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TABLE.

Table S1. PAI test (Mean and Standard Deviation*)
	a)
	IEI-EMF*
	Controls*

	Anxiety
	48.48 (±18.69)
	50.62 (±19.55)

	Related anxiety disorders
	26.64 (±8.58)
	27.95 (±9.27)

	Depression
	62.87 (±25.99)
	62.54 (±31.33)

	Mania
	59.00 (±17.54)
	57.00 (±22.29)

	
	
	

	b)
	F**
	DF**
	P**

	Lambda by Wilks
	0.940
	4/50
	0.528

	Anxiety 
	0.367
	1/53
	0.542

	Related anxiety disorders
	0.995
	1/53
	0.323

	Depression
	0.082
	1/53
	0.775

	Mania
	0.03
	1/53
	0.959


**F: F-test ; DF: degree freedom; P: p-value

Table S2. Relative concentrations of identified metabolites in IEI-EMF patients compared with controls. Data are expressed as means and standard error
	[bookmark: _Hlk113667040]Metabolites
	Controls
(Mean SE)
	IEI-EMF
(Mean SE)

	Lactic acid
	1295647656656
	1103601158905

	Pyruvic acid
	7461318905
	240592200

	Glycolic acid
	177752135
	160801922

	Alanine
	2698722374251
	3717569269005

	α-Hydroxybutyric acid
	30408530145
	30205823376

	m-Cresol
	12916321150
	18003320010

	β-Hydroxybutyric acid
	1223380155961
	1149137241052

	2-Aminoisobutyrate
	7189811429
	13035510216

	Proline
	1213641181101
	1680966136022

	Valine
	1192086138583
	1797340106123

	2-Ketohydroxycaproic
	403625165
	249782667

	Urea
	61132471203627
	9283302894049

	Ethanolamine
	2009136176575
	140650286173

	Serine
	32796954815
	48025537843

	Leucine
	74338292209
	106771168861

	Glycerol
	2054535164147
	2092400114231

	Isoleucine
	38297937605
	28296823169

	Threonine
	43050861208
	71574864739

	Glycine
	2327729333230
	31002129332200

	Succinic acid
	32365343218
	26100428350

	Glyceric acid
	30078327892
	25578419253

	Aspartic acid
	15991129904
	6522238192

	4-Hydroxyproline
	323292543
	582866038

	Malic acid
	6600713927
	672897184

	Threitol
	33314089099
	397605312731

	Pyroglutamic acid
	42206097138
	67053693245

	Threonic acid
	1256477846
	11155312412

	Creatinine
	8503015002
	725529795

	Phenylalanine
	27361417652
	2756141148

	Ornithine
	141166268265
	536908041

	Glutamine
	8553012548
	8989511359

	Lauric acid
	20263619208
	483186178453

	Arabitol
	12076311507
	797134455

	Citric acid
	41280657124
	50126643887

	[bookmark: OLE_LINK3]1,5-Anhydroglucitol
	2105164274239
	2126985146994

	Fructose
	4698619450281
	6655654724476

	Mannose
	[bookmark: OLE_LINK4]99734185655
	1784416748327

	Glucose
	57737252534
	77056857586

	Tyrosine
	57640048529
	76630159884

	Lysine
	288354583
	506387113

	Inositol
	321728423
	280476006

	Maltotriose
	36238732693
	39878025745

	Palmitic acid
	5367828496119
	5342382589693

	Myo-inositol
	89712854512
	88341947212

	Uric acid
	8626617637
	5605012957

	Tryptophan
	7681714449
	9212415039



FIGURES.
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Figure S1. PCA scores plot: controls (full circle), IEI-EMF subject (open circle) and QC (diamond). The PCA was built with two PCs (PC1= 0.386; PC2= 0.121).
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Figure S2. Receiver Operating Characteristic (ROC) plot built by combining all significantly altered metabolites between IEI-EMF subjects and controls. The figure was drawn via MetaboAnalyst software v 5.0 (https://www.metaboanalyst.ca/).
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Figure S3. The predicted class probabilities (average of the cross-validation) for each sample using the 19 features model of metabolites contributed to the prediction model ranked by mean importance measure. Controls (open circle); IEI-EMF subjects (full circle).
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Figure S4. Box plot of the predictive accuracy (with an average of 0.827) of the biomarker model based on 100 cross validations.
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Figure S5. GC-MS chromatograms obtained from a) control and b) IEI-EMF patients.
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