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Supplementary Figure 1. Colon and rectal tissue proteome changes post-SIV infection in rhesus
macaques. Volcano plots show the protein differences compared to baseline at each time point
(day 3, 14, 28, 63) post-SIV infection. More pronounced proteome changes (as shown on y-axis)
were observed post-infection in colon tissues compared to rectal tissues, denoted by the number of
proteins significantly different after infection. In both compartments, at peak viral load (day 14) there
is a similar number of up and down regulated proteins. However, at the other time points evaluated,
there is up to a 4-fold greater amount of up regulated proteins in comparison to down regulated.
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Supplementary Figure 2. Protein expressions at baseline and Day 3 post-infection of
signaling proteins that promote activation of EMT (identified using Gene Set Enrichment
Analysis (GSEA)), and mesenchymal structural proteins that increase after EMT activation.



GSEA EMT protein changes from baseline to day 3

p=0.0911 p=0.0373 p=0.1221 p=0.0044
LRP1 Lum MYL9 MYLK
” ) . 1.0 F1o
= 2 200 : H Los ™ I 17.59
H e e H . H
H |l ) H H oo g
ST i Ho CE R
‘///‘ ot ? 190 ? [ ? 7.0 $ ?
po e Los 3 7 s ]
. i i i A yRERE
- 185 o I ole po Foo
L. - ws] 7
Baseline Dayl  Day3 Basoline Day3  Day3 Baseline Day3  Day3 Baseline Dayl  Day3
Baseline Baseline Baseline Baseline
p=0.2101 p=0.2581 p=0.0261 p=0.0775
NID2 PLOD3 SCG2 TGFBI
b 15
. *+ " »
ks /
2 174 17 L 19.04 Lio
i H L, ¥ g ' g
EY =
c P vl = e | : i , 1 H
s = 1 W e W L, B o =
® N o
n T T T 17 Y
e Basoline Day3  Day3 Basoline Dayd  Day3 Baseline Dayd  Day3 Basoline Day3  Day3 o=}
o Baseline Basaline Baseline Basaline
3 0
O
_E p=0.0522 p=0.0794 p=0.0503 p=0.0432 5
2 TGM2 TNC TPM1 TPM2 m
o ' o
1.0 /
c?‘. 20,04 . e / T / =3 g
- / ) / 1
Q ] A H L A t g T : 2
S SR f e / S I S B g
19.0 N p e ? ) ? : H : M ?
os § ¢ o b g S R g y A o §
I 8 A H o« H 2 fo 8
105 . P 1
40 «
18, 1 . 1
Baseline Day3  Day3 Baseline Day3  Day3 Baseline Day3  Day3 Baseline Dayl  Day3
Baseline Baseline Baseline Baseline
p=0.0682 p=0.2515 Legend
TPM4 vim

) : —@— A14049
f S /T —— A14050

sadualelIP JO UBa

Tl At A 200064
b o wloto g [ T

e i ey 1 —&— 209068
. . . = : ' . —— Z09086
Baseline  Day3 B:-;,::" Baseline  Day3 :‘Z:‘_ _@_ Z09096

Supplementary Figure 2, cont’d. Protein expressions at baseline and Day 3 post-
infection of signaling proteins that promote activation of EMT, and mesenchymal structural
proteins that increase after EMT activation. Signaling proteins that activate or regulate
EMT, including BGN, CALD1, DCN, LRP1, LUM, PLOD3, SCG2, TGFb1, TGM2 and TNC
are increased after infection. Structural mesenchymal proteins including collagens (COL’s),
vimentin (VIM), Fibrillins (FBN1, 2), ABI3BP, Laminin (LAMC1) and nidogen (NID2) are
also increased after infection, indicating the epithelial cells are changing into a
mesenchymal phenotype.
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Supplementary Figure 3. Relationship between (a) epithelial protein biomarkers with
immune cells during acute SIV infection in colon tissue. A variety of cytokeratins show a
positive correlation with the number of CD4+ T cells in the blood, lymph node and colon, but
a negative correction with activation and proliferation of CD4+ and CD8+ T cells. The
strongest associations included those between Keratins 4, 5 and 6a with viral load,
neutrophils in the blood, number of CD4+ T cells, Th17 cells, as well as activation and
proliferation of CD4+ and CD8+ T cells.
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Supplementary Figure 3 cont’d. Relationship between (b) EMT activation signaling
proteins and mesenchymal protein biomarkers with immune cells during acute SIV infection
in colon tissue. Mesenchymal protein abundance changes occurred early on after infection
(Day 3) and therefore did not correlate with the later immune response (day 14).
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Supplementary Figure 3c. Relationship between colon epithelial and mesenchymal
structural proteins as well as EMT activation signaling proteins with cytokines expressed in
the blood during acute SIV infection. The expression of mesenchymal phenotype proteins,
which increase at day 3, are negatively correlated with many cytokines.
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Supplementary Figure 4. Relationship between (a) epithelial and (b) EMT activation
signaling proteins and mesenchymal protein biomarkers with immune cells during acute SIV
infection in rectal tissue. Blue denotes inverse correlations while red indicate positive
correlations. There were only a few correlations between immune marker subtypes and
epithelial biomarkers in the rectal tissues.
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Supplementary Figure 4 cont’d. Relationship between (a) epithelial and (b) EMT activation
signaling proteins and mesenchymal protein biomarkers with immune cells during acute SIV
infection in rectal tissue. Blue denotes inverse correlations while red indicate positive
correlations. There were only a few correlations between immune marker subtypes and EMT
biomarkers in the rectal tissues.



