
 

Sequence Features Structure features 

Feature number before feature selection 

2mers 3mers PseDNC Cons 
score 

Gc 
content 

lncrna-
protein-
interaction 

mutation 
count 

MFE Paired 
bases 

Unpaired 
bases 

16 64 26 1 1 1 1 1 6 3 

Feature number after feature selection   

 4 9 6 1 1 1 1 1 1 0 
 

Table S1:  Number of features after feature selection 

 

Features Accuracy F1_macro Precision Recall 

2mers 69 68 69 68 

3mers 70 69 70 69 

PseDNC 67 65 67 65 

structures 64 62 63 62 

2mers,3mers, pse,cons score, gc content 71 69 71 69 

2mers,3mers, pse,cons score, gc content, lncrna-
protein-interaction  

72 70 72 70 

2mers,3mers, pse,cons score, gc content, lncrna-
protein-interaction, structure  

71 70 71 70 

2mers,3mers, pse,cons score, gc content, lncrna-
protein-interaction, mutation count, structure 

 

75 74 75 74 

Table S2: Result of individual features on Random Forest Model 

 

 

 

 



Features Accuracy F1_macro Precision Recall 

2mers 68 66 68 66 

3mers 71 69 70 69 

PseDNC 67 66 67 66 

structures 64 61 64 62 

2mers,3mers, pse,cons score, gc content 70 69 69 69 

2mers,3mers, pse,cons score, gc content, lncrna-
protein-interaction  

72 71 71 71 

2mers,3mers, pse,cons score, gc content, lncrna-
protein-interaction, structure 

72 71 72 71 

2mers,3mers, pse,cons score, gc content, lncrna-
protein-interaction, mutation count, structure 

 

76 75 76 75 

Table S3: Result of individual features on SVM Model 

 

 


