547E-28
RBMS2 5.03E-24] 0.5477734] 1.729398 0.847 0.717] 1.656E-19
NES 1.82E-28| 0.5471998( 1.728406 0.967 0.889] 5.989E-24
PLXNB1 3.21E-13] 0.5471401] 1.728303 0.267 0.125] 1.056E-08
CCDC122 1.2E-16] 0.5464502| 1.727111 0.412 0.297| 3.933E-12
XRRA1 2.96E-14] 0.5460613| 1.72644 0.509 0.353| 9.732E-10
TSPAN9 1.59E-20( 0.5460153| 1.72636 0.645 0.543| 5.246E-16
ZMYM3 1.88E-14( 0.5459268| 1.726207 0.562 0.455( 6.183E-10
ZYX 7.73E-93] 0.5458955] 1.726154 1 1 2.544E-88
ZNF618 1.44E-18] 0.5456037| 1.72565 0.707 0.601| 4.722E-14
TOX 2.81E-12] 0.5455925] 1.72563 0.464 0.313] 9.232E-08
COTL1 3.3E-162] 0.5455438| 1.725546 1 1] 1.08E-157
FAM171B 1.02E-13| 0.5449435( 1.724511 0.557 0.497| 3.357E-09
PCGF2 1.18E-23| 0.5448692| 1.724383 0.791 0.731| 3.887E-19
RARA 3.52E-16| 0.5444307| 1.723627 0.468 0.29] 1.159E-11
KLHL42 2.13E-20] 0.5433618] 1.721785 0.845 0.752] 7.012E-16
SLITRK4 1.77E-15] 0.5432108( 1.721526 0.129 0.016] 5.813E-11
CD200 1.44E-14] 0.5431768| 1.721467 0.114 0.016| 4.747E-10
ITGA4 6.36E-40| 0.543049| 1.721247 0.997 0.968| 2.094E-35
PARP10 1.05E-19] 0.542567| 1.720418 0.37 0.176| 3.465E-15
HDHD?2 5.29E-19] 0.5414637] 1.71852 0.737 0.636( 1.739E-14
MBNL1 3.7E-99| 0.5414065( 1.718422 1 1 1.215E-94
TNIP1 1.36E-23| 0.5410423| 1.717796 0.863 0.805| 4.46E-19
TSPAN31 3.45E-19] 0.5404934] 1.716854 0.731 0.582| 1.136E-14
STIM2 1.2E-16] 0.5398003] 1.715664 0.659 0.58] 3.961E-12
PRDX2 4.57E-67] 0.5397355] 1.715553 1 0.986] 1.505E-62
MT-NDb 1.1E-191 0.5387657| 1.71389 1 1| 3.54E-187
GATAZ2-AS1 | 2.99E-21| 0.5387445| 1.713854 0.375 0.16] 9.844E-17
FABP4 2.92E-18] 0.5386887] 1.713758 0.128 0.009] 9.619E-14
MDM?2 1.81E-21| 0.5383638( 1.713201 0.911 0.865| 5.946E-17
FTL 8.4E-130] 0.5382992| 1.713091 1 1| 2.77E-125
GOPC 2.07E-32] 0.5375002| 1.711723 0.959 0.91( 6.802E-28
PFN2 1.15E-54] 0.5367085| 1.710368 0.997 0.993] 3.777E-50
SCD 1.86E-14 0.5366683| 1.710299 0.965 0.937| 6.126E-10




AEBP2 1.91E-19] 0.5361738| 1.709454 0.733 0.65| 6.285E-15
MOV10 1.92E-17] 0.5360357| 1.709218 0.668 0.536] 6.317E-13
NCOR1 2.1E-40( 0.5355643] 1.708412 0.987 0.949] 6.924E-36
RUNX1 7.02E-17] 0.5348465] 1.707186 0.883 0.838] 2.308E-12
JARID2 2.66E-12] 0.5347972] 1.707102 0.448 0.332| 8.736E-08
AC089983.1 | 7.16E-26| 0.534638] 1.70683 0.209 0.028| 2.355E-21
MTND5P11 | 7.35E-59( 0.5344106| 1.706442 0.9 0.796| 2.417E-54
CTNNB1 471E-73[ 0.5340131| 1.705764 0.999 0.993( 1.549E-68
DZIP1 4.31E-26( 0.5339664| 1.705684 0.928 0.863| 1.418E-21
ANTXR2 2.93E-31] 0.5335132| 1.704911 0.977 0.916] 9.641E-27
OFD1 8.76E-16] 0.5333654| 1.70466 0.556 0.429( 2.883E-11
TOP1 1.54E-42] 0.533356| 1.704644 0.983 0.898| 5.074E-38
ALDH1A2? 2.34E-20] 0.5330445| 1.704113 0.172 0.026( 7.705E-16
ABLIM3 2.64E-18] 0.533018] 1.704067 0.793 0.71f 8.677E-14
ZRSR2 2.57E-15] 0.5329803] 1.704003 0.398 0.23] 8.452E-11
RAPGEF2 1.96E-15] 0.5319617| 1.702268 0.631 0.545] 6.434E-11
DDX60 6.97E-13] 0.5316579| 1.701751 0.353 0.193] 2.295E-08
YTHDC2 9.24E-15] 0.531265| 1.701083 0.547 0.434 3.04E-10
LPINZ 2.75E-15] 0.5310542| 1.700724 0.608 0.48[ 9.045E-11
SEMA3D 2.5E-11] 0.5303402] 1.69951 0.375 0.251| 8.233E-07
ACTN1 3E-155] 0.5295355( 1.698143 1 1| 9.88E-151
HOXD3 1.98E-20] 0.5295355 1.698143 0.209 0.044] 6.508E-16
FAM214A 2.37E-12] 0.5292064] 1.697585 0.41 0.262| 7.802E-08
RAB43 1.99E-19] 0.5289358| 1.697125 0.478 0.271] 6.542E-15
AKAPSL 4.91E-17] 0.5283034] 1.696052 0.688 0.566( 1.614E-12
ZSWIM6 4.91E-16] 0.528217] 1.695906 0.636 0.503| 1.616E-11
TET3 6.61E-10] 0.528142] 1.695779 0.276 0.183| 2.174E-05
ARFGEF2 3.71E-18] 0.5278424] 1.695271 0.785 0.691] 1.221E-13
KCTD16 5.01E-16] 0.5274284] 1.694569 0.126 0.014] 1.649E-11
TCF7L2 7.13E-18] 0.5271946] 1.694173 0.739 0.585| 2.344E-13
HECW?2 1.62E-12] 0.5266028| 1.69317 0.397 0.288| 5.327E-08
TNIK 5.56E-10] 0.5264211| 1.692863 0.239 0.137| 1.828E-05
SNCAIP 4.85E-11] 0.5258829] 1.691952 0.314 0.186] 1.595E-06
HEXIM1 2.07E-23] 0.5245834] 1.689755 0.927 0.87| 6.798E-19
HIVEP1 3.89E-12| 0.5238447] 1.688507 0.365 0.237] 1.281E-07
IGFBP4 9.22E-81| 0.5234494| 1.68784 1 1| 3.032E-76
MAPIA 5.56E-30] 0.5230574] 1.687178 0.985 0.956] 1.828E-25
VPS13C 2.48E-15] 0.5230358] 1.687142 0.64 0.571f 8.161E-11
ZKSCAN1 1.76E-24] 0.5229255| 1.686956 0.959 0.926] 5.775E-20
PYCARD 6.72E-18] 0.5225314] 1.686291 0.78 0.68( 2.21E-13




APPBP2 3.2E-22| 0.5224776 1.6862 0.879 0.798] 1.053E-17
LINC01139 1.78E-13| 0.5222336( 1.685789 0.201 0.081] 5.861E-09
FYCO1 2.11E-14] 0.5218481] 1.685139 0.446 0.288] 6.956E-10
DUBR 9.16E-11] 0.5218049] 1.685066 0.479 0.362| 3.014E-06
NAPI1L5 4.48E-141 0.521612| 1.684741 0.452 0.323| 1.474E-09
TAX1BP1 3.27E-69] 0.5214238| 1.684424 1 1| 1.076E-64
RNF217 3.07E-13] 0.5213903] 1.684368 0.635 0.548( 1.009E-08
PRKCI 5.2E-29( 0.5213773| 1.684346 0.94 0.886] 1.711E-24
TTYH3 3.41E-31] 0.5212915] 1.684201 0.936 0.854] 1.123E-26
SMARCAb 4.81E-47( 0.5207304| 1.683257 0.995 0.961| 1.582E-42
NUPR1 5.72E-18] 0.5195388] 1.681252 0.893 0.865| 1.881E-13
DEPP1 1.81E-09] 0.5194064| 1.68103 0.166 0.067] 5.942E-05
PIK3C2A 4.34E-21] 0.5185633] 1.679613 0.85 0.733| 1.429E-16
USO1 1.03E-50( 0.5185067| 1.679518 1 0.979| 3.386E-46
APOBEC3F | 4.36E-18]| 0.5183576] 1.679267 0.275 0.111] 1.435E-13
POMK 3.04E-17] 0.5171632] 1.677263 0.693 0.606]| 9.998E-13
SLC8A1 1.99E-18] 0.516177| 1.67561 0.884 0.8| 6.548E-14
CCNG1 6.53E-34] 0.5157239| 1.674851 0.987 0.963| 2.148E-29
APBB1IP 3.86E-20] 0.5156338 1.6747 0.342 0.128| 1.27E-15
DUSP10 2.01E-17] 0.5152027| 1.673978 0.801 0.657| 6.603E-13
LINC01085 1.74E-13] 0.5151802| 1.67394 0.355 0.197] 5.712E-09
RBMS3 3.82E-17] 0.513716] 1.671491 0.863 0.78| 1.257E-12
H2BC8 1.06E-15] 0.5135926| 1.671285 0.151 0.035] 3.481E-11
TNFRSF14 1.98E-11] 0.5126139] 1.66965 0.363 0.251] 6.505E-07
PSTPIP2 2.26E-11] 0.512553| 1.669548 0.411 0.271| 7.439E-07
RANBP2 1.57E-28] 0.5120704| 1.668743 0.952 0.865( 5.182E-24
NAV3 1.06E-15( 0.5120249] 1.668667 0.844 0.784( 3.474E-11
IP6K2 2.88E-22| 0.56117474] 1.668204 0.873 0.787] 9.492E-18
BBX 9.93E-28] 0.5115495] 1.667873 0.987 0.968] 3.269E-23
USP11 1.22E-24] 0.5103103| 1.665808 0.888 0.773] 3.998E-20
TUG1 3.8E-33[ 0.5101956] 1.665617 0.993 0.968| 1.249E-28
USP44 4.92E-18] 0.5097826] 1.664929 0.133 0.014 1.62E-13
MAP3K20 4.42E-55] 0.509753| 1.66488 1 1] 1.455E-50
EPS8L2 6.38E-13] 0.5094167| 1.66432 0.472 0.35] 2.098E-08
INMT 9.74E-12] 0.5090466] 1.663704 0.14 0.056| 3.205E-07
INS-IGF2 4.39E-65[ 0.508985] 1.663602 0.367 0.016] 1.443E-60
TCEAL1 1.15E-16] 0.5087828| 1.663266 0.785 0.715] 3.789E-12
CHD4 2.17E-54]1 0.5084822] 1.662765 1 0.979( 7.134E-50
NFIA 3.82E-14] 0.5069515] 1.660222 0.558 0.49] 1.258E-09
AP003068.2 | 1.92E-17]| 0.5067479] 1.659884 0.189 0.049( 6.313E-13




PRRG1 3.51E-12| 0.5066278] 1.659685 0.435 0.353] 1.154E-07
ZNF292 9.72E-17] 0.5062826] 1.659112 0.752 0.629] 3.197E-12
WDFY3 2.34E-14] 0.5062606] 1.659076 0.54 0.462| 7.688E-10
MAP4K3 2.95E-14] 0.5061968| 1.65897 0.577 0.485] 9.703E-10
TNFRSF10B| 1.13E-18| 0.5059571| 1.658572 0.841 0.733| 3.73E-14
PKD2 1.41E-20 0.505832| 1.658365 0.925 0.838]| 4.635E-16
ARID4A 1.76E-11| 0.5056357( 1.658039 0.514 0.383| 5.78E-07
VGLL3 4.13E-30( 0.5051087| 1.657166 0.987 0.954] 1.359E-25
ITGA11 9.64E-12| 0.5049955] 1.656978 0.689 0.64| 3.172E-07
MBNL2 1.59E-28] 0.5049698( 1.656936 0.967 0.896| 5.232E-24
CAND1 5.86E-28] 0.504841| 1.656722 0.976 0.937( 1.927E-23
TPST1 1.06E-17] 0.504385( 1.655967 0.869 0.77( 3.475E-13
BPTF 2.87TE-27] 0.5043762] 1.655952 0.971 0.916( 9.429E-23
PSMAS 3.05E-84] 0.5039613] 1.655265 1 1] 1.002E-79
P14KB 1.57E-21] 0.5038906( 1.655148 0.865 0.826] 5.153E-17
COL4A5 1.31E-11] 0.5035722| 1.654621 0.268 0.158] 4.305E-07
FZD6 1.04E-21] 0.5030004| 1.653675 0.939 0.872] 3.428E-17
GRAMD2B 1.57E-15| 0.5028468| 1.653422 0.805 0.694( 5.181E-11
MIPEP 7.57E-12] 0.5024935] 1.652837 0.558 0.497( 2.491E-07
RTN2 2.32E-12] 0.5020309| 1.652073 0.399 0.271| 7.625E-08
ZNF880 2.09E-13] 0.5016673] 1.651472 0.441 0.288] 6.868E-09
MBNL1-AS1| 7.48E-11| 0.5010923] 1.650523 0.517 0.443] 2.463E-06
LYST 1.42E-15] 0.5004151| 1.649406 0.664 0.596] 4.675E-11
KDM5A 1.34E-21] 0.5001457| 1.648962 0.91 0.798| 4.405E-17
POGZ 1.29E-17| 0.4996295( 1.64811 0.793 0.684| 4.253E-13
ADAR 1.25E-25] 0.4992007| 1.647404 0.961 0.928( 4.119E-21
PSMB10 2.25E-20] 0.4991677] 1.64735 0.765 0.701f 7.409E-16
PHF3 6.24E-18| 0.498395| 1.646077 0.885 0.775] 2.054E-13
TP53INP1 4.3E-09| 0.4981458( 1.645667 0.355 0.248] 0.0001416
STAT2 3.37E-16] 0.4979984| 1.645424 0.751 0.659] 1.109E-11
TMEM140 9.59E-14] 0.4979293| 1.645311 0.16 0.051] 3.154E-09
CMTM3 1.52E-19| 0.4978734( 1.645219 0.893 0.787| 5.003E-15
DTX3 1.08E-13( 0.4976806| 1.644902 0.436 0.306] 3.538E-09
AGO1 2.77E-13] 0.4971379] 1.644009 0.64 0.566] 9.126E-09
MCAM 2.86E-12] 0.4969638] 1.643723 0.628 0.527] 9.401E-08
STX6 1.18E-15] 0.4969279( 1.643664 0.629 0.557] 3.888E-11
MFGES 3.76E-16| 0.496913] 1.643639 0.981 0.958] 1.238E-11
KMT5B 8.64E-16] 0.4966786| 1.643254 0.748 0.682| 2.842E-11
GTF2E1 1.55E-10] 0.4965384| 1.643024 0.509 0.401] 5.09E-06
MOSPD1 3.97E-14] 0.4959822| 1.64211 0.785 0.696| 1.306E-09




SSBP?2 5.96E-14| 0.4947404] 1.640072 0.717 0.643] 1.96E-09
PDESA 1E-21| 0.4947089( 1.640021 0.167 0.023] 3.294E-17
CRY1 3.27E-12] 0.4946634] 1.639946 0.482 0.336] 1.075E-07
TEAD1 1.47E-54] 0.4946219| 1.639878 1 1| 4.842E-50
SNHGS8 3.76E-21] 0.4945532] 1.639765 0.778 0.675( 1.235E-16
EIF2S3 2.33E-61] 0.4941871] 1.639165 1 0.998| 7.674E-57
KMT2C 2.76E-16] 0.4939114] 1.638713 0.753 0.708] 9.091E-12
MYCBP2 5.11E-16] 0.4938743] 1.638653 0.839 0.722] 1.682E-11
HUWE1 9.65E-29] 0.4929675| 1.637167 0.975 0.91] 3.175E-24
SARM1 5.86E-10] 0.4922122] 1.635931 0.311 0.183] 1.927E-05
UBR3 1.42E-14] 0.4921561| 1.635839 0.663 0.548( 4.67E-10
TRIP12 7.52E-31] 0.4919495] 1.635501 0.986 0.947( 2.473E-26
PRRC2C 1.18E-40( 0.4918192| 1.635288 0.997 0.984| 3.876E-36
ZDHHC7 1.25E-24( 0.4917974| 1.635253 0.958 0.886] 4.097E-20
SLC35E2B 1.44E-19] 0.4915207 1.6348 0.729 0.631] 4.724E-15
CRIM1-DT 8.38E-16( 0.4915049] 1.634775 0.449 0.309] 2.757E-11
RGSbH 1.84E-05] 0.4913465| 1.634516 0.202 0.155] 0.6043785
NNT 3.6E-20] 0.4913148] 1.634464 0.917 0.877| 1.184E-15
CACNA1H 4.93E-241 0.4907958] 1.633616 0.168 0.016| 1.622E-19
HACD4 1.16E-15| 0.4906443| 1.633368 0.812 0.733| 3.827E-11
RB1CC1 6.89E-26] 0.4905602| 1.633231 0.966 0.9 2.268E-21
SSB 3.08E-58] 0.4900973] 1.632475 1 1| 1.013E-53
FAR2 1.05E-10] 0.4894797| 1.631467 0.456 0.371] 3.465E-06
CSRP1 1.71E-68] 0.489428| 1.631383 1 1| 5.615E-64
PRKCA 3.44E-20] 0.4892858| 1.631151 0.955 0.9 1.133E-15
FDXR 1.21E-11] 0.4891301 1.630897 0.483 0.346] 3.995E-07
NPEPPS 1.55E-34( 0.4889043] 1.630529 0.988 0.951] b5.11E-30
NLRP1 4.35E-11[ 0.4888733| 1.630478 0.691 0.58| 1.432E-06
ZNF638 4.72E-241 0.4885313| 1.629921 0.933 0.84| 1.552E-19
NEMF 1.7E-27] 0.4880017] 1.629058 0.972 0.905| 5.595E-23
SLC27A3 1.11E-12] 0.4879249| 1.628933 0.254 0.107] 3.667E-08
SPTBN1 2.82E-23] 0.4873976| 1.628074 0.98 0.944 9.285E-19
MYADM 1.32E-45( 0.486859] 1.627197 0.999 0.998( 4.346E-41
MOSPD2 6.09E-14] 0.4867378 1.627 0.867 0.803| 2.005E-09
NCOA1 2.02E-13| 0.486385] 1.626426 0.561 0.392| 6.64E-09
CBX6 9.39E-18] 0.4863773] 1.626413 0.9 0.807| 3.091E-13
ARHGEF2 9.58E-18] 0.4861174| 1.625991 0.906 0.856] 3.151E-13
PRSS12 5.76E-13] 0.4858186] 1.625505 0.632 0.585] 1.895E-08
CPM 1.37E-10| 0.4855822 1.625121 0.527 0.473| 4.516E-06
ACO087477.2 | 1.06E-18| 0.4853345] 1.624718 0.178 0.035( 3.482E-14




GOLGASB 7.09E-18| 0.485104] 1.624344 0.599 0.527| 2.334E-13
MARCHF9 1.61E-13| 0.4848778| 1.623977 0.228 0.107] 5.282E-09
SECISBP2L | 1.91E-20] 0.4847059| 1.623697 0.896 0.798] 6.298E-16
TPBG 3.54E-23] 0.4841925] 1.622864 0.99 0.97| 1.165E-18
CULbS 8.37E-24] 0.4841015] 1.622716 0.971 0.916| 2.754E-19
DGKH 2.74E-09] 0.483712| 1.622084 0.581 0.506] 9.031E-05
BBC3 1.34E-14| 0.483073| 1.621048 0.434 0.258] 4.392E-10
DTX3L 6.61E-14| 0.4829301| 1.620817 0.57 0.434] 2.174E-09
ROGDI 2.61E-11| 0.4828776] 1.620732 0.459 0.339] 8.574E-07
TBL1IXR1 9.77E-23| 0.482579] 1.620248 0.952 0.912] 3.215E-18
RIC1 2.4E-13] 0.4824453] 1.620031 0.592 0.499 7.9E-09
HTR7P1 3.18E-09] 0.4823759] 1.619919 0.296 0.186] 0.0001047
HACD1 4.06E-14] 0.4822681| 1.619744 0.871 0.807| 1.334E-09
BTN3A1 1.07E-09( 0.482264| 1.619737 0.43 0.313| 3.531E-05
DHX36 1.58E-25| 0.4818164( 1.619012 0.98 0.928] 5.196E-21
SOCS5 8.48E-30( 0.4812687| 1.618126 0.971 0.896] 2.791E-25
SIDT2 1.13E-14] 0.4804083| 1.616734 0.588 0.506| 3.723E-10
PITX1 1.95E-22| 0.4803649(| 1.616664 0.382 0.515( 6.422E-18
TAPBP 1.68E-20] 0.4802857| 1.616536 0.951 0.921| 5.519E-16
TNRC6B 2.59E-13] 0.4802724] 1.616515 0.803 0.74( 8.523E-09
MSMO1 5.19E-11] 0.4799657] 1.616019 0.863 0.856( 1.708E-06
TRIM13 3.81E-12| 0.4797243] 1.615629 0.605 0.492| 1.254E-07
GAS5 5.19E-37| 0.4793503] 1.615025 0.999 0.991] 1.707E-32
MAP3K12 1.24E-15] 0.4787806| 1.614105 0.514 0.406| 4.09E-11
RERE 2.52E-16] 0.4786443] 1.613885 0.841 0.749| 8.304E-12
STX17 5.16E-14] 0.4785921] 1.613801 0.667 0.589] 1.699E-09
LINC00672 8.21E-13] 0.4784279] 1.613536 0.266 0.139( 2.703E-08
CLTC 7.8E-99( 0.4784115] 1.613509 1 1 2.569E-94
AK3 9.34E-31]| 0.4781044] 1.613014 0.998 0.988] 3.073E-26
HELZ 2.04E-11] 0.4775969] 1.612195 0.717 0.636] 6.721E-07
EXOC6B 3.27E-12| 0.4769338| 1.611127 0.571 0.443] 1.076E-07
PCM1 5.16E-21| 0.476872] 1.611027 0.942 0.861| 1.699E-16
ADCY9 2.63E-13] 0.4767182] 1.610779 0.599 0.487] 8.665E-09
LZTS2 4.05E-19( 0.4765635| 1.61053 0.844 0.738] 1.333E-14
HEATRG6 2.24E-12] 0.4765251] 1.610468 0.62 0.52| 7.363E-08
CTIF 5.37E-19] 0.4764935] 1.610418 0.746 0.645]| 1.767E-14
AlG1 1.28E-19] 0.4752534] 1.608422 0.895 0.817]| 4.204E-15
RNF213 1.38E-15| 0.4750404( 1.608079 0.864 0.766( 4.526E-11
THOC?2 8.83E-23] 0.4747269] 1.607575 0.971 0.926( 2.906E-18
LIMK2 4.86E-12] 0.4741932] 1.606717 0.481 0.406 1.6E-07




TRIMb58 1.89E-08| 0.4740674( 1.606515 0.229 0.158] 0.0006203
TMEM216 1.94E-10] 0.4735811f 1.605734 0.352 0.302| 6.388E-06
MAP3K5 2.22E-13] 0.4720762] 1.603319 0.608 0.515] 7.294E-09
PPP1R10 3.55E-15] 0.4720024| 1.603201 0.692 0.647] 1.168E-10
MTMR2 1.53E-25| 0.4718054( 1.602885 0.973 0.928( 5.029E-21
PGRMC2 2.715E-241 0.4717943| 1.602868 0.999 0.998] 9.032E-20
GSTA4 4.61E-12( 0.4715375] 1.602456 0.57 0.524] 1.518E-07
CU633906.1 | 7.66E-29] 0.4715084| 1.602409 0.536 0.332] 2.522E-24
RNF123 4.83E-10( 0.4711922| 1.601903 0.402 0.288] 1.591E-05
NUDT3 1.26E-22] 0.4710402| 1.601659 0.964 0.951| 4.144E-18
AZIN1 4.68E-32] 0.4709811] 1.601565 0.998 0.991| 1.54E-27
LONP2 3.82E-24]1 0.4709493| 1.601514 0.93 0.842| 1.256E-19
MYOF 1.59E-63| 0.4704985] 1.600792 1 0.995] 5.232E-59
MCC 8.21E-09] 0.4703032] 1.600479 0.242 0.142 0.00027
AC055839.2 | 1.29E-14] 0.4702978] 1.600471 0.513 0.339] 4.249E-10
TRIM6 2.37E-12]| 0.4702662| 1.60042 0.462 0.357| 7.801E-08
CCDC6 5.23E-15] 0.4701869] 1.600293 0.915 0.872] 1.721E-10
SMG1P5 1.69E-32| 0.470033| 1.600047 0.751 0.601| 5.563E-28
EPHA2 1.64E-14] 0.4697571| 1.599606 0.817 0.729] 5.398E-10
RC3H2 5.83E-16] 0.469089| 1.598537 0.803 0.687( 1.919E-11
PPP1CB 3.46E-66] 0.4689504] 1.598316 1 1 1.137E-61
WDR11 6.1E-16( 0.4688673| 1.598183 0.708 0.661] 2.006E-11
HEY1 6.46E-08] 0.4684861] 1.597574 0.22 0.125] 0.0021265
ZNF827 7.77E-14]1 0.4679705] 1.59675 0.727 0.652] 2.558E-09
JPX 2.44E-24]1 0.4674205] 1.595872 0.868 0.856] 8.036E-20
SUPT6H 9.3E-19] 0.4673509] 1.595761 0.839 0.766( 3.059E-14
IREB2 1.92E-18( 0.4672545] 1.595607 0.908 0.847( 6.325E-14
ARHGEF25 1.59E-11| 0.4671614( 1.595459 0.49 0.385] 5.228E-07
PIP4AK2C 1.19E-09| 0.4671062| 1.595371 0.391 0.267] 3.914E-05
LOXL4 1.89E-09] 0.466866| 1.594988 0.307 0.195] 6.225E-05
H6PD 7.51E-15] 0.4668011] 1.594884 0.779 0.717] 2.471E-10
PTGR1 5.63E-17] 0.4667613| 1.594821 0.978 0.947( 1.852E-12
FNDC3A 2.41E-15] 0.4667048| 1.594731 0.911 0.858( 7.919E-11
SLFN5 1.6E-19] 0.4659551] 1.593535 0.949 0.884| 5.259E-15
ADGRAZ2 3.28E-20] 0.4657632] 1.59323 0.945 0.919] 1.08E-15
LRRC8D 4.49E-16| 0.4655445] 1.592881 0.718 0.615] 1.478E-11
FAM13A 1.05E-09] 0.4654338| 1.592705 0.563 0.487| 3.439E-05
PSPH 5.74E-16] 0.4653555| 1.59258 0.813 0.731f 1.887E-11
RARA-AS1 4.92E-16] 0.4652039] 1.592339 0.157 0.035( 1.618E-11
AC090409.1 | 7.28E-11| 0.4650752] 1.592134 0.459 0.369] 2.396E-06




RASL1IA 1.04E-09] 0.4650752| 1.592134 0.194 0.107] 3.43E-05
SCARBI1 2.05E-11] 0.4648904| 1.59184 0.474 0.357| 6.745E-07
HOXA3 7.46E-21] 0.4646803] 1.591505 0.179 0.03| 2.454E-16
Cborflb 1.05E-21] 0.4636866| 1.589925 0.975 0.937| 3.459E-17
CNTNAP1 8E-14| 0.4636035( 1.589792 0.507 0.397] 2.631E-09
RNF41 2.6E-17] 0.4629295| 1.588721 0.817 0.798| 8.55E-13
SERPINH1 4.9E-125( 0.4627235] 1.588394 1 1 1.62E-120
F2RL2 1.15E-08| 0.4626374( 1.588257 0.469 0.364] 0.0003791
PLCG1 2.15E-11] 0.4623871] 1.58786 0.577 0.499] 7.067E-07
SPG11 1.94E-13] 0.4621856| 1.58754 0.642 0.564| 6.387E-09
PTKY 2.17E-15] 0.4616874] 1.586749 0.944 0.916f 7.141E-11
GBE1 7.28E-28] 0.4608791| 1.585467 0.986 0.968| 2.396E-23
TULP4 5.94E-12] 0.4604534] 1.584792 0.599 0.508] 1.956E-07
DSE 2.21E-20] 0.4603291] 1.584595 0.969 0.914| 7.276E-16
EID1 2E-134] 0.460206 1.5844 1 1 6.43E-130
UBXN7 1.3E-15] 0.4601783] 1.584356 0.8 0.698| 4.292E-11
TAF7 5.22E-30] 0.4601611] 1.584329 0.991 0.979] 1.719E-25
PTPN13 6.61E-17] 0.4595585] 1.583375 0.756 0.636| 2.175E-12
GTF3C1 1.83E-15] 0.4595267| 1.583324 0.781 0.668| 6.013E-11
SLC12A2 1.96E-16( 0.4593778] 1.583089 0.76 0.698| 6.461E-12
SH3PXD2A 5.2E-19( 0.4582932| 1.581373 0.978 0.944] 1.712E-14
KIAA1109 9.24E-15] 0.4575008]| 1.58012 0.757 0.689] 3.039E-10
DCAF5 1.12E-14] 0.4574681| 1.580068 0.776 0.703] 3.696E-10
BST1 7.92E-11] 0.4572841] 1.579778 0.543 0.441] 2.606E-06
AFAP1L2 5.84E-14] 0.4566363| 1.578755 0.146 0.032| 1.922E-09
AASDHPPT | 1.49E-20| 0.4565314] 1.578589 0.96 0.914| 4.899E-16
SH3BGRL 5.75E-25] 0.4562544] 1.578152 0.993 0.981| 1.892E-20
DYNCIH1 2.81E-36] 0.4562397| 1.578129 0.998 0.993] 9.239E-32
AC013271.1 | 2.08E-53| 0.4561065] 1.577918 0.351 0.03] 6.844E-49
SOCS2 1.76E-12] 0.4556365| 1.577177 0.668 0.599] 5.776E-08
TSPYL1 9.75E-19] 0.4556175| 1.577147 0.937 0.886| 3.206E-14
MAMDC?2 1.52E-09] 0.4554904( 1.576947 0.148 0.051f 5.001E-05
PM20D2 6.63E-11] 0.4554747] 1.576922 0.464 0.355| 2.182E-06
MED12 6.22E-11] 0.4554696] 1.576914 0.471 0.397| 2.047E-06
BOLA2-SMG| 1.78E-30| 0.455354| 1.576731 0.916 0.865| 5.859E-26
NOTCH3 1.82E-08| 0.4550943( 1.576322 0.74 0.708] 0.0005973
SNTB1 2.84E-09| 0.455036] 1.57623 0.355 0.218] 9.328E-05
ZC3H13 7.07E-19] 0.4549821] 1.576145 0.951 0.896( 2.325E-14
POLR3GL 1.62E-15] 0.4549814| 1.576144 0.718 0.65[ 5.333E-11
BCL3 5.48E-12] 0.4548366| 1.575916 0.328 0.204| 1.803E-07




TNPO1 2.76E-39| 0.454687| 1.57568 1 0.993] 9.096E-35
TCAF1 3.26E-19] 0.4546153] 1.575567 0.958 0.916| 1.071E-14
SMARCD3 4.9E-13| 0.4545269] 1.575428 0.652 0.589] 1.611E-08
IGF2BP1 1.94E-07] 0.4538282| 1.574327 0.447 0.357] 0.0063723
TFPI 1.48E-23| 0.4537798| 1.574251 0.985 0.94( 4.869E-19
CHML 1.42E-14( 0.4531999] 1.573339 0.663 0.613] 4.683E-10
H2BC21 1.06E-14| 0.452979( 1.572991 0.141 0.026| 3.444E-10
OR2A20P 3.83E-23] 0.4529182| 1.572895 0.181 0.023] 1.261E-18
ZCRB1 3.15E-35] 0.4524524] 1.572163 0.975 0.942] 1.037E-30
GDF11 1.26E-11] 0.4520362| 1.571509 0.507 0.452] 4.142E-07
HECTD1 4.61E-24] 0.4520031] 1.571457 0.969 0.898| 1.516E-19
PDLIM1 5.38E-49] 0.451764| 1.571081 1 1] 1.769E-44
USP47 1.79E-22| 0.4513651| 1.570454 0.972 0.921( 5.874E-18
TCF12 4.04E-241 0.450703] 1.569415 0.981 0.958] 1.33E-19
DECR2 1.17E-09| 0.450701 1.569412 0.532 0.464| 3.836E-05
TET1 3.53E-12] 0.4503097] 1.568798 0.251 0.114] 1.163E-07
BMP4 4.19E-15( 0.4495994| 1.567684 0.126 0.016] 1.379E-10
HEATR5A 1.5E-13] 0.4492108| 1.567075 0.798 0.761| 4.923E-09
LINC00475 2.718E-14] 0.4491674] 1.567007 0.19 0.058( 9.15E-10
MIA2 2.45E-11] 0.4490719] 1.566857 0.555 0.499| 8.068E-07
NBR1 5.05E-20] 0.4485165| 1.565987 0.96 0.921] 1.661E-15
SNRK 5.58E-09] 0.4481705] 1.565446 0.431 0.318] 0.0001834
TMSB4X 3.6E-132| 0.4478785] 1.564988 1 1| 1.2E-127
BIN1 4.48E-16( 0.4477064| 1.564719 0.601 0.538] 1.475E-11
HLA-C 1.7E-53] 0.447703| 1.564714 1 1] 5.599E-49
FOSL2 2.05E-18] 0.4475043| 1.564403 0.92 0.849( 6.734E-14
OSBPL10 3.42E-10] 0.4466243] 1.563027 0.297 0.176f 1.127E-05
KDM6B 3.89E-13] 0.4464868| 1.562812 0.445 0.297] 1.28E-08
SLC38A2 5.67E-52| 0.446466| 1.562779 1 1 1.866E-47
CCL2 0.00096] 0.4458687| 1.561846 0.206 0.165 1
AC079848.2 | 6.61E-13] 0.4456831| 1.561557 0.172 0.051] 2.176E-08
DOCK6 3.03E-09] 0.4446431| 1.559933 0.412 0.329| 9.961E-05
TPD52 3.74E-12] 0.4444614] 1.55965 0.112 0.023| 1.23E-07
SCN2A 2.01E-12| 0.4443477] 1.559473 0.181 0.072] 6.62E-08
CC2D2A 3.19E-12| 0.4441813] 1.559213 0.638 0.555] 1.051E-07
PPHLN1 4.03E-22| 0.4440073] 1.558942 0.977 0.944] 1.327E-17
SNHGb 7.78E-64] 0.4439922] 1.558918 1 1| 2.561E-59
MFAP4 3.19E-09] 0.443812] 1.558637 0.588 0.548] 0.0001049
ADA2 5.28E-12] 0.4437244] 1.558501 0.235 0.153| 1.738E-07
RGS10 1.44E-18| 0.4436578| 1.558397 0.931 0.896( 4.73E-14




RTP4 1.85E-11] 0.4436518( 1.558388 0.149 0.042] 6.077E-07
ELF1 1.38E-13| 0.4430912 1.557514 0.784 0.777] 4.539E-09
SHFL 6.61E-11] 0.4429817] 1.557344 0.602 0.555] 2.175E-06
PPP1R15B 5.07E-17] 0.4429616] 1.557313 0.854 0.773] 1.668E-12
DGKI 2.12E-05] 0.4429271] 1.557259 0.354 0.336] 0.6975308
LTN1 5.94E-12] 0.4428506| 1.55714 0.834 0.784| 1.955E-07
YPEL2 2.18E-08] 0.4428179] 1.557089 0.218 0.104] 0.0007178
DACT1 3.26E-07] 0.4426809] 1.556876 0.252 0.146] 0.0107287
TNS1 8.63E-13( 0.4421011| 1.555973 0.919 0.877| 2.838E-08
FARP1 8.97E-40( 0.4419807| 1.555786 1 0.993] 2.952E-35
DDHD1 3.12E-14] 0.4413121| 1.554746 0.64 0.613| 1.026E-09
ORAI3 5.26E-10] 0.4409548] 1.55419 0.395 0.267| 1.732E-05
TIP2 1.12E-12| 0.4405514| 1.553564 0.668 0.636] 3.698E-08
ZFC3H1 1.31E-09( 0.4405343| 1.553537 0.664 0.573| 4.32E-05
EIF2AK4 1.68E-24| 0.4401698( 1.552971 0.969 0.935] 5.539E-20
KMT2E 1.95E-16] 0.4400503| 1.552785 0.955 0.926] 6.406E-12
CDKN1C 5.23E-16] 0.4397813] 1.552368 0.249 0.09] 1.72E-11
NLGN2 8.19E-13] 0.4397693| 1.552349 0.603 0.497| 2.695E-08
AC005670.3 | 1.32E-16] 0.4397662| 1.5562344 0.721 0.659( 4.351E-12
CU633904.1 | 7.95E-25] 0.439755| 1.552327 0.529 0.332| 2.615E-20
SHC3 1.71E-11| 0.439715( 1.552265 0.148 0.039| 5.635E-07
LRP6 2.77E-09] 0.4396741| 1.552201 0.56 0.469] 9.122E-05
TENM3 3.43E-16] 0.4392545] 1.55155 0.644 0.45] 1.128E-11
ARID4B 6.8E-18| 0.4392302| 1.551512 0.956 0.914] 2.238E-13
PLEKHAG 4.54E-14]1 0.4391612] 1.551405 0.143 0.035( 1.494E-09
BCRP2 2.82E-141 0.4390669] 1.551259 0.184 0.067( 9.285E-10
AFF4 8.04E-20] 0.4388785] 1.550967 0.968 0.916] 2.646E-15
AIFM?2 4.18E-10( 0.4387978| 1.550842 0.638 0.575] 1.374E-05
DIPK1A 1.04E-16| 0.438771 1.5508 0.889 0.784] 3.411E-12
TIMP2 1.05E-89] 0.4386967| 1.550685 1 1| 3.46E-85
AC009093.1 | 7.95E-11| 0.4386438| 1.550603 0.215 0.1| 2.615E-06
GRK3 1.41E-09| 0.4383009( 1.550071 0.223 0.155| 4.652E-05
CuL7 1.89E-11| 0.438206( 1.549924 0.575 0.515( 6.216E-07
PRKARIA 1.2E-46] 0.4380005] 1.549606 0.999 0.998| 3.944E-42
YTHDC1 6.97E-14| 0.437864] 1.549394 0.898 0.831] 2.294E-09
NXPE3 451E-14( 0.4378345] 1.549349 0.782 0.71] 1.484E-09
C8orf31 3.7E-11| 0.4376207( 1.549017 0.209 0.084] 1.217E-06
COL25A1 8.65E-17] 0.4367571| 1.54768 0.106 0.005( 2.847E-12
EEAl 2.04E-24] 0.436754] 1.547675 0.992 0.974( 6.704E-20
FGD4 6.01E-10] 0.4367189| 1.547621 0.203 0.097| 1.978E-05




CD4 2.4E-13( 0.4365152| 1.547306 0.115 0.019] 7.912E-09
DNAJB14 4.98E-21( 0.4363477| 1.547047 0.949 0.858| 1.64E-16
CD27-AS1 5.15E-14] 0.4354058] 1.54559 0.629 0.587| 1.693E-09
TBC1D19 1.06E-08] 0.4350916| 1.545105 0.396 0.32] 0.0003491
DOCK4 4.74E-08] 0.435048] 1.545037 0.262 0.19] 0.001559
ATN1 1.61E-22( 0.4344597] 1.544129 0.966 0.942( 5.287E-18
SNX27 1.09E-20| 0.4342563( 1.543815 0.93 0.93| 3.576E-16
PDE1A 6.4E-16( 0.4331555| 1.542116 0.138 0.019] 2.105E-11
CEACAM19 5.1E-14| 0.432851| 1.541647 0.223 0.09] 1.678E-09
RAB29 1.16E-12| 0.432803| 1.541572 0.643 0.529] 3.809E-08
PRKACB 3.53E-16] 0.4326279| 1.541303 0.871 0.796( 1.163E-11
AGL 1.81E-10] 0.4323433| 1.540864 0.526 0.462| 5.971E-06
CLK1 3.68E-12] 0.4318495| 1.540103 0.691 0.626( 1.211E-07
ARID2 8.45E-141 0.4312923] 1.539245 0.524 0.485( 2.781E-09
SMARCC?2 1.73E-15] 0.4304279( 1.537916 0.931 0.886] 5.693E-11
DOK4 1.31E-09] 0.4303796| 1.537841 0.554 0.469| 4.314E-05
TSTD3 3.11E-14] 0.4302195] 1.537595 0.491 0.413] 1.025E-09
CNNM2 8.99E-12] 0.4300704| 1.537366 0.362 0.276| 2.959E-07
LRRFIP1 1.16E-39] 0.4299906| 1.537243 1 1| 3.831E-35
CHP1 6.54E-18] 0.4299411] 1.537167 0.96 0.94( 2.151E-13
GPC4 1.51E-05] 0.4298288( 1.536994 0.141 0.07] 0.4984494
KIAAO319L 6.92E-15] 0.4291432] 1.535941 0.648 0.629| 2.277E-10
THYN1 2.93E-10] 0.4288891| 1.535551 0.735 0.647] 9.645E-06
ANKRD33B 3.9E-08| 0.4288498( 1.53549 0.205 0.102] 0.0012844
DCP1A 5.23E-13] 0.4288063| 1.535424 0.719 0.684( 1.72E-08
ZNF469 6.56E-14] 0.4286083| 1.53512 0.311 0.146| 2.16E-09
SH3BP1 3.28E-13] 0.4285748| 1.535068 0.284 0.153( 1.081E-08
RBM23 1.42E-17| 0.4284319( 1.534849 0.819 0.777] 4.683E-13
LTBP3 4.41E-16( 0.4281643| 1.534438 0.767 0.645] 1.452E-11
TERF1 9.19E-16| 0.4279759] 1.534149 0.943 0.898] 3.024E-11
BRWD3 4.88E-07( 0.4276275] 1.533615 0.347 0.253] 0.0160617
SLC35F6 1.88E-12] 0.4272251| 1.532998 0.795 0.705( 6.17E-08
FAM124A 1.48E-14( 0.4271394| 1.532866 0.161 0.037( 4.874E-10
G3BP2 5.71E-25] 0.4269336| 1.532551 0.994 0.984] 1.878E-20
AC118553.2 | 8.75E-17] 0.4268162| 1.532371 0.889 0.858| 2.878E-12
PAPPA 0.000369] 0.4267037] 1.532199 0.697 0.675 1
WBP2 3.3E-17{ 0.4263999( 1.531733 0.794 0.708] 1.086E-12
SLC16A14 5.08E-17] 0.4258492] 1.53089 0.132 0.014| 1.673E-12
KIAA0513 1.15E-10] 0.4255375| 1.530413 0.343 0.227| 3.772E-06
POLB 3.35E-09] 0.4253334 1.5301 0.514 0.432( 0.0001101




PHKB 5.86E-14] 0.4250319] 1.529639 0.863 0.796] 1.928E-09
AKNA 2.03E-10] 0.4248924] 1.529426 0.349 0.258] 6.677E-06
ADD3 1.73E-17] 0.4247696| 1.529238 0.967 0.93] 5.692E-13
/BTB46 3.8E-18| 0.4247444] 1.529199 0.127 0.009] 1.25E-13
PARP9 1.13E-09] 0.4247188| 1.52916 0.513 0.42( 3.703E-05
GPRC5B 4.98E-09] 0.4245624| 1.528921 0.172 0.07{ 0.0001639
PRRT1 2.25E-141 0.4242906] 1.528506 0.208 0.063| 7.399E-10
TIAL 1.19E-17| 0.4241206( 1.528246 0.978 0.956] 3.92E-13
TXLNG 1.52E-09] 0.4238552| 1.52784 0.571 0.522] 5.007E-05
RO60 6.74E-21| 0.423508| 1.52731 0.97 0.928] 2.216E-16
SMAD?2 1.45E-19] 0.4233465| 1.527063 0.97 0.947( 4.769E-15
FBXL17 1.8E-11] 0.4232499| 1.526916 0.642 0.541| 5.923E-07
USP34 1.25E-12| 0.4231385| 1.526746 0.871 0.794( 4.11E-08
RYBP 1.46E-14( 0.4231317| 1.526735 0.937 0.9] 4.805E-10
GABPB1-ASY 4.71E-12]| 0.4227755| 1.526192 0.662 0.592| 1.55E-07
FNBP1 4.8E-14| 0.4226857( 1.526055 0.743 0.68| 1.579E-09
UBRb 3.55E-11] 0.4226577] 1.526012 0.835 0.752] 1.169E-06
RPS4X 8.5E-170] 0.4223848] 1.525595 1 1] 2.78E-165
PJA1 4.47E-10] 0.4223557| 1.525551 0.53 0.476( 1.471E-05
CU634019.1 | 8.32E-24] 0.4221774] 1.525279 0.521 0.306| 2.738E-19
SEC23IP 1.56E-12| 0.4221605| 1.525253 0.906 0.852| 5.137E-08
PTPRK 3.04E-15] 0.4219351| 1.52491 0.847 0.782] 9.991E-11
PEX1 8.2E-09[ 0.421175| 1.523751 0.4 0.341 0.00027
CREBBP 1.51E-12] 0.4209369| 1.523388 0.789 0.733] 4.958E-08
AKR1B1 3.76E-28] 0.4209254| 1.523371 1 0.995( 1.237E-23
CCDC170 3.16E-16] 0.4207202| 1.523058 0.13 0.016f 1.038E-11
BOK 1.97E-14( 0.4205179| 1.52275 0.844 0.759(| 6.466E-10
IGF1IR 9.71E-13 0.41919] 1.520729 0.684 0.661] 3.194E-08
LINCO0847 1.73E-07| 0.4190982 1.52059 0.228 0.139] 0.0056798
PRDX6 1.85E-52] 0.4189485| 1.520362 1 1| 6.09E-48
CLDN11 1.35E-07] 0.4186688| 1.519937 0.904 0.854] 0.0044504
AMMECR1 4.92E-11]1 0.4184481| 1.519601 0.736 0.668| 1.619E-06
TCEAL7 3.24E-09] 0.418292| 1.519364 0.478 0.334( 0.0001067
CAP2 3.62E-14| 0.418035] 1.518974 0.915 0.847] 1.192E-09
SERPINF1 5.27E-10] 0.4180066| 1.518931 0.654 0.613] 1.734E-05
PHF21A 1.88E-12| 0.4170965( 1.517549 0.584 0.501] 6.172E-08
TMEM164 8.66E-08[ 0.4169918| 1.51739 0.352 0.271] 0.0028491
ADCY6 7.17E-10] 0.4167551] 1.517031 0.486 0.429| 2.359E-05
TSPYL4 3.98E-11] 0.4165966| 1.516791 0.59 0.527| 1.309E-06
UBP1 8.58E-13] 0.4160274] 1.515927 0.897 0.854( 2.823E-08




RILPL2 1.06E-11| 0.4157581 1.515519 0.675 0.622| 3.475E-07
ANKRD17 3E-18] 0.4157236] 1.515467 0.94 0.858| 9.886E-14
ABCC1 1.46E-11] 0.415708| 1.515443 0.663 0.578| 4.818E-07
SYT1 1.73E-13] 0.4153084| 1.514838 0.13 0.023] 5.696E-09
KDM4B 6.63E-11] 0.4151951| 1.514666 0.645 0.566| 2.182E-06
SLC2A3 1.12E-12| 0.4150612| 1.514463 0.745 0.726( 3.701E-08
NID2 1.21E-11] 0.4146351| 1.513818 0.878 0.828| 3.974E-07
VPS13A 1.8E-08] 0.4144403] 1.513523 0.617 0.52] 0.0005909
UBE2H 1.34E-15| 0.4139921( 1.512845 0.963 0.928| 4.413E-11
RBMXL1 4.3E-12{ 0.4139316| 1.512754 0.603 0.589| 1.415E-07
AOX1 4.05E-09] 0.4138417] 1.512618 0.611 0.508] 0.0001332
POLR2B 3.74E-20] 0.4136565| 1.512338 0.977 0.937| 1.232E-15
YPELS 1.08E-12| 0.4135867| 1.512232 0.949 0.947( 3.548E-08
CYFIP2 5.29E-07] 0.4133562| 1.511883 0.166 0.084( 0.017414
SPIN1 3.8E-36| 0.4132197( 1.511677 0.999 0.981] 1.25E-31
PAIP2 2.81E-19] 0.4131596] 1.511586 0.978 0.956] 9.251E-15
PLPPR4 1.54E-07] 0.4126918| 1.510879 0.192 0.1] 0.0050639
PRRC2B 2.24E-13] 0.4124814] 1.510562 0.897 0.87( 7.354E-09
ZNF605 4.34E-08] 0.4122983] 1.510285 0.543 0.473( 0.0014283
ZNF480 5.9E-09] 0.4118968] 1.509679 0.538 0.457] 0.0001942
TPM1 7.5E-106] 0.4115088] 1.509093 1 1 2.47E-101
WDRA41 1.89E-13| 0.4110222 1.508359 0.923 0.893] 6.222E-09
ASB7 1.88E-08] 0.4108547| 1.508106 0.46 0.404] 0.0006179
SYNRG 6.2E-11( 0.4108326| 1.508073 0.713 0.629] 2.04E-06
NOTCH1 1.27E-07] 0.4107864| 1.508003 0.388 0.292] 0.0041813
IRGQ 5.69E-11] 0.4105173] 1.507597 0.502 0.378| 1.874E-06
LDB1 7.76E-19] 0.4104869] 1.507552 0.924 0.94( 2.554E-14
NUMA1 4.42E-17( 0.4104495] 1.507495 0.945 0.898| 1.454E-12
MEF2C 1.14E-06| 0.4103908( 1.507407 0.423 0.313] 0.0374276
CUTA 1.31E-69] 0.4103487| 1.507343 1 1| 4.319E-65
TBLIX 3.82E-11] 0.4102255] 1.507158 0.893 0.826] 1.257E-06
OSBPL9 1.51E-13] 0.4101026 1.506972 0.905 0.889] 4.966E-09
WARS1 3.25E-14]1 0.4100944| 1.50696 0.979 0.979] 1.068E-09
HRH1 4.21E-10f 0.4098466] 1.506587 0.71 0.608| 1.385E-05
B2M 4.1E-111| 0.4097048] 1.506373 1 1 1.34E-106
IARS1 3.24E-31] 0.4096739] 1.506326 0.999 0.995| 1.065E-26
ACVR2A 2.47E-08] 0.4096704| 1.506321 0.253 0.158] 0.0008121
RAB33A 3.1E-07] 0.4092559] 1.505697 0.143 0.067( 0.0101991
ZNF436 1.67E-07] 0.4091712 1.50557 0.251 0.151] 0.0054933
CTF1 1.55E-08( 0.4091159( 1.505486 0.321 0.23] 0.0005105




CROT 5.57E-10| 0.408897| 1.505157 0.523 0.476] 1.834E-05
XPC 7.85E-11| 0.408173] 1.504067 0.734 0.687| 2.584E-06
NCKAP5L 8.17E-12| 0.4076369| 1.503261 0.415 0.295] 2.689E-07
RNF146 5.29E-11] 0.4076286] 1.503249 0.597 0.575] 1.74E-06
BCL9 1.47E-07] 0.407201| 1.502606 0.222 0.125] 0.0048396
TRIM38 1.77E-10f 0.4070747| 1.502416 0.683 0.647] 5.838E-06
FP236241.1 | 1.61E-22| 0.4067989| 1.502002 0.518 0.32| 5.293E-18
CLASP1 3.57E-11| 0.406605| 1.501711 0.608 0.506| 1.174E-06
PAPSS1 1.05E-14| 0.4060236| 1.500838 0.896 0.877| 3.438E-10
AC040162.1 | 6.19E-17] 0.4058132| 1.500522 0.579 0.455] 2.038E-12
LEPROT 3.07E-30] 0.4055528] 1.500132 0.999 0.995| 1.01E-25
CCDC102A 2.07E-09] 0.4055057| 1.500061 0.252 0.135] 6.806E-05




Upregulated in the small subpopulation than in the large subpopulation

GeneSymbol [p-value avg_logFC |FC pct.1 pct.2 p_val_ad]
RPS4Y1 0] -3.698737| 0.024755 0.165 0.998 0
MMP3 0] -3.534051| 0.029186 0.953 1 0
ENPP2 0| -3.208406] 0.040421 0.208 0.977 0
CXCL1 2.1E-202| -3.182567| 0.041479 0.098 0.682] 6.91E-198
DIRAS3 9.1E-286] -3.166845| 0.042136 0.143 0.833| 2.98E-281
CXCL8 8E-142] -2.951316| 0.052271 0.426 0.807| 2.62E-137
HAS?2 9.4E-288| -2.939355 0.0529 0.402 0.91| 3.1E-283
PODXL 0] -2.931753| 0.053303 0.596 0.97 0
MMP1 3.57E-170] -2.93006| 0.053394 0.276 0.773| 1.17E-165
FAM180A 0.00E+00| -2.871774] 0.056598 0.123 0.951] 0.00E+00
CRABP2 0] -2.780109] 0.062032 0.379 0.981 0
LRRC15 0] -2.704811| 0.066883 0.075 0.919 0
NRN1 0] -2.667487| 0.069426 0.044 0.963 0
TGFBI 0] -2.64084| 0.071301 0.973 1 0
TIMP3 0] -2.478183| 0.083896 0.929 1 0
HMOX1 8.4E-274] -2.475155] 0.08415 0.51 0.974| 2.77E-269
SGCD 0] -2.366852| 0.093775 0.256 0.97 0
KCNMA1 1.5E-306( -2.364017| 0.094042 0.246 0.951| 4.79E-302
TENM2 0] -2.357932| 0.094616 0.088 0.912 0
TSPAN13 1.5E-299] -2.342902| 0.096049 0.249 0.951| 4.9E-295
LY6K bE-238| -2.321334 0.098143 0.177 0.868| 1.63E-233
BAALC 0] -2.316332| 0.098635 0.079 0.928 0
ANPEP 0] -2.31109 0.099153 0.893 1 0
CCBE1 0] -2.284939| 0.10178 0.5 0.998 0
IGFBP3 2E-273| -2.260004( 0.10435 0.97 1| 6.54E-269
SLIT3 7.3749673( -2.23975( 0.106485 0.108 0.903]2.42643799204315e-3
CCDC80 0] -2.222975| 0.108287 0.997 1 0
IL13RA2 2.5E-216] -2.144693] 0.117104 0.075 0.747] 8.3E-212
THY1 2.99149697 -2.12503 0.119429 0.68 0.99819.84232402673477¢e-3
AKR1C1 1.8E-201 -2.119352| 0.120109 0.24 0.861| 5.85E-197
TMEM158 3.3E-243] -2.07427| 0.125648 0.469 0.942 1.1E-238
ADGRL4 4.8E-234] -2.033506] 0.130876 0.126 0.838] 1.57E-229
CRIP2 5.28887604 -2.014426] 0.133397 0.375 0.981] 1.74E-306
SERPINB2 1.96E-39] -2.008592| 0.134178 0.26 0.455| 6.43E-35
GABBR2 1.3E-222| -2.005594| 0.13458 0.058 0.729| 4.24E-218
DDX3Y 8.1E-305] -1.989625] 0.136747 0.031 0.814] 2.67E-300
ABI3BP 3.1E-207] -1.960429| 0.140798 0.25 0.865| 1.02E-202




PSG5 4.1E-276| -1.946585] 0.142761 0.798 0.993] 1.34E-271
TMEM119 41E-217| -1.945574] 0.142905 0.15 0.863| 1.35E-212
CPXM2 3.5874920] -1.936372( 0.144226 0.026 0.817] 1.18E-306
HOXC10 2.4703282% -1.914594( 0.147402 0.037 0.8718.12762690691143e-3
NTNG1 1.5E-305| -1.88998( 0.151075 0.046 0.858( 4.91E-301
ACTC1 2.61E-48] -1.878666| 0.152794 0.082 0.332| 8.578E-44
PLPP3 6.22E-161] -1.866272| 0.154699 0.366 0.872]| 2.05E-156
AKR1C2 6.4E-205| -1.821274] 0.161819 0.137 0.81] 2.11E-200
CXCL6 1.64E-70] -1.798252| 0.165588 0.04 0.325] 5.401E-66
PRRX2 7.3E-2441 -1.790999] 0.166793 0.361 0.97| 2.42E-239
CDCP1 1.27E-152| -1.785239] 0.167757 0.105 0.633| 4.17E-148
HOXB6 2.3E-277] -1.781844| 0.168328 0.036 0.796| 7.57E-273
ALDH1A3 1.7E-113| -1.769325| 0.170448 0.205 0.677| 5.51E-109
ELN 1.11E-180f -1.763109] 0.171511 0.177 0.759| 3.65E-176
EIF1AY 2.27E-297] -1.760769| 0.171913 0.05 0.833] 7.45E-293
COL18A1 2.1E-281| -1.759989] 0.172047 0.506 0.986| 6.79E-277
NGF 1.08E-164| -1.753047( 0.173245 0.093 0.694| 3.56E-160
LPXN 1.20E-207| -1.751269| 0.173554 0.271 0.886] 3.95E-203
NGFR 2.6E-152] -1.71031] 0.18081 0.029 0.508| 8.56E-148
DNAJC15 6.6E-279] -1.696478| 0.183328 0.231 0.993( 2.17E-274
COLEC12 1.24E-241( -1.690631| 0.184403 0.303 0.858| 4.09E-237
EMB 5.3E-219] -1.680638] 0.186255 0.024 0.654] 1.75E-214
ITGAS 3.3E-164] -1.670764] 0.188103 0.167 0.78] 1.08E-159
COMP 6.87E-75] -1.649509] 0.192144 0.05 0.341] 2.26E-70
PTGER3 4.8E-199] -1.648865] 0.192268 0.054 0.696( 1.59E-194
NRG1 1.36E-162| -1.638537| 0.194264 0.561 0.933| 4.46E-158
PRPS1 2.3E-217] -1.629371| 0.196053 0.874 0.988| 7.43E-213
STEAP1 1.31E-173| -1.627403] 0.196439 0.245 0.872] 4.30E-169
OLFML2ZB 2.7E-164] -1.622154] 0.197473 0.155 0.773] 8.77E-160
KRTAP2-3 5.74E-66| -1.60675] 0.200538 0.14 0.492] 1.89E-61
PTGFR 1.2E-154] -1.604848| 0.20092 0.206 0.81] 3.81E-150
APCDD1 2.7E-117] -1.596482| 0.202608 0.132 0.65| 8.96E-113
GRP 5E-128| -1.595018] 0.202905 0.021 0.434| 1.63E-123
TAFAS5 1.23E-207| -1.583835] 0.205187 0.092 0.782] 4.04E-203
TGFBR3 2.2E-176] -1.571186] 0.207799 0.137 0.789] 7.23E-172
NKX3-1 1.2E-124| -1.570925( 0.207853 0.139 0.652] 3.88E-120
CLMP 1E-289( -1.569405] 0.208169 0.94 1| 3.41E-285
S100A4 3.11E-265] -1.561863| 0.209745 0.989 1] 1.02E-260
CELF2 2.11E-202] -1.560581| 0.210014 0.015 0.585] 6.93E-198
LOX 4.3329575( -1.556713| 0.210828 1 1| 1.43E-306




ASS1 5.9E-137| -1.537526] 0.214912 0.163 0.754] 1.95E-132
PITX2 3E-191] -1.532175] 0.216065 0.018 0.58]| 9.93E-187
LINCOO707 3E-119] -1.525701| 0.217469 0.093 0.536 1E-114
STXBP6 6.1E-172| -1.519522] 0.218816 0.059 0.661| 2.02E-167
HS3ST3A1 4.4E-220] -1.507849] 0.221386 0.464 0.951| 1.46E-215
ITGBL1 7.5E-209] -1.502274| 0.222623 0.622 0.991( 2.46E-204
GDNF 2.10E-145] -1.490602| 0.225237 0.05 0.531] 6.90E-141
ARSI 1.4E-144| -1.487119( 0.226023 0.219 0.807| 4.61E-140
MIR31IHG 7.14E-163] -1.48075| 0.227467 0.111 0.724] 2.35E-158
CRYAB 1.61E-149| -1.478646( 0.227946 0.349 0.91| 5.31E-145
RUNX3 3.81E-206] -1.476581| 0.228417 0.026 0.622| 1.25E-201
IL1IR1 4.7E-175] -1.47544] 0.228678 0.313 0.882( 1.54E-170
KCTD12 1.7E-156( -1.471945] 0.229479 0.109 0.71{ 5.61E-152
FOSL1 6.83E-219] -1.469816| 0.229968 0.805 0.991( 2.25E-214
PCOLCE2 1.7E-181| -1.467514 0.230498 0.018 0.548] 5.74E-177
SERPINE1 1.5E-209] -1.466916| 0.230636 0.999 1| 4.89E-205
TWIST1 7.37E-202] -1.462971| 0.231547 0.425 0.947| 2.42E-197
SEMATA 5.77E-171] -1.460265| 0.232175 0.576 0.944( 1.90E-166
USP9Y 3.26E-203] -1.450477| 0.234458 0.056 0.687( 1.07E-198
RFX8 1.6E-206| -1.448696| 0.234876 0.043 0.689] 5.33E-202
METRNL 1.84E-216( -1.447382| 0.235185 0.724 0.991] 6.05E-212
SPHK1 1.4E-194| -1.445835( 0.235549 0.558 0.984] 4.48E-190
PMEPA1 6.4E-173] -1.42095] 0.241484 0.082 0.701] 2.12E-168
CRIP1 3.11E-181] -1.420809| 0.241519 0.344 0.87| 1.02E-176
WNT5B 1.3E-227| -1.40247( 0.245989 0.912 0.998| 4.41E-223
TFAP2C 5.49E-160] -1.398726| 0.246911 0.154 0.794| 1.81E-155
PNP 4.7E-189] -1.393068] 0.248312 0.629 0.97( 1.55E-184
MFAP5 2.17E-39| -1.392788] 0.248382 0.089 0.262] 7.126E-35
CXCLb 1.89E-42| -1.384052| 0.250561 0.033 0.225] 6.203E-38
EMP1 0] -1.380058| 0.251564 1 1 0
GNG2 7.52E-152] -1.378269| 0.252014 0.322 0.882| 2.47E-147
DDIT4L 8.75E-55] -1.37522] 0.252784 0.07 0.343 2.88E-50
COL6A1 0] -1.361635] 0.256242 1 1 0
COL6A2 0.00E+00] -1.359278] 0.256846 1 1 0.00E+00
IRX2 1.3E-209| -1.357745[ 0.25724 0.015 0.608] 4.38E-205
FOXF2 6.8E-174| -1.352137] 0.258687 0.015 0.524] 2.22E-169
IFl144 1.10E-134| -1.351256( 0.258915 0.119 0.677] 3.62E-130
UAP1 5.41E-183] -1.350113] 0.259211 0.924 0.995( 1.78E-178
PAQR5 2.4E-149] -1.348518] 0.259625 0.103 0.687| 7.82E-145
LINCO1615 |3.02E-131| -1.344528] 0.260663 0.087 0.617| 9.93E-127




PGF 6.54E-61| -1.340736] 0.261653 0.079 0.35] 2.153E-56
NTM 1.58E-155( -1.338519( 0.262234 0.434 0.928] 5.19E-151
NDNF 1.4E-131] -1.33755| 0.262488 0.025 0.466| 4.54E-127
HOXCS8 1.62E-239| -1.335519( 0.263022 0.021 0.691] 5.34E-235
FHOD3 4.5E-128] -1.324492] 0.265938 0.101 0.629( 1.48E-123
HOXC6 1.91E-224( -1.32307| 0.266316 0.037 0.71f 6.28E-220
ADAMTSLIT | 1.1E-114| -1.322847] 0.266376 0.087 0.578] 3.48E-110
CERSG6 3.90E-152] -1.31993| 0.267154 0.17 0.803| 1.28E-147
MALL 6.4E-118| -1.306108] 0.270872 0.646 0.942] 2.09E-113
CDCA4 2.21E-143] -1.296999| 0.273351 0.474 0.926] 7.28E-139
KCNQ5 1.17E-104( -1.294209| 0.274115 0.049 0.418| 3.84E-100
OSBPL6 1.01E-161| -1.293007| 0.274444 0.099 0.722| 3.34E-157
FGF5 5.03E-146] -1.290991| 0.274998 0.681 0.958( 1.66E-141
HS3ST3B1 |7.86E-174| -1.289945] 0.275286 0.395 0.937| 2.59E-169
FAM167A 2.1E-106 -1.2886| 0.275657 0.225 0.729] 6.81E-102
HSD3B7 1.99E-133( -1.288202| 0.275766 0.373 0.884] 6.53E-129
HOXB3 2.15E-139] -1.279342| 0.27822 0.146 0.733] 7.06E-135
MYBL1 4.09E-122| -1.277558] 0.278717 0.321 0.842| 1.34E-117
NBL1 2.47E-212] -1.274176] 0.279661 0.877 0.995( 8.12E-208
LINC00595 |5.86E-157| -1.272372| 0.280166 0.076 0.617| 1.93E-152
NFASC 6.36E-169] -1.269526| 0.280965 0.102 0.638] 2.09E-164
CLDN4 4.99E-51 -1.268007| 0.281392 0.036 0.253] 1.64E-46
ADIRF 1.47E-176| -1.267399( 0.281563 0.421 0.937| 4.84E-172
NPTX2 1.09E-137| -1.260775( 0.283434 0.013 0.429] 3.58E-133
FOXD1 9.88E-183] -1.25708| 0.284484 0.829 0.995( 3.25E-178
AC119674.2 | 6.8E-121| -1.250438] 0.286379 0.15 0.687| 2.24E-116
AUTS?2 1.95E-143( -1.244808| 0.287996 0.112 0.657| 6.43E-139
SERTAD? 4A4E-157( -1.24157| 0.28893 0.562 0.968| 1.45E-152
GBP3 9.25E-114] -1.240915] 0.289119 0.289 0.796] 3.04E-109
NET1 8.1E-126| -1.240261| 0.289309 0.581 0.937| 2.66E-121
HOMER?2 1.8E-153] -1.237057] 0.290237 0.094 0.626] 5.76E-149
LGMN 1.55E-137| -1.233147] 0.291374 0.466 0.928| 5.10E-133
TBX18 2.06E-141] -1.233044| 0.291404 0.079 0.636| 6.76E-137
HOXC9 1.66E-191| -1.227935] 0.292897 0.047 0.677| 5.47E-187
XG 1.25E-148| -1.225065] 0.293739 0.02 0.494| 4.12E-144
FBLNZ2 2.89E-128] -1.221188| 0.29488 0.685 0.968| 9.50E-124
CDCA5 8.00E-130] -1.219336] 0.295426 0.318 0.879] 2.63E-125
PRKY 5.86E-143] -1.216175| 0.296362 0.06 0.568] 1.93E-138
CPPED1 2.82E-155] -1.215641| 0.29652 0.642 0.974( 9.29E-151
HOXB7 2.19E-179] -1.213198| 0.297245 0.15 0.833| 7.21E-175




LYPDG6B 5.24E-87| -1.211627] 0.297713 0.032 0.381| 1.73E-82
ZFY 2.97E-169] -1.21036| 0.29809 0.013 0.515] 9.79E-165
UBE2C 2.38E-130] -1.204195| 0.299933 0.622 0.947| 7.83E-126
TXLNGY 4.87E-175| -1.195743] 0.302479 0.019 0.543] 1.60E-170
GPC6 1.87E-102| -1.195266| 0.302623 0.143 0.643( 6.16E-98
GPAT2 3.04E-71] -1.191574| 0.303743 0.028 0.318| 1.00E-66
MEOX2 2.95E-149] -1.187349] 0.305029 0.01 0.45] 9.72E-145
LOXL3 9.23E-81| -1.184601] 0.305868 0.273 0.694| 3.04E-76
LINC02381 |5.87E-153| -1.181007| 0.306969 0.027 0.517] 1.93E-148
RGMB 3.62E-163] -1.180706| 0.307062 0.902 1| 1.19E-158
AMPH 4.36E-137| -1.177534] 0.308037 0.027 0.487( 1.44E-132
EPB41L3 1.73E-141| -1.175503| 0.308664 0.011 0.441| 5.68E-137
PKMYT1 5.62E-113] -1.174712| 0.308908 0.247 0.789( 1.85E-108
ZNF536 2.8E-158] -1.173728] 0.309212 0.014 0.487( 9.06E-154
CTSL 3.31E-204] -1.167587| 0.311117 0.997 1 1.09E-199
SHOX2 2.10E-176] -1.166788| 0.311366 0.017 0.552] 6.92E-172
TUBB3 1.20E-164| -1.166094( 0.311582 0.936 0.995] 3.95E-160
RRM2 8.24E-117| -1.164686| 0.312021 0.754 0.974( 2.71E-112
FBXO5 2.88E-118] -1.157578| 0.314246 0.5 0.919( 9.46E-114
SCARA3 8.4E-112| -1.157381] 0.314308 0.504 0.937| 2.75E-107
HOXB5 4.04E-161] -1.148307] 0.317173 0.037 0.587| 1.33E-156
TGFB1 1.36E-198( -1.147512| 0.317426 0.934 1| 4.47E-194
SQOR 7.8E-111] -1.137264] 0.320695 0.382 0.879] 2.57E-106
LINCO0702 |1.16E-110f -1.136041| 0.321088 0.133 0.613] 3.82E-106
CYB561 5.54E-110] -1.133344 0.321955 0.348 0.854( 1.82E-105
CXCL12 7.79E-125] -1.132155| 0.322338 0.907 0.993( 2.56E-120
TBX15 1.48E-154( -1.127772| 0.323754 0.017 0.497( 4.87E-150
PSG6 1.33E-108| -1.12767| 0.323787 0.078 0.531] 4.39E-104
BMPER 1.03E-112 -1.125402| 0.324522 0.137 0.664| 3.38E-108
Clorf2l 1.43E-113| -1.125278] 0.324562 0.339 0.856] 4.71E-109
KRT7 2.49E-41] -1.123681| 0.325081 0.515 0.74] 8.18E-37
CENPQ 5.12E-112] -1.12296| 0.325315 0.247 0.787| 1.69E-107
CTSz 9.80E-191] -1.122641| 0.325419 0.951 1] 3.22E-186
TRNP1 2.54E-113] -1.121974 0.325636 0.768 0.968| 8.36E-109
EN1 3.34E-165] -1.121055| 0.325936 0.015 0.513] 1.10E-160
MEGF6 2.24E-125] -1.120175| 0.326223 0.028 0.466| 7.36E-121
MOK 8.01E-46( -1.119578] 0.326418 0.37 0.638| 2.64E-41
TCF19 5.38E-110] -1.111202| 0.329163 0.403 0.889| 1.77E-105
CDA 1.56E-86| -1.109677| 0.329665 0.112 0.534| 5.14E-82
MOXD1 3.36E-108] -1.106448| 0.330732 0.488 0.898( 1.11E-103




KIAA1549L 3.6E-105] -1.103852| 0.331591 0.298 0.814] 1.2E-100
LOXL1 1.11E-167| -1.103221| 0.331801 0.957 1| 3.65E-163
F3 8.53E-66( -1.101704| 0.332304 0.813 0.954| 2.81E-61
DCN 1.73E-112| -1.097899( 0.333571 0.949 0.998] 5.70E-108
RMI2 7.03E-106] -1.097433| 0.333727 0.222 0.752| 2.31E-101
LIN7A 4.32E-82] -1.094804] 0.334605 0.162 0.603| 1.42E-77
ORC6 2.5E-128| -1.089559| 0.336365 0.653 0.94| 8.18E-124
MANCR 9.89E-81| -1.087702] 0.33699 0.068 0.427| 3.25E-76
FABP5 2.98E-127] -1.086676| 0.337336 0.441 0.907] 9.79E-123
ID1 7.33E-131] -1.08578| 0.337638 0.987 0.995| 2.41E-126
DPT 3.68E-120] -1.084146| 0.338191 0.015 0.408| 1.21E-115
GALNTS 1.49E-92| -1.08101| 0.339253 0.301 0.789] 4.91E-88
ESM1 8.54E-74] -1.080732] 0.339347 0.026 0.318| 2.81E-69
BGN 7.43E-104] -1.079764| 0.339676 0.697 0.97( 2.45E-99
MLPH 8.87E-104] -1.074984] 0.341303 0.515 0.916] 2.92E-99
VEPH1 2.40E-102] -1.074319| 0.34153 0.429 0.877| 7.89E-98
MT2A 3.95E-166] -1.07219| 0.342258 1 1| 1.30E-161
CXCL3 1.53E-52| -1.071956| 0.342338 0.047 0.299( 5.04E-48
VIT 2.26E-117] -1.071154| 0.342613 0.014 0.401f 7.45E-113
AC092143.1 |4.26E-169| -1.07038] 0.342878 0.777 0.991( 1.40E-164
AC006058.1 |4.93E-111| -1.070255] 0.342921 0.016 0.381] 1.62E-106
RFLNA 9.01E-130] -1.069987| 0.343013 0.012 0.413] 2.96E-125
EMP2 8.30E-142| -1.063755] 0.345157 0.742 0.986| 2.73E-137
LAPTMb5 5.23E-74] -1.06362] 0.345204 0.014 0.274] 1.72E-69
PLAUR 1.16E-148( -1.059087| 0.346772 0.97 1| 3.81E-144
BACE? 2.05E-114] -1.057269| 0.347403 0.388 0.889] 6.76E-110
HOXB2 1.04E-108| -1.055502| 0.348018 0.45 0.896( 3.41E-104
LINC00517 2.16E-89| -1.054986] 0.348197 0.086 0.515] 7.12E-85
C3orfl4 5.07E-110] -1.051518] 0.349407 0.356 0.863]| 1.67E-105
ZNF385D 6.19E-99| -1.051421| 0.349441 0.337 0.691] 2.04E-94
CKAP2L 4.60E-106] -1.045664] 0.351458 0.453 0.9 1.51E-101
SLC43A3 1.63E-87| -1.044514| 0.351863 0.298 0.787| 5.36E-83
TNFRSF21 2.65E-71] -1.041571 0.3529 0.246 0.664( 8.73E-67
AURKB 3.54E-109] -1.040359( 0.353328 0.387 0.882] 1.16E-104
ENC1 2.94E-93| -1.039981| 0.353461 0.453 0.889| 9.68E-89
SHISAL1 4.38E-110| -1.034618] 0.355362 0.013 0.367| 1.44E-105
GADD45B [2.44E-122] -1.030884| 0.356692 0.824 0.984] 8.02E-118
PSMC3IP 1.1E-104| -1.030197| 0.356937 0.302 0.831] 3.73E-100
LRATD1 7.34E-93] -1.029841| 0.357064 0.041 0.425( 2.41E-88
LSAMP 1.05E-73| -1.028818] 0.357429 0.126 0.536] 3.45E-69




EPHBI1 9.15E-86] -1.028188] 0.357655 0.099 0.515] 3.01E-81
CBR3 6.22E-107] -1.024199( 0.359084 0.607 0.949] 2.05E-102
EMILIN2 3.44E-86] -1.022123] 0.35983 0.461 0.854] 1.13E-81
ATP10A 4.71E-96( -1.021283] 0.360133 0.23 0.722] 1.55E-91
FXYD5 5.26E-205] -1.021261| 0.360141 0.996 1] 1.73E-200
KRT34 3.43E-23] -1.010831| 0.363916 0.216 0.415( 1.13E-18
HOXC11 7.95E-129] -1.009555| 0.364381 0.023 0.455] 2.62E-124
SKA1l 2.60E-100] -1.006705| 0.365421 0.42 0.884| 8.56E-96
AL928654.3 |1.67E-135| -1.006301| 0.365569 0.231 0.768] 5.49E-131
DIRAS1 1.05E-109| -1.004559( 0.366206 0.046 0.485] 3.46E-105
KCNK2 5.09E-114] -1.003755| 0.366501 0.618 0.972] 1.68E-109
CCDC152 9.56E-85| -1.000093] 0.367845 0.109 0.517( 3.14E-80
SCG5 6.57E-71] -0.997348] 0.368856 0.186 0.606| 2.16E-66
DNAJC9 8.79E-121| -0.99633] 0.369232 0.785 0.956] 2.89E-116
CRLF1 9.28E-60] -0.995471] 0.369549 0.026 0.274] 3.05E-55
ENPP1 2.67E-67| -0.992846] 0.370521 0.368 0.766| 8.78E-63
AEBP1 2.28E-131] -0.992826| 0.370528 0.915 0.998| 7.49E-127
XYLT1 7.87TE-87] -0.992433| 0.370674 0.334 0.805| 2.59E-82
DPP4 1.48E-70] -0.98809( 0.372287 0.093 0.469| 4.86E-66
SBSN 2.42E-109] -0.986508| 0.372877 0.011 0.36( 7.98E-105
CDK1 7.68E-109] -0.98148| 0.374756 0.515 0.914] 2.53E-104
DSN1 1.23E-97| -0.97742| 0.376281 0.407 0.877] 4.04E-93
HJURP 4.87E-101] -0.976111] 0.376773 0.332 0.856] 1.60E-96
NR1D1 4.75E-103] -0.974785] 0.377273 0.394 0.896] 1.56E-98
OPCML 2.85E-96] -0.973812| 0.377641 0.012 0.332| 9.38E-92
IL33 3.06E-14] -0.969981] 0.37909 0.023 0.107( 1.01E-09
HTRA3 1.12E-81 -0.96884| 0.379523 0.115 0.545( 3.70E-77
PMP22 9.34E-91| -0.96748| 0.38004 0.694 0.944] 3.07E-86
PAHA3 1.96E-76| -0.967192( 0.380149 0.115 0.515| 6.45E-72
SELENOP 6.43E-68| -0.966532 0.3804 0.073 0.425| 2.12E-63
CDCATL 3.55E-93] -0.964494] 0.381176 0.331 0.826] 1.168E-88
RADb51 8.94E-82| -0.963105] 0.381706 0.267 0.745( 2.94E-77
EVAIA 1.12E-108| -0.960727| 0.382615 0.716 0.972| 3.69E-104
CD59 0.00E+00| -0.956361| 0.384289 1 1 0.00E+00
CDC45 5.25E-84] -0.955489] 0.384624 0.287 0.777] 1.73E-79
ACAAZ 5.8E-114] -0.955324] 0.384688 0.686 0.972] 1.92E-109
RTELI-TNFR 1.24E-68| -0.954881| 0.384858 0.199 0.559] 4.09E-64
DCK 8.75E-99] -0.954757] 0.384906 0.722 0.961 2.88E-94
MMP12 1.48E-43] -0.954423| 0.385034 0.037 0.251] 4.86E-39
MCUB 5.32E-97] -0.952651] 0.385717 0.483 0.916 1.75E-92




CAPG 1.96E-99| -0.950616{ 0.386503 0.768 0.974] 6.46E-95
VIM 0.00E+00] -0.950302] 0.386624 1 1 0.00E+00
ASF1B 2.77E-92| -0.949746] 0.386839 0.362 0.852] 9.10E-88
RASD2 5.70E-82| -0.941664] 0.389978 0.008 0.271] 1.88E-77
STEAPI1B 1.65E-70] -0.940673| 0.390365 0.128 0.531] 5.43E-66
FEN1 2.00E-90] -0.938027] 0.391399 0.424 0.884| 6.59E-86
SDF2L1 3.63E-113] -0.933976| 0.392988 0.825 0.986( 1.19E-108
E2F7 3.13E-82| -0.932224] 0.393677 0.449 0.868| 1.03E-77
CRNDE 3.14E-111] -0.930405| 0.394394 0.22 0.766] 1.03E-106
CHST11 1.80E-78] -0.92745| 0.395561 0.082 0.476] b5.91E-74
HOXB-AS3 |1.26E-120( -0.925679| 0.396262 0.052 0.517| 4.16E-116
RRAS?2 4.39E-105] -0.922964] 0.397339 0.927 0.998( 1.44E-100
CDCAS8 1.09E-99( -0.922012| 0.397718 0.353 0.868| 3.58E-95
PITPNC1 7.07E-66] -0.92196] 0.397739 0.209 0.617 2.33E-61
CD109 1.41E-107| -0.921461| 0.397937 0.893 0.998] 4.63E-103
COL5A3 4.62E-129| -0.920682| 0.398247 0.048 0.538] 1.52E-124
NLGN4Y 3.32E-111] -0.919668| 0.398651 0.008 0.353] 1.09E-106
S100A10 6.66E-156] -0.918737| 0.399023 0.995 1] 2.19E-151
COL15A1 6.56E-69] -0.915405| 0.400354 0.024 0.295( 2.16E-64
EDNRA 1.18E-50( -0.914602| 0.400676 0.105 0.422| 3.90E-46
UBASH3B 6.13E-77] -0.91393] 0.400946 0.528 0.861| 2.02E-72
UBL3 3.97E-139] -0.911389( 0.401966 0.99 1| 1.31E-134
KIAA1217 7.26E-94] -0.908693| 0.403051 0.022 0.357| 2.39E-89
MARCHF4 3.48E-81| -0.907138] 0.403678 0.534 0.903] 1.14E-76
KIFC1 1.24E-97| -0.905151| 0.404481 0.456 0.91f 4.07E-93
IL17RA 2.56E-81] -0.900759| 0.406261 0.429 0.845( 8.42E-77
KLF13 9.07E-77] -0.899499| 0.406773 0.306 0.749 2.99E-72
KLF10 4.33E-83| -0.898886( 0.407023 0.85 0.984| 1.42E-78
NTF3 2.69E-93] -0.898411] 0.407216 0.027 0.387| 8.86E-89
EHD4 4.73E-86( -0.898261| 0.407278 0.623 0.935| 1.56E-81
TMA4SF1 2.01E-19] -0.898093] 0.407346 0.529 0.654| 6.60E-15
EXO1 5.50E-76] -0.898055| 0.407361 0.161 0.606( 1.81E-71
BNC1 7.91E-70| -0.897716 0.4075 0.205 0.64] 2.60E-65
MTFR2 4.25E-82| -0.895711| 0.408317 0.182 0.654| 1.40E-77
MT1E 5.07E-112] -0.895538| 0.408388 0.858 0.991| 1.67E-107
PAHAZ 1.31E-129( -0.893881| 0.409065 0.975 1| 4.32E-125
ADTRP 4.06E-80( -0.889316] 0.410937 0.03 0.353] 1.34E-75
ENPP4 1.83E-110| -0.888606( 0.411229 0.004 0.327| 6.01E-106
IRX5 1.45E-137| -0.886869( 0.411943 0.016 0.457| 4.76E-133
C120rf56 5.69E-116] -0.886534| 0.412082 0.008 0.367( 1.87E-111




STMN2 2.46E-27| -0.885999] 0.412302 0.098 0.313] 8.10E-23
KCNC4 2.12E-71] -0.885688]| 0.41243 0.126 0.503] 6.97E-67
RAD54L 1.44E-64] -0.884078| 0.413095 0.148 0.545| 4.75E-60
SYNJ2 1.30E-93] -0.881867| 0.414009 0.847 0.981| 4.27E-89
ZNF367 2.93E-76] -0.881626] 0.414109 0.144 0.582| 9.65E-72
HEPH 6.18E-112] -0.880378| 0.414626 0.016 0.394| 2.03E-107
CDT1 2.68E-78| -0.879714] 0.414901 0.292 0.759] 8.82E-74
DCLREIB 2.40E-93] -0.879009] 0.415194 0.192 0.701] 7.89E-89
AK4 4.45E-61[ -0.878002| 0.415612 0.052 0.353] 1.46E-56
SRPX 1.41E-78] -0.877895| 0.415657 0.548 0.914] 4.65E-74
TRIP13 2.714E-84] -0.877779] 0.415705 0.553 0.914] 9.02E-80
PDIAS 6.25E-82] -0.877696| 0.41574 0.559 0.896( 2.06E-77
SLCT7A8 4.89E-50] -0.877695| 0.41574 0.06 0.325( 1.61E-45
SCFD2 1.89E-84( -0.87701| 0.416025 0.534 0.919( 6.23E-80
MCM4 2.65E-87| -0.875749] 0.41655 0.772 0.963| 8.72E-83
PLIN2 8.59E-108] -0.874942] 0.416886 0.945 1| 2.83E-103
E2F1 4.37E-69( -0.874674] 0.416998 0.211 0.645| 1.44E-64
FLRT?2 4.99E-75]| -0.874368] 0.417126 0.601 0.91 1.64E-70
RCN3 9.59E-141] -0.869576| 0.419129 0.995 1] 3.16E-136
KLF6 4.08E-112| -0.866829] 0.420282 0.998 1| 1.34E-107
CENPU 1.02E-87| -0.866069( 0.420602 0.505 0.914| 3.36E-83
PRIM1 2.00E-69] -0.865739] 0.420741 0.262 0.705] 6.57E-65
SKA3 2.16E-93| -0.865674] 0.420768 0.462 0.91] 7.10E-89
KDM5D 3.29E-107] -0.862995| 0.421897 0.013 0.36| 1.08E-102
DUSP2 4.42E-26] -0.862079] 0.422283 0.066 0.237 1.45E-21
TGFBR2 5.91E-90] -0.852646| 0.426286 0.751 0.97( 1.94E-85
ANGPTL4 2.11E-51] -0.852571] 0.426317 0.065 0.343| 6.95E-47
RAD51AP1 8.31E-89( -0.852502| 0.426347 0.367 0.861| 2.74E-84
PRSS23 4.70E-128] -0.851018] 0.42698 1 1 1.55E-123
PTER 1.43E-78] -0.850551] 0.427179 0.117 0.545| 4.71E-74
TLNZ 1.25E-74] -0.848221| 0.428176 0.482 0.872] 4.12E-70
EBF3 1.49E-89| -0.848007| 0.428268 0.008 0.295] 4.91E-85
RASA1 2.48E-67] -0.846207] 0.429039 0.914 0.979] 8.15E-63
SLC35E4 5.89E-72| -0.843508] 0.430199 0.227 0.661| 1.94E-67
JAM3 9.87E-86] -0.842738] 0.43053 0.635 0.942] 3.25E-81
CENPO 5.24E-81| -0.841047] 0.431259 0.35 0.821| 1.72E-76
TMEMAT 2.18E-76| -0.840987] 0.431285 0.904 0.984| 7.18E-72
DUSP23 1.91E-85| -0.840284| 0.431588 0.182 0.661| 6.27E-81
PTPN22 8.12E-57] -0.839605| 0.431881 0.037 0.299| 2.67E-52
SH3BP5L 1.24E-66| -0.838143| 0.432513 0.497 0.845( 4.08E-62




SERPINB7 6.35E-46] -0.837437] 0.432818 0.877 0.947] 2.09E-41
ARHGAP29 1.70E-61| -0.835391( 0.433705 0.85 0.951] b5.60E-57
CDCAZ2 6.52E-92| -0.834504| 0.43409 0.355 0.858| 2.14E-87
BCAR3 1.06E-74] -0.832349| 0.435026 0.693 0.93] 3.50E-70
MOCOS 5.08E-65| -0.831958] 0.435197 0.096 0.406( 1.67E-60
GPR68 2.713E-81] -0.83172 0.4353 0.01 0.288| 8.97E-77
RPP25 5.39E-64| -0.830109] 0.436002 0.05 0.362| 1.77E-59
TNFRSF10A | 2.96E-71| -0.829452] 0.436288 0.132 0.531| 9.75E-67
SPATCIL 6.40E-83| -0.829312] 0.436349 0.159 0.626| 2.11E-78
STAC 3.62E-97| -0.826469] 0.437592 0.021 0.376] 1.19E-92
PAX3 1.17E-86| -0.820387( 0.440261 0.017 0.323| 3.84E-82
INHBB 9.64E-64] -0.819908| 0.440472 0.004 0.206f 3.17E-59
THBD 5.09E-52] -0.815906] 0.442239 0.009 0.19( 1l.67E-47
GEM 2.47E-45] -0.815379] 0.442471 0.296 0.643 &.11E-41
PLAC9 7.97E-151] -0.811355| 0.444256 0.02 0.503| 2.62E-146
C6orf99 3.40E-78| -0.810497] 0.444637 0.025 0.334] 1.12E-73
GSTT?2 1.36E-99] -0.809658| 0.44501 0.142 0.647] 4.49E-95
CLSPN 6.77E-68]| -0.809474] 0.445092 0.462 0.852| 2.23E-63
SERPINE2 2.29E-66] -0.80825| 0.445637 0.995 1| 7.53E-62
TTK 8.87E-92| -0.807399] 0.446017 0.38 0.875 2.92E-87
VRK1 5.93E-74| -0.806408] 0.446459 0.456 0.863| 1.95E-69
EPAS1 1.28E-74| -0.805593( 0.446823 0.822 0.979] 4.20E-70
SLC16A2 2.05E-64| -0.804713] 0.447216 0.573 0.903| 6.74E-60
ESCO2 1.60E-67] -0.80468| 0.447231 0.522 0.835| 5.27E-63
SLC17A9 4.33E-67| -0.804478| 0.447321 0.48 0.849( 1.43E-62
FAM20C 2.25E-60] -0.802649| 0.44814 0.661 0.907( 7.39E-56
KRBOX1 7.99E-61] -0.798996| 0.44978 0.076 0.408| 2.63E-56
LYPDG6 5.58E-46] -0.797189] 0.450594 0.176 0.508| 1.84E-41
OLFM1 1.07E-66] -0.797181 0.450598 0.045 0.357| 3.52E-62
SLIT2 6.20E-83] -0.796208] 0.451036 0.669 0.972] 2.04E-78
LINC01204 1.32E-54] -0.793953| 0.452054 0.11 0.387| 4.34E-50
CPEB1 4.15E-62| -0.793035] 0.452469 0.382 0.724 1.37E-57
SLC35F2 2.94E-72] -0.792245] 0.452827 0.151 0.573| 9.67E-68
LFNG 5.44E-77| -0.790498] 0.453619 0.078 0.464| 1.79E-72
MT1M 1.37E-102 -0.79001| 0.45384 0.068 0.52| 4.51E-98
TENMA4 5.93E-65] -0.789953] 0.453866 0.165 0.573] 1.95E-60
GTSE1 4.35E-85( -0.787092| 0.455166 0.474 0.916] 1.43E-80
ARMHA4 7.26E-65] -0.786798 0.4553 0.275 0.701f 2.39E-60
AC207056.1 | 3.26E-22| -0.786693] 0.455348 0.172 0.362 1.07E-17
PARVB 4.86E-72| -0.785884] 0.455717 0.61 0.923| 1.60E-67




BCL7A 1.92E-52| -0.785097( 0.456075 0.181 0.503| 6.32E-48
FAM3C 6.53E-88| -0.782637] 0.457199 0.864 0.981| 2.15E-83
TMEMb4 4.89E-63| -0.782347| 0.457331 0.248 0.671] 1.61E-58
MTURN 1.98E-59] -0.781921| 0.457526 0.289 0.698| 6.50E-55
FZD1 1.66E-61| -0.780584( 0.458139 0.319 0.735( 5.47E-57
PLEKZ2 1.57E-54( -0.779759( 0.458516 0.379 0.763] 5.15E-50
MELK 5.78E-81| -0.779565] 0.458605 0.648 0.947] 1.90E-76
CENPT 2.43E-76| -0.779284] 0.458735 0.648 0.935| 8.00E-72
HSPB2 5.54E-80| -0.779173] 0.458785 0.114 0.545] 1.82E-75
CDC25B 2.20E-72| -0.778928] 0.458898 0.649 0.958| 7.24E-68
BOC 1.61E-66] -0.778079| 0.459288 0.244 0.675( 5.30E-62
USP1 2.12E-82] -0.777237| 0.459674 0.809 0.979( 6.97E-78
EVL 6.54E-57] -0.775898] 0.46029 0.196 0.575( 2.15E-52
CRELD2 1.23E-83| -0.77561| 0.460423 0.811 0.979 4.05E-79
TEX30 4.36E-70( -0.775452| 0.460495 0.591 0.912] 1.43E-65
HIPK?2 7.03E-57| -0.775337] 0.460549 0.454 0.807| 2.31E-52
LASTR 2.29E-56] -0.774231] 0.461058 0.069 0.374] 7.53E-52
G0S2 4.82E-05] -0.773412] 0.461436 0.168 0.155( 1.00E+00
GLIPR2 3.66E-70] -0.77328] 0.461497 0.645 0.949( 1.20E-65
NCAPG 7.63E-83] -0.773226] 0.461522 0.544 0.916 2.51E-78
ZWILCH 3.44E-78| -0.772557] 0.461831 0.721 0.958] 1.13E-73
PAQR4 6.88E-54| -0.772053] 0.462063 0.134 0.487| 2.27E-49
GCNT1 5.73E-58| -0.771936] 0.462117 0.412 0.791] 1.88E-53
STK26 2.67E-59| -0.77185] 0.462157 0.086 0.425] 8.79E-55
CDC6 5.88E-55] -0.771249] 0.462435 0.236 0.631 1.94E-50
TOX2 6.86E-64] -0.766232| 0.464761 0.249 0.677| 2.26E-59
GPNMB 3.56E-76] -0.766009] 0.464865 0.572 0.937( 1.17E-71
GALNT15 1.23E-25| -0.765606( 0.465052 0.398 0.613] 4.04E-21
POLD3 3.22E-60| -0.765504] 0.465099 0.373 0.777] 1.058E-55
S1PR1 7.38E-42| -0.765376] 0.465159 0.627 0.833] 2.43E-37
RORA 5.39E-59| -0.76507] 0.465301 0.076 0.397| 1.77E-54
FYN 2.50E-56] -0.76353] 0.466019 0.404 0.782| 8.24E-52
PTGS?2 3.49E-20] -0.761193] 0.467109 0.013 0.107f 1.15E-15
CAMKK1 1.51E-32| -0.761094( 0.467155 0.222 0.492| 4.96E-28
SNHG7 3.7E-70{ -0.756986[ 0.469078 0.395 0.833] 1.217E-65
SLC8A1-ASI| 1.39E-40] -0.755902| 0.469587 0.076 0.32] 4.56E-36
ITPR3 1.24E-52] -0.755145] 0.469942 0.372 0.756] 4.08E-48
GRAMD1B 2.11E-74] -0.754934] 0.470042 0.11 0.517( 6.95E-70
KCTD15 7.54E-58] -0.75406| 0.470453 0.18 0.568| 2.48E-53
MANF 1.58E-87| -0.75391| 0.470523 0.992 0.998| 5.19E-83




DDIAS 7.47TE-76] -0.753708] 0.470618 0.221 0.687| 2.46E-71
SPESP1 8.87E-80( -0.753166] 0.470874 0.019 0.32] 2.92E-75
CDC7 1.10E-80] -0.751705| 0.471562 0.163 0.624| 3.62E-76
C12orf75 2.28E-178] -0.750746| 0.472014 1 1| 7.50E-174
RFC4 4.95E-69] -0.750391] 0.472182 0.392 0.831| 1.63E-64
PBX3 4.01E-59] -0.749805] 0.472458 0.678 0.91 1.32E-54
PRDMS 2.00E-51| -0.749354] 0.472672 0.195 0.534| 6.59E-47
DTL 4.86E-74( -0.748606] 0.473026 0.227 0.689] 1.60E-69
TIMP1 5.63E-107] -0.743838| 0.475286 1 1| 1.85E-102
GSTT2B 7.50E-82| -0.739117] 0.477536 0.138 0.585| 2.47E-77
RPL9 0.00E+00] -0.737119] 0.478491 1 1| 0.00E+00
ABHD5 9.52E-57] -0.73609| 0.478983 0.626 0.905| 3.13E-52
ARL4A 9.29E-52] -0.734959] 0.479525 0.508 0.84 3.06E-47
HYLS1 2.17TE-56] -0.734169| 0.479904 0.351 0.747( 9.11E-52
STIL 2.02E-67| -0.733483] 0.480234 0.35 0.789] 6.65E-63
SPRY?2 3.42E-54] -0.733135 0.4804 0.579 0.882] 1.12E-49
HAUS6 2.59E-62| -0.732394] 0.480757 0.568 0.891] 8.53E-58
SPRY4 1.23E-66| -0.726658| 0.483522 0.462 0.861| 4.06E-62
MASTL 5.93E-68] -0.72647| 0.483613 0.442 0.858| 1.95E-63
AKR1C3 3.32E-44] -0.725364| 0.484148 0.037 0.265 1.09E-39
KCNN4 2.24E-63| -0.725084] 0.484284 0.017 0.265| 7.36E-59
FST 5.37E-22| -0.72445] 0.484591 0.753 0.872| 1.77E-17
CCNAZ2 3.23E-78| -0.723971] 0.484823 0.629 0.944] 1.06E-73
EML1 4.11E-52| -0.723515] 0.485044 0.46 0.8 1.35E-47
RFC3 1.14E-76| -0.722733| 0.485424 0.331 0.807| 3.76E-72
PBK 6.53E-73] -0.722709] 0.485435 0.565 0.919( 2.15E-68
RFC2 1.33E-59( -0.720812| 0.486357 0.607 0.9 4.39E-55
GAL 6.46E-48| -0.719733] 0.486882 0.013 0.195| 2.13E-43
EGR3 1.47E-18| -0.718711| 0.48738 0.094 0.244] 4.83E-14
APCDD1L 2.18E-66] -0.71833] 0.487566 0.801 0.977] 7.18E-62
KIF11 1.67E-76] -0.713446| 0.489953 0.501 0.9 5.48E-72
TPX2 5.50E-75] -0.712814| 0.490263 0.785 0.972( 1.81E-70
ESPL1 4.91E-57| -0.712677] 0.49033 0.191 0.582| 1.61E-52
POLAZ 1.45E-62| -0.711997( 0.490663 0.374 0.798| 4.7T7TE-58
NPC1 3.40E-66] -0.711211] 0.491049 0.451 0.858| 1.12E-61
NMRK1 4.67E-60( -0.710914| 0.491195 0.287 0.708] 1.54E-55
SHCBP1 6.76E-68| -0.710873] 0.491215 0.664 0.935| 2.22E-63
CCNF 4.31E-67] -0.710682] 0.491309 0.304 0.752| 1.42E-62
SMAGP 7.86E-62] -0.710126] 0.491582 0.561 0.898| 2.59E-57
HM13 2.53E-106] -0.710056| 0.491617 0.997 1] 8.33E-102




MYBL2 6.55E-59] -0.709624] 0.491829 0.432 0.828| 2.16E-54
FEZ1 8.33E-54| -0.708855] 0.492207 0.38 0.749] 2.74E-49
CHAFIA 1.71E-67] -0.708278| 0.492491 0.351 0.794] 5.61E-63
PLK4 3.55E-80] -0.70792] 0.492668 0.267 0.754] 1.17E-75
THRB 5.36E-32] -0.707905] 0.492675 0.047 0.239| 1.76E-27
POLM 1.14E-36( -0.707452] 0.492899 0.252 0.552| 3.76E-32
MYPN 5.00E-47| -0.705311] 0.493955 0.189 0.538| 1.64E-42
DNAJB4 4.13E-39( -0.704701| 0.494257 0.739 0.896| 1.36E-34
MIR222HG 3.73E-47] -0.704363] 0.494424 0.097 0.399| 1.23E-42
TSPO 6.88E-120] -0.704237| 0.494486 0.998 1| 2.26E-115
MAPKAPK3 | 1.09E-42{ -0.704087| 0.49456 0.385 0.726] 3.60E-38
STMN3 2.03E-43] -0.703899| 0.494653 0.382 0.719] 6.67E-39
STXI1A 3.25E-56] -0.70321| 0.494994 0.158 0.527( 1.07E-b1
RECQL4 4.34E-59] -0.702502] 0.495344 0.229 0.638 1.43E-54
C18orfb4 1.20E-58| -0.700754| 0.496211 0.264 0.675| 3.95E-54
ZNF395 2.85E-48| -0.700424] 0.496375 0.348 0.724] 9.38E-44
ARHGAP11A| 6.84E-72| -0.699511| 0.496828 0.553 0.919] 2.25E-67
IRAK3 3.89E-68] -0.698063] 0.497548 0.023 0.302] 1.28E-63
GPER1 4.30E-60] -0.697965] 0.497597 0.033 0.304f 1.41E-55
C190rf48 5.97E-67] -0.696545] 0.498304 0.493 0.893] 1.96E-62
PLK2 1.58E-31] -0.696022| 0.498564 0.829 0.903| b5.21E-27
LRFN4 3.31E-53| -0.695941] 0.498605 0.318 0.696| 1.09E-48
PRELP 3.27E-25] -0.694488] 0.49933 0.125 0.306] 1.08E-20
RBL1 8.60E-54 -0.693994| 0.499577 0.338 0.722] 2.83E-49
OLFML3 9.44E-74] -0.693924] 0.499612 0.949 1| 3.10E-69
MIS18A 1.54E-73| -0.693421| 0.499863 0.49 0.907] 5.05E-69
PDE7B 4.49E-38] -0.693154] 0.499996 0.089 0.329] 1.48E-33
NDRG1 2.94E-43] -0.691986| 0.500581 0.634 0.879] 9.66E-39
BRCA1 5.09E-51| -0.689079] 0.502038 0.529 0.849] 1.67E-46
NCAPH 1.28E-83] -0.687868| 0.502647 0.421 0.896| 4.20E-79
GLUL 5.56E-72| -0.687231] 0.502967 0.918 0.993] 1.83E-67
GAS1 2.36E-41] -0.685234] 0.503972 0.115 0.406( 7.77E-37
GINS1 8.20E-73] -0.684742| 0.504221 0.307 0.773| 2.70E-68
GINS3 2.71E-47] -0.684436] 0.504374 0.221 0.573] 8.91E-43
GREM2 7.23E-39] -0.68439] 0.504398 0.486 0.803| 2.38E-34
MCM10 6.17E-53| -0.684266] 0.50446 0.223 0.608| 2.03E-48
CENPL 9.19E-56| -0.683751| 0.50472 0.421 0.796] 3.02E-51
ADCY7 2.45E-65] -0.683394 0.5049 0.417 0.838| 8.05E-61
HAUS3 2.60E-57] -0.682321| 0.505443 0.396 0.796] 8.55E-53
TNFSF9 1.59E-89( -0.681193| 0.506013 0.017 0.336] 5.24E-85




SLC6A15 2.69E-57] -0.680969] 0.506126 0.023 0.267| 8.84E-53
ST8SIAZ 6.06E-68| -0.678245] 0.507507 0.006 0.225] 1.99E-63
LUM 2.06E-43| -0.678225] 0.507517 0.973 0.998| 6.78E-39
GPAM 7.04E-43] -0.677813] 0.507726 0.35 0.694| 2.32E-38
CLU 7.50E-19] -0.676508] 0.508389 0.615 0.777( 2.47E-14
PPP2R3B 1.15E-53| -0.676414| 0.508437 0.404 0.766| 3.77E-49
PTGS1 1.09E-23| -0.675723| 0.508789 0.328 0.575] 3.57E-19
SEPTING 4.84E-60( -0.675713| 0.508794 0.209 0.617] 1.59E-55
NDC80 1.28E-64| -0.674784( 0.509267 0.561 0.898| 4.22E-60
FANCG 4.47E-55( -0.674217] 0.509555 0.315 0.717] 1.47E-50
ST3GAL4 1.35E-54] -0.672285| 0.51054 0.399 0.787( 4.44E-50
FRMD3 7.98E-30] -0.671612| 0.510884 0.254 0.531| 2.63E-25
ACVRL1 2.719E-54 -0.6701f 0.511658 0.058 0.346] 9.19E-50
VLDLR 5.23E-37] -0.66825] 0.512605 0.226 0.524( 1.72E-32
ADAM?23 2.13E-52| -0.667986] 0.51274 0.072 0.371| 7.00E-48
MGLL 5.89E-71| -0.667872] 0.512799 0.996 0.998] 1.94E-66
SIRPA 1.10E-43] -0.667652| 0.512911 0.425 0.749] 3.61E-39
SNAI1 4.09E-23] -0.666813] 0.513342 0.206 0.434 1.35E-18
NUF2 2.67E-81] -0.666606| 0.513448 0.418 0.886( &.79E-77
CYSTM1 7.41E-54] -0.665411] 0.514062 0.473 0.847( 2.44E-49
SGO2 3.63E-77| -0.664863] 0.514344 0.498 0.912] 1.20E-72
HAUSS8 3.88E-56] -0.664484] 0.514539 0.299 0.708] 1.28E-51
CCN3 2.47E-37] -0.663317] 0.51514 0.057 0.285] 8.12E-33
WDHD1 1.51E-56] -0.661184| 0.51624 0.364 0.773] 4.96E-52
LGR4 5.51E-34] -0.660936] 0.516368 0.333 0.64( 1.81E-29
SMTN 8.68E-58] -0.66078]| 0.516448 0.789 0.958| 2.86E-53
C20rf69 6.68E-60| -0.66057] 0.516557 0.476 0.858| 2.20E-55
TRAIP 3.05E-48] -0.659533] 0.517093 0.15 0.49] 1.00E-43
MSX1 1.27E-47| -0.658848( 0.517447 0.169 0.51| 4.17E-43
CXCL2 1.00E-11] -0.658676| 0.517536 0.128 0.265| 3.30E-07
IL11 2.54E-25] -0.656736] 0.518541 0.277 0.541] 8.37E-21
IVNS1ABP 4.24E-50] -0.656651] 0.518585 0.565 0.875] 1.39E-45
SPC25 4.39E-77] -0.656126] 0.518857 0.353 0.831| 1.44E-72
CCIN 4.34E-48| -0.656025| 0.51891 0.02 0.23] 1.43E-43
POCI1A 8.51E-61| -0.654862| 0.519514 0.374 0.798| 2.80E-56
ADAMTS?2 5.13E-55] -0.653652] 0.520143 0.708 0.942] 1.69E-50
EDN1 5.84E-26| -0.65359] 0.520175 0.192 0.443] 1.92E-21
DOCK5 3.49E-51] -0.653553| 0.520194 0.751 0.933| 1.15E-46
ERCC6L 7.27E-64] -0.65302| 0.520471 0.183 0.594| 2.39E-59
PTGES 1.13E-33| -0.65269( 0.520643 0.171 0.455( 3.71E-29




RACGAP1 6.69E-71| -0.652583] 0.520699 0.621 0.942] 2.20E-66
ZWINT 2.70E-57| -0.652526] 0.520729 0.693 0.933] 8.88E-53
RTTN 1.38E-49] -0.65168| 0.521169 0.28 0.647| A4.55E-45
THSD1 5.02E-42| -0.651449] 0.52129 0.088 0.362| 1.65E-37
D4 2.12E-43] -0.651176] 0.521432 0.359 0.71] 6.96E-39
SULF2 2.89E-61] -0.650832] 0.521612 0.02 0.269| 9.52E-57
BUB3 6.54E-75] -0.650767] 0.521646 0.992 1 2.15E-70
SUV39H1 3.93E-57| -0.650642] 0.521711 0.238 0.643] 1.29E-52
KLF4 1.21E-28| -0.649325( 0.522398 0.332 0.613] 3.97E-24
FAM111B 6.46E-36] -0.64778] 0.523206 0.198 0.501] 2.13E-31
INCENP 2.28E-50] -0.647663| 0.523267 0.222 0.596( 7.51E-46
AURKA 3.07E-60] -0.647467]| 0.52337 0.518 0.884 1.01E-55
GASG6 2.52E-57] -0.645365| 0.524471 0.924 0.991| 8.28E-53
CERCAM 5.48E-67] -0.644968] 0.524679 0.892 0.995| 1.80E-62
NGEF 4.08E-68| -0.64393| 0.525224 0.01 0.248] 1.34E-63
HERC3 3.49E-52| -0.642685] 0.525878 0.508 0.84] 1.15E-47
TNFAIP6 9.00E-35| -0.642265] 0.526099 0.22 0.527] 2.96E-30
SAC3D1 2.32E-54] -0.64186| 0.526313 0.379 0.773| 7.63E-50
MMP14 2.61E-89] -0.640326| 0.527121 0.993 1| 8.60E-85
ACKR4 5.23E-44] -0.639786] 0.527405 0.044 0.281| 1.72E-39
MANIA1 2.81E-48| -0.639464] 0.527575 0.518 0.854| 9.26E-44
PPIF 6.64E-44] -0.639447] 0.527584 0.832 0.951] 2.19E-39
ZNF672 2.29E-41| -0.639324] 0.527649 0.314 0.661| 7.53E-37
CDKN2C 7.15E-60] -0.639206] 0.527711 0.561 0.905| 2.35E-55
MAD2L1 8.39E-66] -0.638953] 0.527845 0.679 0.944( 2.76E-61
KIF2C 1.25E-74] -0.638685| 0.527986 0.399 0.858| 4.12E-70
UBE2T 6.28E-64] -0.638233] 0.528225 0.666 0.937] 2.07E-59
PCNA 2.51E-57| -0.636637| 0.529069 0.948 1 8.25E-53
SPRYD3 3.42E-44] -0.635799] 0.529512 0.435 0.771 1.13E-39
RXRA 6.90E-53| -0.635771] 0.529527 0.622 0.912| 2.27E-48
GAS7 3.03E-40| -0.63539] 0.529729 0.202 0.506] 9.96E-36
BRI3 1.80E-83] -0.635376| 0.529736 0.951 0.991] 5.91E-79
RFC5 4.43E-54] -0.634566] 0.530166 0.382 0.777( 1.46E-49
SMIM29 9.28E-53| -0.634467] 0.530218 0.687 0.94| 3.05E-48
CENPI 3.58E-48| -0.633121] 0.530932 0.203 0.564| 1.18E-43
ISLR 2.66E-71| -0.632124] 0.531462 0.994 0.995| 8.74E-67
ATAD3A 9.47E-65| -0.631813] 0.531627 0.6 0.933] 3.12E-60
TACC3 2.71E-61] -0.631783| 0.531643 0.602 0.91] 8.90E-57
RNASE4 1.26E-55] -0.631562| 0.53176 0.28 0.682 4.14E-b1
KIF18A 7.86E-62] -0.631378| 0.531858 0.442 0.852| 2.59E-57




PLXNAZ 3.18E-48| -0.630874] 0.532127 0.084 0.381| 1.05E-43
TTLLY 3.24E-48] -0.63068] 0.53223 0.496 0.831] 1.07E-43
C1GALT1 1.30E-42] -0.630455] 0.532349 0.581 0.861| 4.29E-38
ING2 1.04E-51] -0.630293| 0.532436 0.401 0.773] 3.42E-47
TYMS 5.52E-54] -0.63005] 0.532565 0.778 0.963 1.82E-49
FUOM 3.22E-60] -0.629603] 0.532803 0.256 0.673] 1.06E-55
MME 6.82E-33] -0.629297] 0.532966 0.799 0.937| 2.25E-28
FABP5P7 7.94E-84| -0.628686| 0.533292 0.206 0.682| 2.61E-79
NAGK 3.47E-64| -0.627983] 0.533667 0.95 0.998] 1.14E-59
SEC14L2 4.92E-40( -0.627776] 0.533778 0.196 0.517] 1.62E-35
LINC00511 5.68E-34] -0.626165| 0.534638 0.175 0.408 1.87E-29
AL049629.2 | 1.22E-88| -0.625409| 0.535042 0.807 0.986( 4.02E-84
SAT1 1.41E-41| -0.625169( 0.535171 0.894 0.981| 4.63E-37
DUSP5 1.93E-46( -0.624845] 0.535345 0.487 0.828| 6.36E-42
MXD3 2.08E-41] -0.624715] 0.535414 0.54 0.835| 6.86E-37
POPY 1.54E-59] -0.624271] 0.535652 0.764 0.965| 5.07E-55
FAMATE-STH 3.54E-42| -0.624205| 0.535687 0.234 0.575| 1.17E-37
PTGIR 4.30E-42| -0.622776] 0.536453 0.216 0.536| 1.42E-37
TGFBR1 5.22E-49] -0.622409] 0.53665 0.467 0.828( 1.72E-44
PSG4 1.26E-45( -0.621988| 0.536876 0.711 0.93( 4.15E-41
AL139393.3 | 7.07E-23| -0.621801] 0.536976 0.117 0.309| 2.32E-18
SPDL1 2.36E-64| -0.62142] 0.537181 0.85 0.981]| 7.75E-60
NXT1 1.26E-50] -0.621139] 0.537332 0.559 0.886| 4.13E-46
SCD5 1.89E-29] -0.619817| 0.538043 0.249 0.529] 6.20E-25
STING1 1.17E-44] -0.618741| 0.538622 0.729 0.923 3.86E-40
Cdorfdb 6.59E-51] -0.618526| 0.538738 0.43 0.805( 2.17E-46
TMPO 1.94E-61| -0.618419( 0.538796 0.86 0.981] 6.38E-57
TNC 2.46E-40] -0.617457] 0.539314 0.964 0.998| 8.09E-36
CCNE2 2.48E-29] -0.616292] 0.539943 0.104 0.334] 8.15E-25
IFRD2 1.55E-62] -0.616004| 0.540098 0.837 0.979] b5.09E-58
FBXO4 1.81E-39] -0.615843] 0.540185 0.33 0.666| 5.96E-35
RGS3 1.74E-40] -0.615772| 0.540224 0.728 0.921| 5.72E-36
CMSS1 2.17E-49] -0.615374] 0.540439 0.567 0.884( 7.15E-45
CD274 8.20E-33| -0.615178| 0.540545 0.288 0.594| 2.70E-28
SDC4 5.38E-64| -0.614702] 0.540802 0.924 0.998| 1.77E-59
HMMR 1.60E-66| -0.61334( 0.541539 0.495 0.891| b5.26E-62
ZNF85 1.87E-36] -0.612381] 0.542059 0.153 0.436] 6.14E-32
FN1 8.87E-90] -0.611965| 0.542284 1 1| 2.92E-85
PLCB4 1.30E-37| -0.611161| 0.542721 0.532 0.828| 4.28E-33
KLHL21 3.54E-30] -0.61073| 0.542954 0.507 0.754 1.16E-25




FKBP11 2.25E-66] -0.610718| 0.542961 0.888 0.991| 7.39E-62
SGTB 1.16E-46] -0.61005| 0.543324 0.829 0.949] 3.80E-42
GMNN 1.05E-53] -0.609977| 0.543363 0.68 0.933] 3.45E-49
EME1 5.79E-38| -0.608978] 0.543907 0.134 0.42] 1.90E-33
FZD8 1.34E-30] -0.608581| 0.544122 0.184 0.455( 4.41E-26
H2AX 3.80E-63] -0.608199| 0.54433 0.824 0.963] 1.25E-58
SDC1 2.84E-37| -0.607566] 0.544675 0.689 0.896 9.33E-33
NETOZ2 2.92E-37| -0.607539] 0.54469 0.568 0.842] 9.62E-33
SDC2 2.38E-67| -0.607082] 0.544939 0.96 1| 7.84E-63
TUBB2A 2.59E-61| -0.606879] 0.54505 0.966 0.991| 8.52E-57
IL20RB 1.48E-31| -0.606807| 0.545089 0.053 0.253] 4.88E-27
ATAD?2 4.44E-47] -0.606492| 0.545261 0.507 0.847( 1.46E-42
AC090204.1 | 4.92E-93| -0.606419 0.5453 0.008 0.311| 1.62E-88
FAM111A 4.53E-441 -0.60448] 0.546359 0.667 0.896] 1.49E-39
CTSB 2.15E-129] -0.603548| 0.546868 1 1 7.07E-125
PID1 8.93E-33| -0.603302| 0.547003 0.152 0.425| 2.94E-28
CKS2 4.76E-59( -0.601873| 0.547785 0.884 0.977] 1.57E-54
PRPF4 1.71E-55| -0.601434( 0.548025 0.741 0.949( 5.62E-b1
LINC00960 5.33E-38| -0.601395] 0.548047 0.271 0.599( 1.75E-33
CDCA3 3.10E-48] -0.600987]| 0.54827 0.541 0.868| 1.02E-43
ARHGAP22 | 2.34E-49| -0.600208] 0.548697 0.681 0.933| 7.68E-45
PRXL2C 2.01E-54| -0.600208] 0.548697 0.595 0.907| 6.61E-50
RECK 9.69E-50] -0.599638| 0.54901 0.741 0.949] 3.19E-45
KIF15 1.20E-64 -0.5988| 0.54947 0.292 0.729] 3.94E-60
LRR1 5.95E-53] -0.597368] 0.550258 0.616 0.916] 1.96E-48
RNF182 2.50E-39] -0.596848| 0.550544 0.134 0.427| 8.23E-35
HSPB7 2.02E-15] -0.596164| 0.550921 0.282 0.48[ 6.65E-11
RNASEH2B | 2.10E-54| -0.596033| 0.550993 0.637 0.93] 6.92E-50
KIF22 3.73E-58] -0.594822] 0.55166 0.634 0.923] 1.23E-53
PLXNC1 2.76E-44] -0.592881] 0.552732 0.018 0.211] 9.07E-40
NIPAL3 2.40E-441 -0.59259] 0.552893 0.924 0.971 7.90E-40
RAB31 8.89E-541 -0.59243] 0.552982 0.998 1| 2.92E-49
TAGLNZ2 8.81E-115] -0.592365] 0.553018 1 1] 2.90E-110
SIM1 5.76E-69] -0.591646] 0.553416 0.009 0.244] 1.89E-64
GINS4 1.08E-57| -0.591023| 0.55376 0.485 0.87| 3.54E-53
HPCAL1 4.92E-441 -0.590587| 0.554002 0.731 0.919] 1.62E-39
FICD 7.47E-28] -0.590582] 0.554005 0.268 0.538| 2.46E-23
TEDC1 1.45E-48| -0.590483| 0.554059 0.2 0.561| 4.76E-44
FAMT728B 6.65E-65] -0.59046] 0.554072 0.209 0.636] 2.19E-60
CENPK 1.25E-54| -0.589786| 0.554446 0.576 0.896] 4.11E-50




SH2D4A 5.12E-32| -0.589353] 0.554686 0.547 0.805| 1.68E-27
USP12 1.00E-46| -0.588883( 0.554947 0.566 0.882| 3.31E-42
PRLR 5.33E-36] -0.588383] 0.555225 0.039 0.23] 1.75E-31
SFR1 2.66E-51| -0.588288] 0.555277 0.204 0.578| 8.77E-47
RMI1 5.40E-44] -0.588105] 0.555379 0.428 0.782| 1.78E-39
SLC29A1 2.30E-33] -0.587742| 0.55558 0.369 0.677 7.58E-29
POLE3 1.25E-49] -0.586991 0.555998 0.763 0.949] 4.10E-45
CCDCT17 1.08E-40] -0.586694 0.556163 0.254 0.594| 3.56E-36
WDR76 8.86E-35| -0.58562| 0.556761 0.342 0.659] 2.91E-30
GALNT14 8.36E-47[ -0.58529] 0.556944 0.009 0.179] 2.75E-42
CSPG4 2.23E-51] -0.58488| 0.557173 0.575 0.896( 7.35E-47
DBF4 5.11E-48] -0.584724| 0.55726 0.52 0.852| 1.68E-43
FAMS83D 9.21E-57] -0.584524] 0.557371 0.365 0.777( 3.03E-52
GFRA1 9.48E-46] -0.584421] 0.557429 0.3 0.668( 3.12E-41
NCAPH2 8.78E-50( -0.584213| 0.557545 0.613 0.907| 2.89E-45
KLF11 6.92E-39| -0.58357] 0.557903 0.13 0.42| 2.28E-34
GTF2H2 1.54E-61] -0.583085| 0.558174 0.87 0.974] b5.08E-57
CIP2A 3.31E-57] -0.58305| 0.558193 0.561 0.91] 1.09E-52
BUBIB 8.67E-70] -0.582729] 0.558372 0.363 0.819] 2.85E-65
INSR 1.11E-33| -0.582453] 0.558527 0.158 0.434] 3.66E-29
MRTO4 9.76E-55] -0.582392| 0.558561 0.857 0.979( 3.21E-50
DOK5 4.66E-36[ -0.581979] 0.558792 0.003 0.118] 1.53E-31
RSPO4 2.53E-86] -0.581957] 0.558804 0.009 0.288| 8.32E-82
RALGPS2 7.97E-47] -0.58178] 0.558902 0.834 0.968| 2.62E-42
CARMIL2 3.07E-40] -0.58152| 0.559048 0.033 0.234] 1.01E-35
VSTM4 3.41E-26] -0.579884| 0.559963 0.301 0.545( 1.12E-21
PGM1 2.31E-46] -0.57952] 0.560167 0.425 0.789| 7.59E-42
TWIST2 5.77E-46] -0.579179] 0.560358 0.919 0.981] 1.90E-41
TIMM21 4.08E-45[ -0.57875] 0.560599 0.584 0.872] 1.34E-40
CD68 6.14E-51| -0.577991] 0.561024 0.447 0.803] 2.02E-46
LINC00327 1.01E-31] -0.577397| 0.561358 0.234 0.506| 3.31E-27
TUBA1C 2.711E-71] -0.576398] 0.561919 1 1| 8.92E-67
VKORC1 5.95E-85] -0.576168| 0.562048 0.997 1| 1.96E-80
PLK1 3.01E-53| -0.576166] 0.562049 0.535 0.879 9.91E-49
CEP128 3.64E-40] -0.576005] 0.56214 0.219 0.55] 1.20E-35
NFIX 3.20E-48] -0.575918] 0.562189 0.75 0.944] 1.05E-43
HAC3 2.64E-52| -0.574864] 0.562782 0.294 0.677| 8.68E-48
TUBB2B 1.97E-60] -0.574843| 0.562793 0.862 0.979] 6.47E-56
AL135926.1 | 3.38E-77| -0.574686] 0.562882 0.01 0.278 1.11E-72
C150rf39 1.52E-33| -0.574115| 0.563203 0.276 0.585( 5.02E-29




FANCI 5.76E-50] -0.573776] 0.563394 0.592 0.907| 1.89E-45
ERLINI 1.33E-50| -0.573626( 0.563479 0.818 0.958| 4.36E-46
SLCY9A3R1 3.07E-43] -0.57348] 0.563561 0.244 0.594] 1.01E-38
ARLG6IP6 1.35E-41] -0.573173| 0.563734 0.71 0.91| 4.46E-37
GEN1 2.01E-40] -0.572231] 0.564265 0.318 0.661| 6.62E-36
SGO1 5.21E-77] -0.571934| 0.564433 0.308 0.787( 1.72E-72
RAD18 2.33E-46| -0.571687] 0.564572 0.448 0.805| 7.65E-42
SESTD1 5.41E-46| -0.570831] 0.565055 0.364 0.733] 1.78E-41
MIS12 2.08E-40| -0.57005] 0.565497 0.422 0.763] 6.83E-36
FAMT2A 1.65E-62] -0.569698| 0.565696 0.214 0.633| 5.44E-58
LRRFIP2 4.17E-62] -0.569241] 0.565955 0.983 0.998| 1.37E-57
KCNJ15 5.03E-36] -0.568657] 0.566286 0.243 0.429( 1.65E-31
ZNF219 8.99E-70] -0.568229] 0.566528 0.009 0.251] 2.96E-65
HOXB4 1.60E-54| -0.568127| 0.566586 0.045 0.32] 5.26E-50
AC098847.1 | 1.18E-33| -0.566924] 0.567267 0.012 0.13] 3.88E-29
POLE2 2.37E-40| -0.56608] 0.567747 0.248 0.587| 7.80E-36
FANCA 4.23E-42| -0.566067| 0.567754 0.252 0.599] 1.39E-37
LNX1 9.83E-44] -0.564898| 0.568418 0.04 0.269] 3.23E-39
ZDHHC9 1.53E-40] -0.564842 0.56845 0.503 0.817] 5.03E-36
STK17B 6.91E-44] -0.564315] 0.568749 0.487 0.826| 2.27E-39
TENT5A 3.04E-22| -0.563792] 0.569047 0.651 0.838( 9.99E-18
IKBIP 4.08E-78| -0.56367| 0.569117 0.997 1| 1.34E-73
CCN1 6.50E-62| -0.562731| 0.569651 0.999 1| 2.14E-57
KDSR 3.03E-49] -0.561477] 0.570366 0.862 0.981] 9.98E-45
TSKU 9.03E-31] -0.56115| 0.570553 0.289 0.582| 2.97E-26
CALHM2 1.48E-40] -0.560622| 0.570854 0.582 0.875| 4.86E-36
RRM1 2.33E-57] -0.560015] 0.571201 0.911 0.991| 7.66E-53
CGB7 1.04E-42| -0.559097( 0.571725 0.024 0.216| 3.44E-38
AXIN2 1.32E-58] -0.559009( 0.571776 0.015 0.244] 4.34E-54
TRPV2 2.94E-34] -0.55885] 0.571866 0.69 0.891] 9.68E-30
MYO1D 1.83E-47] -0.558603| 0.572008 0.399 0.775] 6.02E-43
LIN9 5.42E-49] -0.557655] 0.57255 0.237 0.61 1.78E-44
CDKN2D 3.51E-32] -0.557255] 0.572779 0.516 0.789( 1.15E-27
ATAD3B 2.43E-48] -0.556992] 0.57293 0.496 0.842] 7.99E-44
MFHAS1 2.07E-37| -0.556898] 0.572984 0.272 0.601| 6.82E-33
GALNT6 5.14E-41| -0.556764| 0.573061 0.754 0.93] 1.69E-36
DKK3 2.04E-115] -0.556549| 0.573184 1 1| 6.72E-111
HLA-F 1.82E-43| -0.556491 0.573217 0.127 0.434 5.99E-39
HSPB2-Cllol 6.72E-67| -0.556084| 0.57345 0.092 0.462| 2.21E-62
ARG2 3.38E-30| -0.556015] 0.57349 0.086 0.309f 1.11E-25




CENPP 1.63E-41| -0.555606( 0.573725 0.174 0.497| 5.35E-37
WDR62 4.84E-44( -0.555514] 0.573778 0.252 0.601] 1.59E-39
NRIP3 5.80E-34| -0.555361] 0.573865 0.556 0.826] 1.91E-29
RFWD3 1.05E-44] -0.55518] 0.573969 0.445 0.798| 3.44E-40
C3orf70 1.73E-30] -0.554639| 0.57428 0.083 0.302| 5.69E-26
NAV2 6.14E-54] -0.554617] 0.574292 0.273 0.673| 2.02E-49
AKb 6.75E-51| -0.553651| 0.574847 0.942 0.986| 2.22E-46
SERPINBS 8.99E-43| -0.553635]| 0.574856 0.737 0.942] 2.96E-38
CGBb5 4.38E-40[ -0.553301| 0.575049 0.022 0.197] 1.44E-35
FRAS1 3.23E-44] -0.552996] 0.575224 0.014 0.197] 1.06E-39
PTPRU 2.21E-45 -0.5525( 0.575509 0.051 0.302 7.27E-41
TNFAIP3 1.30E-33] -0.552133| 0.57572 0.103 0.353| 4.28E-29
POLR3H 2.57E-41] -0.552014] 0.575789 0.61 0.891| 8.45E-37
IL11RA 3.89E-40] -0.55151] 0.576079 0.26 0.599] 1.28E-35
KREMEN1 3.21E-32| -0.55133] 0.576183 0.265 0.466| 1.06E-27
HOXC4 5.94E-100] -0.551255| 0.576226 0.018 0.371] 1.96E-95
NR2C2AP 5.38E-38| -0.551047] 0.576346 0.236 0.561| 1.77E-33
PIK3CD 7.37E-31] -0.550975] 0.576387 0.265 0.557| 2.42E-26
RABGEF1 1.93E-41] -0.550641| 0.57658 0.675 0.879] 6.35E-37
YEATS4 4.75E-41] -0.550628] 0.576587 0.502 0.826] 1.56E-36
SLC41A2 1.71E-32| -0.550528( 0.576646 0.087 0.32] 5.61E-28
HROB 3.16E-38] -0.54925] 0.577383 0.122 0.404| 1.04E-33
RUNXIT1 1.70E-43] -0.549234] 0.577392 0.425 0.775] 5.59E-39
CKAP2 4.97E-47( -0.549108] 0.577465 0.737 0.926] 1.64E-42
GAS2L1 1.25E-34] -0.548999| 0.577528 0.559 0.812 4.12E-30
TNFRSF1A 1.59E-50| -0.548855( 0.577611 0.857 0.986| 5.23E-46
STK10 3.21E-32] -0.547269| 0.578528 0.515 0.773| 1.06E-27
MARCHF3 6.98E-25] -0.547137] 0.578604 0.213 0.464| 2.30E-20
ANLN 1.82E-56| -0.547112| 0.578618 0.77 0.956] 5.99E-52
NFIB 6.03E-30| -0.546703] 0.578855 0.048 0.216] 1.98E-25
MT1X 1.56E-38] -0.546182| 0.579157 0.455 0.754] b5.14E-34
RCAN2 8.58E-39| -0.54586] 0.579343 0.033 0.234( 2.82E-34
NUSAP1 1.17E-57| -0.54584| 0.579355 0.638 0.926] 3.85E-53
FCRLB 9.24E-37| -0.545636] 0.579473 0.204 0.515] 3.04E-32
TMPO-AS1 | 8.02E-48| -0.545313] 0.57966 0.125 0.445] 2.64E-43
SYTL3 1.90E-31| -0.544851| 0.579928 0.117 0.367| 6.24E-27
TOP2A 6.07E-75| -0.543914] 0.580472 0.78 0.961] 2.00E-70
IRX3 2.70E-110] -0.543632| 0.580636 0.009 0.355] 8.89E-106
OIP5 2.08E-37] -0.543328] 0.580812 0.319 0.654| 6.84E-33
DLEU1 3.83E-35] -0.541626] 0.581802 0.352 0.671 1.26E-30




COPZ2 3.56E-54| -0.541461] 0.581897 0.946 0.993] 1.17E-49
H1-0 7.04E-21| -0.540344] 0.582548 0.88 0.93] 2.32E-16
AUP1 4.40E-50( -0.540063] 0.582712 0.957 0.993] 1.45E-45
C2CD2 5.46E-30] -0.539987] 0.582756 0.486 0.754] 1.80E-25
NCEH1 1.79E-40] -0.539337| 0.583135 0.84 0.958| 5.88E-36
RPA2 1.71E-49| -0.539036| 0.58331 0.564 0.896| 5.62E-45
CRYL1 6.58E-40| -0.538862| 0.583412 0.202 0.527] 2.16E-35
POLD1 6.35E-41| -0.538398] 0.583682 0.33 0.68| 2.09E-36
GLI3 6.89E-34| -0.538254] 0.583767 0.288 0.603| 2.27E-29
MPP4 1.54E-23] -0.538178| 0.583811 0.178 0.399] b5.06E-19
THUMPD3-Al 6.93E-34| -0.53814| 0.583833 0.483 0.768| 2.28E-29
UST 5.14E-39| -0.536867| 0.584577 0.23 0.557 1.69E-34
SPARC 1.01E-130| -0.536501| 0.584791 1 1] 3.33E-126
CUBN 2.99E-42| -0.536079] 0.585038 0.068 0.316] 9.83E-38
HNRNPAB 2.72E-65| -0.53541] 0.585429 1 1[ 8.95E-61
DLX2 8.89E-24( -0.535401| 0.585434 0.092 0.288] 2.93E-19
Cborfl7 3.17E-49] -0.535207] 0.585548 0.042 0.281] 1.04E-44
SLC27A4 2.39E-38] -0.534837] 0.585765 0.437 0.768( 7.85E-34
EXOSCY 5.40E-45] -0.534824] 0.585772 0.864 0.984( 1.78E-40
Clorfll2 7.97E-37] -0.534702| 0.585844 0.222 0.538| 2.62E-32
WWC1 5.19E-39] -0.534107] 0.586193 0.03 0.204] 1.71E-34
FOXM1 3.91E-43| -0.534048] 0.586227 0.736 0.937] 1.29E-38
KLF2 2.08E-26| -0.53381] 0.586367 0.713 0.886| 6.84E-22
FAAP24 1.77E-29] -0.533174| 0.58674 0.217 0.485| 5.82E-25
WDFY?2 3.30E-39] -0.53281] 0.586953 0.556 0.856] 1.09E-34
CSMD?2 4.48E-33| -0.532173] 0.587328 0.106 0.346( 1.48E-28
GSTCD 2.00E-39] -0.532166] 0.587331 0.295 0.636] 6.57E-35
FIGNL1 1.90E-34| -0.532113( 0.587362 0.245 0.555] 6.26E-30
SIPA1L3 7.37E-31] -0.53205 0.5874 0.312 0.603| 2.43E-26
GNPNAT1 1.98E-48] -0.531558] 0.587689 0.95 0.991] 6.53E-44
PCBP3 1.21E-53] -0.531427] 0.587765 0.013 0.218] 3.99E-49
GPX7 3.26E-39] -0.53142] 0.58777 0.754 0.942( 1.07E-34
BCL2L12 2.45E-43] -0.531045] 0.58799 0.503 0.835] 8.06E-39
DSCC1 2.53E-37| -0.53088| 0.588087 0.182 0.487| 8.33E-33
AC087392.1 | 8.45E-38| -0.530643] 0.588227 0.178 0.485| 2.78E-33
SLCT7A5 3.26E-18] -0.530198] 0.588488 0.774 0.872] 1.07E-13
SPAG9 1.30E-45] -0.52991| 0.588658 0.893 0.974] 4.28E-41
SNED1 9.20E-45] -0.528546| 0.589461 0.024 0.232 3.03E-40
CHAC?2 3.22E-32] -0.528154] 0.589692 0.217 0.51 1.06E-27
TES 1.89E-42| -0.527297| 0.590198 0.724 0.935| 6.20E-38




B4GALT1 9.58E-47| -0.526836] 0.59047 0.976 0.995| 3.15E-42
PPIB 1.31E-144( -0.526689] 0.590557 1 1 4.30E-140
CCDC15 6.37E-41] -0.526518] 0.590658 0.173 0.492| 2.10E-36
NUP35 2.718E-37| -0.525938] 0.591001 0.339 0.673] 9.14E-33
CDC25A 4.52E-36] -0.525804| 0.59108 0.179 0.476( 1.49E-31
DEPDCI1B 1.41E-40[ -0.525763| 0.591104 0.205 0.531] 4.65E-36
NUP85 3.93E-40] -0.525502] 0.591259 0.581 0.872] 1.29E-35
KPNA2 1.55E-50] -0.525273| 0.591394 0.961 0.984| b5.12E-46
SRD5A3 3.15E-30] -0.524834] 0.591654 0.405 0.696| 1.04E-25
C9orf40 1.86E-44] -0.524789| 0.59168 0.488 0.828| 6.13E-40
GMPPB 2.16E-39] -0.524379| 0.591923 0.64 0.898( 7.11E-35
GINS?2 1.65E-44] -0.524243| 0.592004 0.418 0.782 5.41E-40
MIR155HG 7.21E-33] -0.524011] 0.592141 0.068 0.288| 2.37E-28
CDK2AP2 1.27E-41( -0.523704| 0.592322 0.827 0.965( 4.17E-37
CCDC74B 2.11E-40] -0.523551] 0.592413 0.109 0.392| 6.95E-36
MMD 7.85E-30] -0.523064] 0.592702 0.203 0.478| 2.58E-25
NAPIL3 3.93E-37| -0.522815] 0.592849 0.037 0.239] 1.29E-32
AL139220.2 | 1.40E-25| -0.522509| 0.593031 0.225 0.434 4.62E-21
MCM5 1.64E-38| -0.521941 0.593367 0.698 0.916 5.40E-34
SH3D19 1.03E-40| -0.520512| 0.594216 0.666 0.926] 3.37E-36
BIRC5S 1.71E-44] -0.520424| 0.594268 0.826 0.956( 5.63E-40
MCM7 4.21E-47( -0.519996] 0.594523 0.827 0.981| 1.38E-42
FAM83G 1.85E-27] -0.519792| 0.594644 0.289 0.555] 6.09E-23
EMP3 9.00E-112] -0.519547| 0.59479 1 1| 2.96E-107
HAUS?2 2.27E-39] -0.51937] 0.594895 0.677 0.916 7.48E-35
CD47 2.21E-56] -0.51915| 0.595026 0.989 1| 7.27E-52
FGFRL1 1.15E-23( -0.519026 0.5951 0.511 0.747( 3.80E-19
TTLL12 3.75E-35| -0.518774] 0.59525 0.468 0.773] 1.23E-30
PKIA 3.27E-20| -0.518216] 0.595582 0.341 0.568| 1.08E-15
ARL4D 1.27E-36] -0.517025] 0.596292 0.322 0.654| 4.17E-32
WNT16 8.43E-39( -0.516481| 0.596617 0.005 0.137] 2.77E-34
PAX6 1.41E-35 -0.5149( 0.597561 0.033 0.2 4.64E-31
FAM110B 1.43E-29( -0.514837| 0.597598 0.072 0.278| 4.70E-25
AL163636.2 | 6.29E-48| -0.514247] 0.597951 0.194 0.548| 2.07E-43
NIPAT 6.79E-27| -0.514174] 0.597995 0.199 0.457| 2.23E-22
TEDC2 1.41E-40] -0.513984( 0.598108 0.184 0.506| 4.65E-36
VAMP4 1.51E-33] -0.513591 0.598343 0.488 0.773] 4.98E-29
LRRC59 1.70E-76] -0.513538 0.598375 0.999 1| 5.60E-72
Clborf4l 1.42E-25] -0.51328( 0.598529 0.384 0.65[ 4.68E-21
LSP1P5 1.32E-53| -0.513221| 0.598565 0.845 0.979( 4.35E-49




KCNS3 6.15E-34| -0.512443] 0.599031 0.063 0.283] 2.02E-29
ZIC1 7.42E-48] -0.512268] 0.599135 0.01 0.181| 2.44E-43
MAMLD1 1.29E-29] -0.511974| 0.599311 0.07 0.278] 4.24E-25
ERRFI1 457E-32| -0.511766] 0.599436 0.839 0.97] 1.50E-27
PLIN3 2.22E-74] -0.511759| 0.59944 1 1| 7.31E-70
MANEA 6.20E-44] -0.511395] 0.599659 0.604 0.905| 2.04E-39
FARSB 2.60E-44| -0.51123] 0.599757 0.874 0.981| 8.55E-40
MIR924HG 2.52E-43| -0.511147] 0.599807 0.043 0.276] 8.30E-39
SCIN 7.39E-17| -0.511105] 0.599832 0.119 0.206| 2.43E-12
ADAMTSL4 | 4.28E-25] -0.51063| 0.600117 0.091 0.29] 1.41E-20
ANO3 5.46E-29] -0.509905] 0.600553 0.016 0.144( 1.80E-24
HTRAZ 1.25E-49] -0.509497| 0.600798 0.49 0.856 4.11E-45
AC098582.1 | 8.86E-50| -0.508784| 0.601226 0.375 0.756 2.91E-45
RCAN3 9.15E-32] -0.50825| 0.601548 0.592 0.835( 3.01E-27
LAMAZ 2.44E-33] -0.506655] 0.602508 0.336 0.652] 8.03E-29
NEIL3 6.25E-61| -0.506648] 0.602512 0.242 0.657| 2.06E-56
DNAJC6 1.11E-28] -0.505478] 0.603217 0.04 0.209] 3.67E-24
MAPKAP1 2.06E-47] -0.50526] 0.603349 0.949 0.993| 6.76E-43
AC080038.1 | 3.34E-29| -0.505041] 0.603481 0.125 0.367( 1.10E-24
LINCO1119 2.66E-21] -0.50492| 0.603554 0.11 0.304( 8.76E-17
AMDHD2 8.11E-32| -0.504893| 0.60357 0.214 0.503| 2.67E-27
AGTPBP1 3.20E-48] -0.504721] 0.603674 0.054 0.318] 1.05E-43
SLC25A19 2.53E-29] -0.504389] 0.603874 0.146 0.399| 8.32E-25
TTTY14 4.14E-41 -0.504272] 0.603945 0.063 0.302] 1.36E-36
PRUNEZ2 2.19E-39] -0.504026| 0.604093 0.008 0.158] 7.20E-35
POLRIE 1.05E-32| -0.503438| 0.604449 0.435 0.735] 3.45E-28
NSD2 3.51E-44] -0.503405] 0.604469 0.817 0.979( 1.16E-39
TMEM171 2.08E-25] -0.502914] 0.604766 0.083 0.281] 6.83E-21
GTF2F2 1.23E-40| -0.502433( 0.605057 0.961 0.995| 4.05E-36
SYTL2 2.66E-24] -0.502414] 0.605068 0.521 0.738] 8.76E-20
EIFAEBP1 3.17E-40| -0.502379] 0.60509 0.969 0.995| 1.04E-35
TUBB4B 2.34E-52] -0.502307| 0.605133 1 1| 7.71E-48
RABI1FIP5 | 8.61E-34| -0.502143| 0.605232 0.652 0.884| 2.83E-29
TUBG2 6.15E-48] -0.501099] 0.605864 0.411 0.787| 2.02E-43
REEP4 1.83E-37| -0.501048( 0.605895 0.522 0.831| 6.02E-33
ENO2 2.80E-38] -0.499269] 0.606974 0.345 0.684| 9.21E-34
IRX1 7.11E-56] -0.499141] 0.607052 0.004 0.183] 2.34E-51
PALM2AKAP| 5.75E-46( -0.498513| 0.607433 0.99 1] 1.89E-41
TOMMb 1.45E-54| -0.498253( 0.607591 0.974 0.998( 4.77E-50
BTBD11 9.57E-31] -0.497802] 0.607865 0.043 0.227| 3.15E-26




BDKRB1 2.41E-46] -0.497788] 0.607874 0.284 0.654| 7.94E-42
ATL1 3.42E-20] -0.497485] 0.608058 0.109 0.281] 1.12E-15
SP9 5.88E-51| -0.497402] 0.608108 0.007 0.186] 1.93E-46
FSTL3 1.98E-29] -0.496021| 0.608949 0.659 0.879] 6.51E-25
JAM2 8.15E-25] -0.495259] 0.609413 0.059 0.209] 2.68E-20
NUP62 3.13E-40] -0.494808| 0.609688 0.915 0.986] 1.03E-35
SAMD1 1.42E-31| -0.49469| 0.60976 0.58 0.838| 4.69E-27
CGB3 2.42E-41| -0.494637] 0.609792 0.017 0.193| 7.97E-37
PGP 7.08E-41| -0.494445] 0.609909 0.633 0.903] 2.33E-36
NFATC2IP 2.81E-36] -0.494407] 0.609933 0.658 0.889] 9.25E-32
RETREG1 2.46E-33] -0.49419] 0.610065 0.004 0.121| 8.09E-29
ARNTL 4.24E-25] -0.493889] 0.610248 0.22 0.476( 1.40E-20
MICAL2 7.36E-43] -0.493858| 0.610268 0.968 0.991] 2.42E-38
XDH 3.42E-32] -0.493845] 0.610275 0.04 0.213| 1.12E-27
METTL27 3.03E-40] -0.49368] 0.610376 0.043 0.26] 9.95E-36
NUDT8 6.79E-36] -0.493388] 0.610554 0.133 0.411] 2.24E-31
SH3BGRL3 [1.20E-141| -0.493267( 0.610628 1 1| 3.95E-137
TLCD3A 1.33E-30] -0.492992| 0.610796 0.453 0.747 4.38E-26
NR3C1 4.30E-38] -0.49278] 0.610926 0.961 0.988 1.41E-33
NPAS1 1.02E-39| -0.49267| 0.610993 0.037 0.246] 3.36E-35
EVI2A 1.27E-33| -0.492655( 0.611002 0.066 0.288| 4.18E-29
E2F8 1.07E-35| -0.492642( 0.61101 0.08 0.323] 3.51E-31
GRIA3 2.70E-27] -0.492497] 0.611098 0.143 0.385| 8.87E-23
DONSON 1.56E-31] -0.491852| 0.611493 0.5 0.78] 5.13E-27
ENDOD1 2.10E-36] -0.491369| 0.611788 0.585 0.868| 6.91E-32
NNMT 6.77E-24] -0.49117| 0.61191 0.795 0.923 2.23E-19
ADARBI1 1.69E-26( -0.491113] 0.611945 0.183 0.436 5.56E-22
LRIG1 4.18E-20( -0.491091| 0.611959 0.102 0.285] 1.37E-15
SUB1 4.59E-97( -0.490957| 0.61204 1 1 1.51E-92
KIF23 1.59E-50] -0.490433| 0.612361 0.715 0.94| 5.22E-46
CENPA 8.00E-49( -0.489619| 0.61286 0.349 0.733] 2.63E-44
STC1 2.17E-04] -0.489407] 0.61299 0.665 0.722 1.00E+00
EFR3B 1.45E-36( -0.489367| 0.613014 0.098 0.304| 4.78E-32
AC087721.2 | 3.89E-62| -0.488558] 0.613511 0.494 0.896| 1.28E-57
CHAF1B 5.18E-30] -0.488336] 0.613646 0.33 0.626] 1.70E-25
SASS6 3.02E-35] -0.488292] 0.613674 0.241 0.552] 9.95E-31
VXN 1.37E-43] -0.487755| 0.614003 0.01 0.179] 4.50E-39
COLbHA1 4.07E-42] -0.48766] 0.614062 0.999 1| 1.34E-37
SCML1 3.14E-34] -0.487561| 0.614123 0.525 0.826f 1.03E-29
PLP2 2.4TE-47] -0.487483] 0.61417 0.99 1| 8.13E-43




MMRN2 9.63E-24| -0.487196] 0.614347 0.027 0.155] 3.17E-19
SOCS3 9.83E-28| -0.487093| 0.61441 0.553 0.805| 3.23E-23
CD58 1.65E-32] -0.48683| 0.614572 0.321 0.631| b5.43E-28
FURIN 2.19E-35] -0.486709] 0.614646 0.741 0.93] 7.21E-31
Cl60orf95 1.82E-38| -0.486674( 0.614667 0.128 0.415( 5.99E-34
TNFRSF12A| 6.82E-78| -0.485921] 0.61513 1 1| 2.24E-73
TRAF3IP2 2.94E-31| -0.485915] 0.615134 0.543 0.814] 9.66E-27
NUP50 4.95E-39( -0.485868] 0.615163 0.782 0.942] 1.63E-34
NEMP1 1.21E-36] -0.48531f 0.615506 0.316 0.647| 4.00E-32
PARP2 6.04E-39| -0.48503] 0.615679 0.494 0.819] 1.99E-34
GIPC2 3.77E-41] -0.484927] 0.615742 0.028 0.197 1.24E-36
GBP5 1.03E-22| -0.484903| 0.615757 0.045 0.181| 3.38E-18
CiB1 1.89E-47| -0.484736| 0.61586 0.967 1| 6.22E-43
YIF1A 4.14E-48] -0.483957| 0.61634 0.969 0.998| 1.36E-43
LINC02535 4.68E-20( -0.483905] 0.616372 0.032 0.158] 1.54E-15
PLPP4 3.92E-22| -0.483524] 0.616607 0.339 0.592| 1.29E-17
GGCT 7.43E-37| -0.483226] 0.61679 0.582 0.858| 2.45E-32
ITPRIP 1.28E-34| -0.482663| 0.617138 0.564 0.847( 4.21E-30
[FITM10 1.76E-35| -0.482274| 0.617378 0.1 0.357| 5.79E-31
COL1A2 1.95E-68(| -0.481806| 0.617667 1 1| 6.40E-64
CGB1 4.86E-40( -0.481451| 0.617886 0.017 0.186] 1.60E-35
MAGI3 7.19E-31| -0.481007] 0.61816 0.23 0.52| 2.36E-26
AKRT7A2 1.44E-35] -0.480289| 0.618605 0.833 0.958| 4.74E-31
FLIT 4.65E-22( -0.480259] 0.618623 0.096 0.283] 1.53E-17
RASIP1 8.61E-26] -0.480163] 0.618683 0.021 0.155 2.83E-21
TFDP1 5.77E-47] -0.480103] 0.61872 0.972 0.993| 1.90E-42
KNTC1 5.63E-36] -0.479843| 0.618881 0.357 0.687 1.85E-31
ARL2BP 3.32E-53| -0.47983] 0.618889 0.993 1 1.09E-48
ITGB3BP 1.49E-42| -0.479805| 0.618904 0.452 0.803] 4.91E-38
BLM 6.15E-27] -0.479599] 0.619031 0.224 0.487| 2.02E-22
IDH2 3.00E-39] -0.478967] 0.619423 0.681 0.928| 9.87E-35
TUSC1 4.09E-33| -0.478768] 0.619546 0.317 0.629( 1.35E-28
ELK3 4.71E-39] -0.478316] 0.619826 0.922 0.981 1.55E-34
SIPA1L1 2.44E-28] -0.478087] 0.619968 0.534 0.798| 8.02E-24
RHEBL1 1.84E-29| -0.47808 0.619973 0.04 0.216 6.05E-25
EIF5 3.21E-71| -0.477861] 0.620108 1 1| 1.06E-66
IGF2BP3 1.29E-17] -0.477746| 0.62018 0.317 0.534| 4.23E-13
NOP16 2.06E-31| -0.477586] 0.620279 0.711 0.903| 6.78E-27
PPP1R3C 1.89E-14| -0.477511| 0.620325 0.396 0.596] 6.23E-10
KIF18B 6.11E-60] -0.476786| 0.620776 0.275 0.694 2.01E-55




NCAPD3 3.69E-44| -0.476699] 0.620829 0.509 0.852] 1.22E-39
S100A16 2.30E-53| -0.476599] 0.620891 1 1 7.57E-49
GLTP 4.98E-43| -0.476582| 0.620902 0.965 0.991] 1.64E-38
GEMIN4 4.47E-30( -0.476561] 0.620915 0.312 0.61] 1.47E-25
RAD54B 2.92E-34] -0.476436] 0.620992 0.237 0.545] 9.60E-30
RAN 9.91E-87] -0.476214] 0.621131 1 1| 3.26E-82
SLCI9B2 1.49E-30] -0.476009( 0.621258 0.427 0.717] 4.90E-26
TMEM255B | 6.66E-53| -0.47537] 0.621655 0.022 0.251] 2.19E-48
ETV1 3.11E-24| -0.475198] 0.621762 0.322 0.589] 1.02E-19
RNASEH2A | 6.77E-44| -0.474791| 0.622015 0.704 0.935| 2.23E-39
LOXL1-AS1 | 5.88E-24 -0.474585] 0.622143 0.382 0.64( 1.93E-19
SMC4 1.04E-53| -0.473925| 0.622554 0.929 0.993| 3.42E-49
UCK2 1.48E-36[ -0.47368| 0.622706 0.739 0.93( 4.87E-32
MCM8 1.03E-38| -0.473546| 0.62279 0.454 0.784( 3.39E-34
IMP3 7.64E-37| -0.472636] 0.623357 0.82 0.958| 2.51E-32
FZR1 3.27E-25] -0.472272] 0.623584 0.525 0.775] 1.08E-20
LIN54 1.15E-37] -0.472157| 0.623656 0.426 0.759] 3.79E-33
SLC49A3 6.12E-44] -0.472104| 0.623688 0.03 0.241 2.01E-39
CCN5 1.30E-17| -0.472002| 0.623752 0.025 0.116 4.27E-13
MZT1 5.08E-43] -0.471907] 0.623812 0.848 0.977( 1.67E-38
TIMM13 7.27E-47] -0.471133] 0.624294 0.978 0.998| 2.39E-42
NFKBIA 3.58E-15] -0.470879] 0.624453 0.854 0.916] 1.18E-10
TOE1 5.06E-34| -0.470779] 0.624516 0.275 0.589] 1.66E-29
FN3KRP 1.87E-32] -0.469824| 0.625112 0.594 0.856| 6.15E-28
KNSTRN 8.66E-49] -0.46969| 0.625196 0.486 0.852 2.85E-44
Cbhorf38 5.69E-85] -0.469574] 0.625268 0.003 0.258( 1.87E-80
CSF1 7.42E-32] -0.469469| 0.625334 0.5 0.796( 2.44E-27
MTSS1 2.57E-37| -0.46885] 0.625722 0.026 0.206| 8.46E-33
PTTG1IP 8.73E-70[ -0.468675| 0.625831 1 1 2.87E-65
PNRC2 1.10E-40] -0.46845| 0.625972 0.945 0.988] 3.61E-36
RELT 1.24E-29] -0.468434] 0.625982 0.14 0.392] 4.07E-25
PRR7 1.99E-23| -0.467976| 0.626269 0.173 0.404| 6.54E-19
STARDS 1.83E-31| -0.467537| 0.626543 0.06 0.262| 6.02E-27
PRADCI1 491E-41 -0.46712] 0.626805 0.608 0.903| 1.61E-36
EZH2 1.28E-37| -0.466768| 0.627026 0.524 0.835| 4.22E-33
PTRH1 6.01E-38| -0.466716] 0.627058 0.407 0.74] 1.98E-33
CLEC3B 1.92E-22] -0.466664| 0.627091 0.066 0.234] 6.31E-18
ASL 9.29E-34] -0.466235| 0.62736 0.798 0.944( 3.06E-29
KIF4AA 1.65E-57] -0.465874| 0.627586 0.44 0.847 5.43E-53
PDP1 1.51E-28| -0.465379] 0.627897 0.729 0.905( 4.96E-24




AQP1 8.20E-14| -0.465245] 0.627981 0.033 0.121] 2.70E-09
FAR1 1.37E-35| -0.464851 0.628229 0.72 0.928| 4.49E-31
PRDX4 8.55E-61[ -0.464669| 0.628343 0.999 1| 2.81E-56
MYDGF 8.51E-103| -0.464612] 0.628379 1 1| 2.80E-98
ANKRD29 6.12E-43] -0.464018] 0.628752 0.022 0.218 2.01E-38
STEAP?2 1.29E-21| -0.463747| 0.628923 0.208 0.439 4.26E-17
RPL39L 1.69E-44| -0.463284| 0.629214 0.6 0.907| b5.56E-40
MCM3 6.71E-29] -0.46323] 0.629248 0.574 0.831| 2.21E-24
SSR3 1.74E-92| -0.463052| 0.62936 1 1| b5.71E-88
TUBB6 6.38E-63| -0.462943] 0.629429 1 1| 2.10E-58
STEAP3 1.32E-27| -0.462621| 0.629631 0.651 0.863| 4.34E-23
XRCC3 1.77E-34] -0.461993( 0.630027 0.174 0.464( 5.82E-30
PRKG1 7.47E-30] -0.461792| 0.630154 0.289 0.585( 2.46E-25
WIPF1 9.51E-34] -0.461544] 0.63031 0.697 0.919] 3.13E-29
LDHA 2.63E-103] -0.461491| 0.630343 1 1[ 8.64E-99
PTPDC1 3.65E-33] -0.461341] 0.630438 0.164 0.443] 1.20E-28
JPT?2 1.03E-36] -0.461301| 0.630463 0.848 0.968| 3.40E-32
STK32B 1.40E-31| -0.461207| 0.630522 0.013 0.151| 4.60E-27
Uty 1.31E-51] -0.460997( 0.630655 0.011 0.2 4.31E-47
CENPN 1.18E-37| -0.460238| 0.631134 0.721 0.93] 3.88E-33
ADA 2.30E-24] -0.459953] 0.631313 0.202 0.448| 7.58E-20
MACROD1 1.49E-28| -0.45988( 0.631359 0.189 0.455| 4.89E-24
HSPAS 2.85E-68| -0.459703] 0.631471 1 1| 9.36E-64
CKS1B 1.23E-44] -0.459177| 0.631804 0.854 0.974] 4.05E-40
GOLM1 2.91E-36] -0.459068] 0.631872 0.774 0.954 9.57E-32
ATP8B2 7.18E-32] -0.458878] 0.631992 0.562 0.833| 2.36E-27
ENOSF1 9.51E-27] -0.458749| 0.632074 0.357 0.631| 3.13E-22
SPAGS 3.16E-49| -0.458488] 0.632239 0.475 0.845] 1.04E-44
MCM?2 2.52E-42| -0.458319] 0.632346 0.432 0.787| 8.29E-38
RBBP8 1.03E-29] -0.458309| 0.632352 0.593 0.842] 3.40E-25
ANG 2.87E-25| -0.458167] 0.632442 0.119 0.339] 9.43E-21
ZDHHC6 3.41E-34] -0.457725] 0.632721 0.661 0.896 1.12E-29
MALT1 4.22E-27] -0.45768] 0.63275 0.698 0.889] 1.39E-22
ME3 1.56E-24| -0.457549( 0.632833 0.151 0.381] b5.12E-20
TMEM50B 2.98E-29] -0.457422] 0.632913 0.83 0.958| 9.80E-25
TYMP 7.33E-26] -0.457138] 0.633093 0.247 0.513] 2.41E-21
RANBP1 8.85E-53| -0.457093] 0.633122 0.998 1| 2.91E-48
LSM2 2.76E-38] -0.456853| 0.633274 0.856 0.984] 9.07E-34
SPCS3 3.73E-50] -0.456663] 0.633394 0.998 1| 1.23E-45
GHR 1.09E-22| -0.456388| 0.633568 0.066 0.232] 3.60E-18




LRRC58 1.18E-31| -0.456117| 0.63374 0.909 0.974] 3.88E-27
ELFN1 1.26E-27| -0.455722 0.63399 0.051 0.23] 4.14E-23
RHNO1 1.15E-34] -0.455448| 0.634164 0.571 0.849] 3.77E-30
BEND7 1.40E-32] -0.455442| 0.634168 0.113 0.334] 4.61E-28
FKBP9 7.38E-42] -0.454812] 0.634567 0.982 0.993 2.43E-37
AGTR1 9.26E-36] -0.454807] 0.634571 0.015 0.174( 3.05E-31
EHHADH 1.22E-27| -0.454685| 0.634648 0.192 0.452| 4.02E-23
AGAP1 9.24E-21| -0.454629] 0.634684 0.329 0.575] 3.04E-16
BARD1 7.54E-34| -0.454514] 0.634757 0.394 0.712] 2.48E-29
RHOU 1.39E-28] -0.454335| 0.63487 0.057 0.248| 4.57E-24
AC124067.2 | 2.99E-38| -0.454271] 0.634911 0.047 0.265( 9.85E-34
MCF2L 7.61E-38] -0.454059] 0.635045 0.046 0.244 2.50E-33
TMED3 2.47E-40] -0.453788| 0.635218 0.976 0.995| 8.12E-36
ZFAND2A 4.08E-33| -0.453678] 0.635287 0.427 0.74( 1.34E-28
CAPNb 8.03E-24| -0.453417] 0.635453 0.43 0.689| 2.64E-19
MTBP 7.93E-33| -0.453337] 0.635504 0.169 0.448| 2.61E-28
Clorfl74 6.92E-28| -0.453322] 0.635513 0.508 0.78] 2.28E-23
FKBP1A 1.87E-74| -0.453311| 0.63552 1 1| 6.17E-70
HASPIN 3.59E-26] -0.452979] 0.635731 0.082 0.283 1.18E-21
TRPS1 1.54E-14( -0.452816] 0.635835 0.411 0.61f 5.08E-10
TPCN1 1.79E-18| -0.452234( 0.636205 0.207 0.418| b5.88E-14
AL109918.1 | 2.01E-35| -0.452044] 0.636326 0.2 0.499] 6.63E-31
LRP3 3.53E-33| -0.451706| 0.636541 0.258 0.564| 1.16E-28
B3GNT2 9.68E-29| -0.451414] 0.636727 0.243 0.524] 3.18E-24
TMEM132B | 5.75E-17| -0.451148| 0.636896 0.081 0.232| 1.89E-12
DOCK10 9.75E-34] -0.450993] 0.636995 0.574 0.861| 3.21E-29
CGB2 2.88E-44] -0.450618| 0.637234 0.013 0.188 9.47E-40
EFL1 4.45E-29( -0.450402] 0.637372 0.41 0.701] 1.46E-24
SVIL 2.73E-13] -0.45037] 0.637393 0.136 0.281] 8.99E-09
CGBS8 1.30E-39] -0.450288| 0.637445 0.022 0.202| 4.28E-35
HBEGF 5.95E-22| -0.450241] 0.637474 0.284 0.534] 1.96E-17
TUBG1 1.42E-39| -0.450125( 0.637549 0.88 0.979] 4.68E-35
NMB 9.24E-12] -0.449991| 0.637634 0.308 0.478| 3.04E-07
SDC3 3.44E-45] -0.449875] 0.637708 0.947 0.998] 1.13E-40
ADGRL2 5.17E-29] -0.449869] 0.637711 0.265 0.552] 1.70E-24
TNFRSF6B 3.56E-43] -0.448922] 0.638316 0.053 0.292] 1.17E-38
HOTAIR 8.97E-39( -0.448077| 0.638856 0.014 0.179] 2.95E-34
UHRF1 3.49E-32] -0.447959] 0.638931 0.628 0.879 1.15E-27
C21orf58 1.10E-34| -0.447863| 0.638992 0.17 0.459] 3.63E-30
ARNTLZ2 2.40E-29] -0.447108] 0.639475 0.612 0.852| 7.89E-25




LAMB3 6.08E-21| -0.446429] 0.639909 0.095 0.278] 2.00E-16
RSRC1 2.15E-35] -0.446293] 0.639996 0.631 0.889] 7.08E-31
LYRM7 2.91E-27| -0.446017] 0.640173 0.692 0.863] 9.57E-23
SGMS1 3.54E-31| -0.445953] 0.640214 0.58 0.852] 1.16E-26
HLA-DMA 5.45E-46] -0.445645] 0.640411 0.02 0.223 1.79E-41
NIP7 2.08E-33] -0.445026| 0.640808 0.874 0.974 6.84E-29
SH3BP5 9.47E-21| -0.444736] 0.640994 0.379 0.624| 3.12E-16
B4GALTH 2.37E-31| -0.444332] 0.641253 0.555 0.833| 7.78E-27
CCDC34 1.27E-37| -0.444299( 0.641274 0.49 0.814] 4.16E-33
PTGFRN 1.49E-27] -0.444144| 0.641373 0.041 0.209] 4.91E-23
PRR11 2.69E-39] -0.443998] 0.641467 0.867 0.963| 8.85E-35
CERK 1.04E-27| -0.443847| 0.641563 0.728 0.912 3.44E-23
BAIAP2 4.05E-19] -0.443793] 0.641598 0.423 0.654( 1.33E-14
CCDC18 4.80E-31| -0.443624] 0.641707 0.339 0.645( 1.58E-26
AKR1E2 5.17E-27| -0.443607] 0.641718 0.072 0.269| 1.70E-22
DCAF15 1.34E-41] -0.443348| 0.641884 0.369 0.724] A4.42E-37
PMAIP1 8.29E-15[ -0.443059] 0.642069 0.902 0.944] 2.73E-10
SGCB 1.14E-48| -0.442894( 0.642175 0.996 0.995( 3.75E-44
B4GALT?2 1.08E-34| -0.442608| 0.642359 0.816 0.961] 3.54E-30
PMM1 5.11E-32| -0.442388 0.6425 0.894 0.977( 1.68E-27
RPS6KA4 8.08E-27 -0.442184| 0.642631 0.494 0.759] 2.66E-22
HSPB3 4.76E-41[ -0.442056] 0.642714 0.007 0.16] 1.57E-36
MMS22L 1.00E-25] -0.441916( 0.642804 0.62 0.833] 3.30E-21
LYAR 1.70E-27] -0.441564| 0.64303 0.662 0.879] 5.60E-23
AC010327.4 | 5.96E-63| -0.441432] 0.643115 0.024 0.29( 1.96E-58
BCL10 1.52E-34] -0.441184| 0.643274 0.829 0.965| 5.01E-30
MGST3 9.35E-63| -0.441037] 0.643369 0.998 1| 3.08E-58
DOK1 7.74E-21] -0.441008] 0.643388 0.318 0.564| 2.55E-16
SERTAD1 1.14E-27| -0.440945( 0.643428 0.775 0.93] 3.75E-23
ADIRF-AS1 | 1.20E-25| -0.440503] 0.643713 0.112 0.329] 3.93E-21
DPM2 2.52E-32| -0.440497] 0.643716 0.814 0.947| 8.28E-28
RTEL1 7.27E-31] -0.440407] 0.643775 0.189 0.466| 2.39E-26
FAMZ241A 5.26E-24] -0.439737| 0.644206 0.491 0.742 1.73E-19
VCPKMT 6.11E-22| -0.439367] 0.644444 0.236 0.478| 2.01E-17
TMEDS 8.72E-25( -0.439259] 0.644514 0.24 0.499| 2.87E-20
SRM 3.34E-40] -0.438516] 0.644993 0.961 0.991] 1.10E-35
MAFF 3.19E-25] -0.438306] 0.645128 0.61 0.84] 1.05E-20
SUMO3 5.82E-42] -0.437836] 0.645432 0.98 0.995( 1.92E-37
NCLN 4.80E-39] -0.437738] 0.645495 0.888 0.984| 1.58E-34
CLN6 3.63E-35] -0.437216] 0.645832 0.483 0.794( 1.20E-30




ERIZ2 2.65E-32| -0.436951] 0.646003 0.342 0.654| 8.72E-28
ECHDC3 1.17E-20| -0.436229( 0.646469 0.089 0.267| 3.85E-16
CCNYL1 6.92E-27]| -0.436213] 0.64648 0.433 0.715] 2.28E-22
ATADbS 9.71E-36] -0.435966] 0.64664 0.26 0.578] 3.19E-31
MIS18BP1 5.95E-33] -0.43594] 0.646657 0.752 0.935( 1.96E-28
AADAT 9.45E-25] -0.435856| 0.646711 0.272 0.536 3.11E-20
ODC1 5.44E-31| -0.435753] 0.646778 0.927 0.981| 1.79E-26
SELENOK 1.07E-36| -0.43553( 0.646922 0.814 0.968| 3.52E-32
CNIH3 4.27E-15[ -0.435393| 0.64701 0.171 0.346] 1.40E-10
TICRR 1.92E-22] -0.435387| 0.647014 0.089 0.276] 6.31E-18
YWHAQ 4.29E-91| -0.435333] 0.647049 1 1| 1.41E-86
RAB35 4.11E-28] -0.435168] 0.647156 0.725 0.919( 1.35E-23
LINC00632 3.11E-23] -0.434079] 0.647861 0.638 0.831 1.02E-18
RPSAP52 7.03E-18] -0.433754] 0.648071 0.185 0.387| 2.31E-13
TTL 4.98E-36[ -0.433153| 0.648461 0.894 0.984] 1.64E-31
POLQ 3.31E-36| -0.433131] 0.648475 0.189 0.49] 1.09E-31
AFP 5.06E-36| -0.432736] 0.648732 0.034 0.227] 1.67E-31
C1QTNF2 3.07E-21] -0.432594| 0.648824 0.109 0.302| 1.01E-16
MCOLN1 4.15E-23] -0.432256] 0.649043 0.378 0.638 1.37E-18
RCC1 2.49E-29] -0.432129| 0.649126 0.675 0.893| 8.18E-25
TSPAN2 1.18E-19| -0.431903( 0.649272 0.025 0.142] 3.89E-15
MCL1 1.19E-39| -0.431748| 0.649373 0.991 1| 3.92E-35
SIX1 3.21E-22| -0.431735] 0.649382 0.092 0.281] 1.06E-17
LMF2 2.74E-34] -0.431547] 0.649504 0.759 0.921] 9.02E-30
SLC25A43 8.40E-39] -0.431519] 0.649522 0.53 0.849( 2.76E-34
ZGRF1 2.46E-25] -0.430865] 0.649947 0.159 0.397 8.09E-21
GPCPD1 1.59E-30( -0.430584| 0.650129 0.446 0.742| 5.23E-26
MRPL39 4.40E-30( -0.430564| 0.650142 0.706 0.907| 1.45E-25
SH2B3 6.07E-22| -0.429936| 0.650551 0.738 0.884| 2.00E-17
AC135050.2 | 2.30E-48| -0.429724] 0.650688 0.588 0.875| 7.56E-44
LRP4 8.25E-26[ -0.429273] 0.650982 0.056 0.234] 2.71E-21
UHRF2 1.98E-28| -0.428937( 0.651201 0.573 0.838| 6.52E-24
PLAZ2R1 1.09E-15( -0.428574| 0.651437 0.167 0.327 3.59E-11
FANCB 3.09E-37| -0.428249] 0.651649 0.246 0.568| 1.02E-32
ANKRD13A | 4.04E-34| -0.428106] 0.651742 0.975 0.995] 1.33E-29
STK32C 1.83E-34| -0.427997 0.651813 0.233 0.541] 6.03E-30
PSMG3 2.73E-28] -0.427578] 0.652086 0.719 0.912] 8.99E-24
NCAPG2 1.08E-45| -0.42757( 0.652092 0.548 0.889( 3.54E-41
PGAM1 4.94E-102| -0.427398] 0.652204 1 1| 1.62E-97
MKI67 1.58E-49( -0.426714| 0.65265 0.652 0.923| 5.19E-45




ERO1A 2.03E-34| -0.426448] 0.652824 0.906 0.986| 6.70E-30
NRP1 1.03E-46| -0.426307| 0.652916 0.995 1[ 3.38E-42
GPR180 3.75E-31| -0.426156] 0.653015 0.561 0.838] 1.23E-26
PRC1 1.56E-45] -0.42555| 0.65341 0.751 0.958| b5.12E-41
OAF 3.22E-22] -0.425486] 0.653452 0.863 0.937( 1.06E-17
ECT2 7.56E-41] -0.425458] 0.65347 0.734 0.937| 2.49E-36
MREG 5.85E-23| -0.42496] 0.653796 0.196 0.427] 1.93E-18
EXOSC2 6.77E-24] -0.424596] 0.654034 0.574 0.807| 2.23E-19
FEZ2 2.43E-33| -0.424408] 0.654157 0.982 0.998] 7.99E-29
EPDR1 1.06E-28] -0.424124] 0.654342 0.564 0.835| 3.48E-24
MCM6 5.11E-30] -0.423389| 0.654824 0.605 0.863] 1.68E-25
HABP4 5.03E-26] -0.422837] 0.655185 0.561 0.814 1.66E-21
CDH11 1.91E-38| -0.422716| 0.655264 0.99 0.998| 6.30E-34
CEP85 2.01E-25] -0.422657| 0.655303 0.222 0.478 6.63E-21
NAAA 1.48E-29| -0.422558( 0.655368 0.665 0.893] 4.88E-25
PLAGL1 6.61E-23| -0.421885] 0.655809 0.502 0.74] 2.17E-18
PIGH 7.38E-32| -0.421711] 0.655924 0.299 0.606| 2.43E-27
CYTH3 1.88E-29| -0.421251| 0.656225 0.598 0.858] 6.18E-25
UBE2G?2 6.58E-34] -0.42125| 0.656226 0.954 0.988 2.17E-29
ESYT3 8.98E-27| -0.420994| 0.656394 0.04 0.174 2.96E-22
ELOVLG6 1.75E-26| -0.420854| 0.656486 0.818 0.942| b5.77E-22
SIGMAR1 2.23E-36] -0.420675] 0.656604 0.96 0.993| 7.35E-32
PARPBP 1.17E-41] -0.420623| 0.656637 0.528 0.861| 3.84E-37
INIP 1.92E-28] -0.419701| 0.657243 0.679 0.896| 6.31E-24
FAM126A 2.07E-34] -0.419586] 0.657319 0.928 0.988| 6.80E-30
LINCO1151 1.43E-24] -0.419572| 0.657328 0.093 0.258( 4.70E-20
C8orf33 1.25E-30( -0.419158 0.6576 0.736 0.933| 4.12E-26
NUDT15 1.16E-27| -0.419002| 0.657703 0.583 0.838] 3.82E-23
KIAA1841 2.75E-27| -0.418917] 0.657759 0.478 0.754] 9.04E-23
CCDC93 1.49E-24] -0.418893| 0.657774 0.481 0.742] 4.91E-20
HCG11 4.94E-23| -0.418851| 0.657802 0.359 0.622] 1.63E-18
DVL1 2.36E-30] -0.418801] 0.657835 0.662 0.896| 7.76E-26
PLCD1 4.26E-25] -0.418711] 0.657894 0.284 0.552 1.40E-20
UBE2Q2 4.06E-32| -0.418554] 0.657998 0.843 0.965| 1.34E-27
CEP57L1 4.73E-38| -0.418485] 0.658043 0.547 0.858| 1.56E-33
MRPL17 1.54E-40] -0.418188| 0.658238 0.971 0.995| 5.08E-36
CLGN 8.82E-20( -0.418127| 0.658279 0.072 0.234] 2.90E-15
TOPBP1 2.87TE-28] -0.417777] 0.658509 0.637 0.868( 9.46E-24
CD83 8.91E-27| -0.417617] 0.658615 0.01 0.128| 2.93E-22
S100A3 1.44E-23| -0.417585| 0.658636 0.382 0.647( 4.75E-19




PKD1P6 2.04E-20| -0.417309] 0.658817 0.515 0.742] 6.70E-16
H1-5 6.92E-31| -0.417011] 0.659014 0.07 0.278] 2.28E-26
SLCO3A1 1.25E-23] -0.416716| 0.659208 0.187 0.425| 4.10E-19
BTG3 1.21E-27] -0.416661| 0.659244 0.852 0.961| 3.97E-23
TCF7 4.64E-22| -0.41653| 0.659331 0.159 0.378 1.53E-17
DLST 1.09E-32| -0.416401| 0.659416 0.909 0.984| 3.60E-28
STXBP5-AS]| 3.41E-18] -0.415937] 0.659722 0.242 0.45] 1.12E-13
S100A6 6.23E-129] -0.415378| 0.660091 1 1 2.05E-124
MRGBP 9.25E-27] -0.415056] 0.660303 0.482 0.754] 3.04E-22
PGRMC1 3.35E-43] -0.414991] 0.660346 0.995 1| 1.10E-38
MAP3K6 1.75E-26] -0.414889| 0.660414 0.255 0.527| b5.77E-22
CYP2R1 3.53E-26] -0.414737| 0.660514 0.047 0.218 1.16E-21
DUT 4.69E-43] -0.413288] 0.661472 0.985 1| 1.54E-38
SERPING1 3.75E-22] -0.413238] 0.661505 0.217 0.455( 1.23E-17
KNL1 6.50E-52| -0.41316] 0.661557 0.471 0.852| 2.14E-47
PITHD1 2.12E-30] -0.412874] 0.661746 0.737 0.93] 6.97E-26
ABL?2 2.45E-26] -0.412423] 0.662044 0.858 0.958| 8.06E-22
BRI3BP 4.26E-19] -0.411415] 0.662712 0.467 0.698( 1.40E-14
DUS4L-BCAR 9.35E-38| -0.411214| 0.662845 0.942 0.993] 3.08E-33
PDIAG 3.92E-89] -0.411039] 0.662961 1 1| 1.29E-84
PAX8-AS1 5.16E-14] -0.410728] 0.663168 0.103 0.251] 1.70E-09
CBFB 1.75E-28| -0.410702| 0.663184 0.872 0.974] b5.76E-24
RALB 1.79E-39] -0.410508| 0.663313 0.972 0.998| b5.87E-35
SRSF7 6.10E-39] -0.41044] 0.663358 0.995 0.998| 2.01E-34
ICAM3 8.99E-27| -0.410248] 0.663486 0.304 0.585 2.96E-22
PLXNA4 4.84E-32]| -0.410033] 0.663629 0.003 0.107 1.59E-27
DTYMK 2.12E-36 -0.4096( 0.663916 0.924 0.986| 6.98E-32
TRABD2A 2.70E-23] -0.409238] 0.664156 0.334 0.596] 8.89E-19
ZFP36L2 8.05E-21 -0.409191| 0.664187 0.968 0.984| 2.65E-16
CNTN3 3.38E-22| -0.40915] 0.664214 0.287 0.538] 1.11E-17
UMPS 3.00E-24] -0.409075] 0.664264 0.613 0.842] 9.88E-20
CAV1 1.05E-72] -0.408768| 0.664468 1 1| 3.45E-68
ANK?2 2.52E-24] -0.408247] 0.664815 0.068 0.251| 8.297E-20
AL359397.2 | 9.63E-31| -0.408242] 0.664818 0.031 0.2 3.17E-26
NEDD4 1.9E-24] -0.407929] 0.665026 0.874 0.949] 6.244E-20
KIAA1522 2.28E-24] -0.407877] 0.665061 0.217 0.469| 7.497E-20
TSPANS 2.07E-31| -0.407682] 0.66519 0.966 0.998] 6.813E-27
CLECI1A 9.9E-35| -0.407216 0.6655 0.964 0.995] 3.258E-30
CRYBG1 4.28E-16] -0.407151] 0.665544 0.365 0.578( 1.408E-11
GPAT4 1.94E-28| -0.406783| 0.665789 0.72 0.916( 6.385E-24




SUV39H?2 2.76E-31] -0.406695| 0.665847 0.3 0.603| 9.071E-27
PSMG1 8.46E-27| -0.405642| 0.666549 0.879 0.965| 2.785E-22
MAFB 1.06E-13] -0.405615| 0.666566 0.047 0.155] 3.49E-09
ZDHHC14 1.32E-18] -0.405596| 0.66658 0.143 0.334| 4.34E-14
pct.1 Percent of cells expressing in the large subpopulation
pct.2 Percent of cells expressing in the small subpopulation




Supplementary Table. 3

Upregulated genes in female-origin than in male-origin from hAM-Muse cells

GeneSymbol

p-value

avg_logFC

FC

pct.1

pct.2

p_val_adj

KCNE4

0.004563

0.2681406

1.307531

0.421

0.37

1

Upregulated genes in male-origin than in female-origin from hAM-Muse cells

GeneSymbol [p-value avg_logFC |FC pct.1 pct.2 p_val_adj
MMP11 0.003859] -0.527299( 0.590197 0.331 0.374 1
ZFP36 1.75E-31] -0.48119| 0.618048 0.761 0.843| b.76E-27
CEMIP 0.000335] -0.446013| 0.640176 0.225 0.233 1
JUNB 1.24E-30| -0.390984( 0.676391 0.89 0.95( 4.07E-26
IGFBP5 0.022173] -0.349645| 0.704938 0.468 0.498 1
GPC4 1.17E-07| -0.345658] 0.707755 0.096 0.167| 0.003862
TXNIP 4.62E-08] -0.335597] 0.714911 0.677 0.724] 0.0015213
EFHD1 2.10E-05] -0.304723| 0.737328 0.21 0.271| 0.689697
FOS 7.11E-13] -0.302928] 0.738652 0.932 0.947( 2.34E-08
WNT2 0.000753] -0.291787| 0.746928 0.134 0.182 1
DSP 1.18E-07| -0.274148| 0.760219 0.831 0.869( 0.0038937
NPR3 0.031577| -0.269227| 0.76397 0.265 0.303 1
SOCS3 6.33E-10] -0.262738| 0.768943 0.546 0.644] 2.08E-05
CNTN4 0.00013] -0.255691] 0.774381 0.077 0.115 1
pct.1 Percent of cells expressing in female-origin from hAM-Muse cells

pct.2

Percent of cells expressing in male-origin from hAM-Muse cells




