Determining the most accurate 16S rRNA hypervariable region for taxonomic identification from respiratory samples
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Supplementary Material S1. Amplicon Sequence variants of the Microbial community standard control according to the different hypervariable regions of the 16S gene. Microbial community standard control from Zymobiomics have been grouped and averaged by each hypervariable region, and taxonomic composition is shown on the genus level. A total of 8 ASVs were obtained with 93.915 taxa counts in each hypervariable region.


Supplementary Material S2. Stress plot of NMDS2 ordination for beta diversity using Bray Curtis dissimilarity as a statistical measure used to quantify the compositional dissimilarity between two samples or groups. Related to evaluating ordination stress a screen plot showing the decrease in ordination stress with an increase in the number of ordination dimensions allowed. Finding the "breakpoint" can instruct selection of a minimum number of dimensions. If there is no breakpoint and adding more dimensions leads to a small, linear decrease in stress, the data set may not be suited to low-dimensional ordination. Shepard stress plot showing the relationship between the actual dissimilarities between objects (from the original dissimilarity matrix) and the ordination distances (i.e., the distances on the final plot). If these are well correlated, the ordination stress will be low and the visualization trustworthy.
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