Table S1. Collecting information and tentative identifications of supplementary specimens of Aphalara.

Aphalara sp. 1 
· Specimens used in tree (Fig. 4; GenBank Accession ON569123) were collected from Thuja sp. windbreaks, autumn 2019, Yakima County, Washington (collectors T. Lewis and D. Horton)
· Named species providing closest match to specimens: Aphalara loca Caldwell, 1937. 
· Specimens match Caldwell’s 1937 description of A. loca, except for slight disagreement in shape of the cubital cell. 
· Aphalara loca is widespread in North America including the Pacific Northwest. The host of A. loca is listed as Polygonum erectum in [2] and [3]; no details are provided about source of host data. Polygonum erectum appears not to be present in the region that provided our specimens.
· Notes on Aphalara sp. 1
· Likely Aphalara loca. 
· Host plant: we regularly collect adults and immatures on the Old World Polygonum aviculare (Polygonaceae), a common weed in North America.
· This is a very common psyllid in the Pacific Northwest and is routinely collected from conifers in autumn and winter. 
Aphalara sp. 2 
· Specimens used in tree (Fig. 4; GenBank Accession ON569118) were collected from unidentified Polygonum (Polygonaceae), June and September 2019, Miller Island, Klamath County, Oregon (collector A. Jensen).
· Named species providing closest match to specimens: Aphalara persicaria Caldwell, 1937.
· Characters of the wing and genitalia match descriptions for A. persicaria in [1, 4, 5, 6]. The female terminalia in our specimens differ a bit from published descriptions of A. persicaria in having the apex of the dorsal plate directed dorsad and by somewhat less extensive caudal expansion of the circumanal ring. The forewing in some specimens has brown suffusion on both sides of each vein, rather than having an unpatterned forewing. 
· Known distribution of A. persicaria is Cuba, Eastern Mexico, Eastern and Midwestern U.S. [6]. [6] list Persicaria (Polygonaceae) species as hosts. 
· Notes on Aphalara sp. 2 
· Possibly an undescribed species (near A. persicaria). Geographic source of our specimens (southern Oregon) is well outside of the known range of A. persicaria.
· Host plant in collecting region is unknown. Persicaria lapathifolia, a host plant of A. persicaria [6], is present in the collecting area.
Aphalara sp. 3 
· Specimens used in tree (Fig. 4; GenBank Accession ON569124) were collected from unidentified Polygonum (Polygonaceae) and mixtures of grass herbaceous vegetation that included Rumex and Polygonum species (Polygonaceae), June and September 2019, Miller Island, Klamath County, Oregon (collector A. Jensen). 
· Named species providing closest match to specimens: Aphalara curta Caldwell, 1937. 
· Characters of female terminalia agree well with descriptions in [1]. 
· Known distribution of A. curta includes midwestern and western North America [2]. Host plant is unknown [2].
· Notes on Aphalara sp. 3
· Tentatively recognized here as Aphalara curta.  
· Host plant in collecting region is unknown
Aphalara sp. 4 
· The specimen used in tree (Fig. 4; GenBank Accession ON569119) was collected from unidentified Rumex (Polygonaceae), July 2020, Lake County, Oregon (collector A. Jensen).
· Named species providing closest match to specimen: Aphalara rumicis Mally, 1894. 
· The specimen is placed in the rumicis species group of [7] in having the following combination of traits: short and blunt exposed clypeus; bluntly angulate apex of paramere; aedeagus with straight pointed apico-ventral hook and concave apico-ventral process; and circumanal ring of female having two rows of pores. However, the aedeagus and the tooth on the paramere differ somewhat from the illustrations of A. rumicis in [8] and [7]. 
· The known distribution of A. rumicis is midwestern and western North America with records from both Oregon and Washington [2]. The host plant is Rumex altissimus [2], which does not occur in western North America.  
· Notes on Aphalara sp. 4
· From traits of the male genitalia this possibly is A. rumicis, or it is an undescribed species near A. rumicis.  
· Host plant is unknown.
Aphalara sp. 5 
· Specimens used in tree (Fig. 4; GenBank Accession ON569120) were collected from unidentified Polygonum (Polygonaceae) and from a mixture of grass/herbaceous vegetation that included Rumex and Polygonum species (Polygonaceae), June and September 2019, Miller Island, Klamath County, Oregon (collector A. Jensen).  
· Named species providing closest match to specimens: Aphalara nubifera Patch, 1912. 
· Specimens were compared to descriptions of A. nubifera in [1, 6, 8]. The paramere of the male genitalia and distribution of spinules on forewings matched descriptions well. The female terminalia differ from descriptions in that the circumanal pore ring has two rows, widening to four rows in the caudal third, instead of 3-4 rows throughout in published descriptions. The markings of the forewings differ from descriptions in lacking a cloudy transverse band.  
· Known distribution of A. nubifera is western North America [2]. The host plant (from Ft. Collins, Colorado records in [8] is a species of Brassicaceae (Descurainia pinnata) rather than Polygonaceae. 
· Notes on Aphalara sp. 5
· Very tentatively recognized here as Aphalara nubifera.
· The host plant in the collecting region is unknown. Sisymbrium canescens (syn. of Descurainia pinnata), listed as the host of A. nubifera by [2], is widespread in the Pacific Northwest, and it is conceivable that it was present but unnoticed at the collecting site in Klamath County, Oregon. 
Aphalara sp. 6 
· Specimens used in tree (Fig. 4; GenBank Accession ON569121) were collected from unidentified Polygonum (Polygonaceae) “in dry ditch”, June 2019 Miller Island, Klamath County, Oregon (collector A. Jensen); and from Barbarea orthoceras (Brassicaceae), Fremont National Forest, Lake County, Oregon, July 2020 (collector A. Jensen).
· Named species providing closest match to specimens: Aphalara maculata Caldwell, 1937.
· Forewing (maculation) patterns in specimens agree with description of A. maculata in [1]. Male genitalia of specimens depart somewhat from illustrations in [7]: paramere with a more flattened apex and with the thumb-like subapical anterior process placed higher; the beak of the apical dilation of the aedeagus is directed more nearly perpendicular to the longitudinal axis of the segment. 
· Aphalara maculata has been reported only from California [2]. Host plant is unknown.
· Notes on Aphalara sp. 6
· Tentatively identified as Aphalara maculata. The contradictions in genitalia between our specimens and illustrations in the literature conceivably are within the range of normal variation.
· Host plant: The developmental hosts are Brassicaceae rather than Polygonaceae. We have collected adults and immatures of this species in Washington and Montana from Rorippa palustris (L.) Besse, Barbarea orthoceras Ledeb., and B. vulgaris W.T. Aiton. 
Aphalara sp. 7 
· Specimens used in tree (Fig. 4; GenBank Accession ON569122) were collected from Rumex occidentalis (Polygonaceae), June 2020, Fremont National Forest, Lake County, Oregon, July 2020 (collector A. Jensen); and, from Rumex crispus (Polygonaceae), June 2019 Miller Island, Klamath County, Oregon (collector A. Jensen).
· Named species providing closest match to specimens: Aphalara simila Caldwell, 1937.
· Male parameres and female terminalia match descriptions in [1] but differ from descriptions in [5] in shape of the aedeagus, slight differences in the paramere, and in arrangement of spinules on the forewing membrane. In our specimens, the shaft of distal segment of aedeagus is not straight; the thumb-like process on the apex of the paramere is smaller than shown in illustrations; and spinules are arranged in irregular lines rather than as rhomboids or squares in some female specimens. 
· Known distribution of A. simila includes Mexico and the western U.S. with records from both Oregon and Washington [1, 2, 5]. Host plant is listed as unknown (Hodkinson 1988) or Rumex sp. [5, 7].
· Notes on Aphalara sp. 7
· Uncertain identity, but possibly Aphalara simila. 
· Host plant in the Oregon collecting region is unknown. In Washington State we collect adults and immatures of this species from both Rumex salicifolius and Rumex crispus (Polygonaceae). 


Table S2. ‘Ca. L. solanacearum’-infected psyllid samples collected in 2018 and 2019 determined from initial PCR analyses are listed. Subsequent amplification and sequencing success is indicated by an ‘X’ for each of the three ‘Ca. L. solanacearum’ target genes (16S rRNA, 50S ribosomal proteins L10/L12, and the outer membrane protein (OMB)), as well as the psyllid CO1 gene. If amplification or sequencing was poor for a specific gene, it is denoted by ‘-’, indicating the lack of sequencing data. Further detail is provided to indicate if an amplicon was cloned prior to sequencing, or if the amplicon was directly sequenced without cloning. 
	Year Collected
	Sample Number
	16S rRNA
	50S ribosomal proteins
	OMB
	CO1

	2018
	29
	X (clones)
	X (clones)
	X (clones)
	X (clones)

	
	63
	X (clones)
	X (clones)
	X (clones)
	X (clones)

	
	141
	X (clones)
	-
	-
	X (clones)

	
	147
	X (clones)
	-
	-
	X (clones)

	
	908
	X (clones)
	X (clones)
	X (clones)
	X (clones)

	
	931
	X (clones)
	X (clones)
	X (clones)
	X (clones)

	
	935
	X (direct)
	X (direct)
	X (direct)
	X (direct)

	
	936
	X (direct)
	X (direct)
	X (direct)
	X (direct)

	
	938
	X (direct)
	X (direct)
	X (direct)
	X (direct)

	
	988
	X (direct)
	X (direct)
	X (direct)
	X (direct)

	
	999
	X (direct)
	X (direct)
	X (direct)
	X (direct)

	
	1018
	-
	-
	-
	X (direct)

	
	1035
	-
	X (direct)
	X (direct)
	X (direct)

	
	1054
	X (direct)
	-
	-
	X (direct)

	
	1059
	X (clones)
	X (clones)
	X (clones)
	X (clones)

	
	1063
	X (direct)
	-
	-
	X (direct)

	
	1076
	X (direct)
	-
	-
	X (direct)

	
	1080
	X (direct)
	-
	-
	X (direct)

	
	1086
	X (direct)
	-
	-
	X (direct)

	
	1092
	X (direct)
	-
	-
	X (direct)

	
	1109
	X (direct)
	-
	-
	X (clones)

	
	1112
	X (direct)
	-
	-
	X (direct)

	
	1139
	X (direct)
	-
	X (direct)
	X (direct)

	
	1145
	X (clone)
	-
	X (direct)
	X (clones)

	
	1148
	X (clones)
	X (direct)
	X (clones)
	X (clones)

	2019
	11
	X (direct)
	-
	-
	X (direct)

	
	21
	-
	X (direct)
	X (direct)
	X (direct)

	
	39
	-
	X (direct)
	X (direct)
	X (direct)

	
	62
	X (direct)
	X (direct)
	X (direct)
	X (direct)

	
	135
	-
	-
	-
	X (direct)

	
	140
	X (direct)
	X (direct)
	X (direct)
	X (direct)

	
	141
	X (direct)
	X (direct)
	X (direct)
	X (direct)

	
	279
	-
	X (direct)
	X (direct)
	X (direct)

	
	300
	-
	-
	-
	X (direct)

	
	653
	X (clones)
	X (clones)
	X (clones)
	X (clones)

	
	654
	X (direct)
	X (direct)
	X (direct)
	X (direct)

	
	655
	X (direct)
	X (direct)
	X (direct)
	X (direct)

	
	764
	X (direct)
	X (direct)
	X (direct)
	X (direct)

	
	909
	-
	X (direct)
	X (direct)
	X (direct)

	
	920
	X (direct)
	X (direct)
	X (direct)
	X (direct)

	
	931
	X (direct)
	X (direct)
	X (direct)
	X (direct)

	
	996
	-
	X (direct)
	X (direct)
	X (direct)

	
	1015
	X (direct)
	X (direct)
	X (direct)
	-

	
	1048
	X (direct)
	X (direct)
	X (direct)
	X (direct)

	
	1199
	X (clones)
	X (clones)
	X (clones)
	X (clones)

	
	1205
	-
	-
	-
	X (direct)

	
	1214
	-
	X (direct)
	X (direct)
	X (direct)





Table S3. Phylogenetic analyses of the ‘Ca. L. solanacearum’ 16S rRNA, 50S ribosomal protein and outer membrane protein (OMB) were performed using GenBank accessions listed. Lack of sequence availability is denoted by ‘-’. 
	Species and haplotype
	16S rRNA
	50S ribosomal proteins
	OMB

	Ca. L. solanacearum Haplotype A 
	FJ498802 [9]
	EU834131 [10]
	JN848754 [11]

	Ca. L. solanacearum Haplotype B 
	FJ829813 [12]
	FJ498805 [13]
FJ498807 [14]
JF811598 [15]
	KC768327 [16]

	Ca. L. solanacearum Haplotype C 
	GU373048 [17]
KX431890 [18]
	GU373051 [17]
	KP760078 [19]

	Ca. L. solanacearum Haplotype D 
	HQ454302 [20]
MG657031 [21]
	HQ454317 [22]
KY777462 [23]
	KY595979 [24]

	Ca. L. solanacearum Haplotype E 
	KF737348 [25]
	KY777461 [23]
	-

	Ca. L. solanacearum Haplotype F 
	MH259699 [26]
	MH259700 [26]
	MH259701 [26]

	Ca. L. solanacearum Haplotype G 
	MN256493 [27]
MN256495 [27]
	SRR8512499 [27]
	-

	Ca. L. solanacearum Haplotype H 
	MK800167 [28]
	MK800169 [28]
	-

	Ca. L. solanacearum Haplotype U 
	MG701016 [29]
	MG701023 [29]
	MT238983 [30]

	Ca. L. solanacearum Haplotype Cras1a 
	MT229445 [30]
	MT249177 [30]
	MT238970 [30]

	Ca. L. solanacearum Haplotype Cras1b 
	MT229446 [30]
	MT249178 [30]
	MT238968 [30]

	Ca. L. solanacearum Haplotype Cras2 
	MT249462 [30]
	MT249190 [30]
	MT238975 [30]

	Ca. L. africanus 
	KY000560 [31]
	U09675 [32]
	-

	Ca. L. americanus 
	EU921623 [33]
	EF122254 [34]
	-

	Ca. L. asiaticus 
	KY990822 [35]
	DQ471904 [36]
	AB741531 [37]

	Ca. L. brunswickensis 
	KY077741 [38]
	-
	-

	Ca. L. ctenarytaina 
	KX768754 [39]
	KX810197 [39]
	-

	Ca. L. europaeus 
	JX244259 [40]
	-
	-



 




Table S4. Phylogenetic analysis of the psyllid CO1 gene was performed using the GenBank accessions listed.
	Psyllid sample
	GenBank Accession Number
	Reference

	Aphalara sp. 1 
	ON569108 
	this study

	Aphalara sp. 1 
	ON569109 
	this study

	Aphalara sp. 2 
	ON569110 
	this study

	Aphalara sp. 2
	ON569111 
	this study

	Aphalara sp. 2
	ON569112 
	this study

	Aphalara sp. 3
	ON569113 
	this study

	Aphalara sp. 3
	ON569114 
	this study

	Aphalara sp. 3
	ON569115 
	this study

	Aphalara sp. 3
	ON569116 
	this study

	Heterotrioza chenopodii 
	ON569117 
	this study

	Aphalara sp. 2 (A. persicaria-like)
	ON569118 
	this study

	Aphalara sp. 4 (A. rumicis-like)
	ON569119 
	this study

	Aphalara sp. 5 (A. nubifera-like)
	ON569120 
	this study

	Aphalara sp. 6 (A. maculata-like)
	ON569121
	this study

	Aphalara sp. 7 (A. simila-like)
	ON569122 
	this study

	Aphalara sp. 1 (A. loca-like)
	ON569123 
	this study

	Aphalara sp. 3 (A. curta-like)
	ON569124 
	this study

	[bookmark: _Hlk117882065]Aphalara avicularis 
	MT021761
	[41]

	Aphalara itadori 
	KP113673
	[42]

	Aphalara maculipennis 
	KU517185
	[43]

	Aphalara polygoni 
	MG988639
	[44]

	Craspedolepta alaskensis 
	KU874725
	[45]

	Craspedolepta angustipennis 
	JF884002
	iBOL project 37833

	Craspedolepta anomala 
	MG988707
	[44]

	Craspedolepta canadensis 
	MG514084
	BioProject: PRJNA472144

	Craspedolepta gutierreziae 
	MT021786
	[41]

	Craspedolepta minutissima 
	MT021789
	[41]

	Craspedolepta nebulosa 
	MG988708
	[44]

	Craspedolepta nervosa 
	MT021790
	[41]

	Craspedolepta subpunctata 
	MT021791
	[41]

	Heterotrioza chenopodii 
	MT021799
	[41]

	Bactericera cockerelli
	MT040966
	[41]

	Aphalarinae 
	KR582021
	[46]

	Craspedolepta sp. 
	KR578677
	[46]

	Craspedolepta sp. 
	MG401317
	BioProject: PRJNA472144
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