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Fig.S1. a) Molecular layer Tomato-

Lectin labeled capillaries at different 

stages of postnatal development in 

WT and NPC1 mice.  b) Quantitative 

analysis of capillary Total Length in 

the molecular layer of WT and NPC1 

mice. c) Quantitative analysis of the 

number of Terminal Points in 

capillaries from the molecular layer of 

WT and NPC1 mice. Data are 

presented as mean ± SEM, n= 2 

images from 4 mice/genotype/age.  

*P < 0.05. Scale bars: (a) 30 µm. 

    

 
 
 



 
 
 
Fig. S2.  Total volume of DAPI staining in the inner granule layer (IGL) of P30 WT and 

Npc1nmf164 using the Imaris surface rendering tool. Data are presented as mean ± SEM, 

n= 2 images from 4 mice/genotype/age.  ***P < 0.001. Scale bars: (a) 10 µm. 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



 

 
 
 
Fig. S3. a) To segregate the PDE and LAMP1 immunostaining in PC dendrites from the 

immunoreactivity in other cellular structures, 3D confocal images with CALB, PDE, and 

LAMP1 immunoreactivity were used (original confocal image). A surface rendering of 

CALB was generated and used to mask the PDE and LAMP1 inside the CALB surface. 

b) Surface renderings were generated from the masked PDE and LAMP1 for 

quantitative analysis. Scale bars: (a) and (b) 20 µm. 

 

 

 



 

 
 
Fig. S4. a) PDE1A protein levels in WT (n=4) and Npc1nmf164 (n=4) cerebella as 

measured by Western Blot. GAPDH protein levels are used as loading control.  Data 

are presented as mean ± SEM. b) Original image of the blot before cropping.   

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

 

Fig. S5. Co-immunoreactivity of pS6R and Calbindin in a P14 Npc1nmf164 cerebellar 

section showing colocalization of ML pS6R immunoreactivity with Calbindin+ PC 

dendrites (between dotted lines). Quantitative analyses sowed in Fig. 5 were specific for 

this region. Scale bar: 20µm.  

 

 

 

 

 



 
 

Fig. S6. a) PDE1A protein levels in WT (n=4) and Pten cHet (n=4) cerebella as 

measured by Western Blot. GAPDH protein levels are used as loading control. Data are 

presented as mean ± SEM. b) Original image of the blot, which was cropped to keep 

specifically the region that contains the bands of interest and to reduce the amount of 

antibody needed for the immunoreaction. 

 

 


