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Supplementary File 7. The classification of flesh phenotypes based on SalmonFanTM score  

Front dorsal region Back central region Flesh color phenotype 
≥ 25 ≥ 25 High color-no banding fish 
≤ 23 > 25 High color-banded fish 
≤ 23 ≤ 23 Pale fish 

 


