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Supplemental Figure 1 Kaplan Meier survival curves presenting the prognostic relationship between high and low expression of key genes by using the R2 platform. Up-regulated genes: (A) AKR1C1 (B) COL4A5 (C) AKR1C3 (D) COL4A6 (E) UGT1A6; down-regulated genes: (F) HSD17B2 (G) FGF2 (H) BDKRB1 (I) RUNX1 (J) CYP3A7 (K) CYP3A5 (L) TLR2 (M) THBS1 (N) IL18 (O) BDKRB2 (P) CD36 (Q) GNG11 (R) CXCR4.
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