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[bookmark: _GoBack]Supplementary Figure 1. Cell cycle related gene expression by PPMP incubation with MCF 10A cells.
Human normal breast epithelial cell line, MCF 10A cells were incubated with PPMPs for 24 h and then, transcript level of TMBIM6, AP2M1, PTP4A2, and FTH1 were evaluated by qRT-PCR in MCF 10A cells (unpaired t-test, n.s., not significant). 
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Supplementary Figure 2. Activated pathways by PPMP incubation with MDA-MB-231 cells.
Based on the GO of the DEGs from the RNA-seq analysis, G1/S phase transition, mitotic cell cycle, and cell-matrix adhesion related pathways were activated by PPMP incubation with breast cancer cells. 
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GO term Description P-value EDR g-value Enrichment (N, B. n. b)
50:1902808 positive regulation of cell cycle G1/S phase transition 198E5 1.09E-1 7.01(547,6,78.,6)
50:1900087 positive regulation of G1/S transition of mitotic cell cycle 1E4 277E1 7.39 (547,5,74,5)
500007190 activation of adenylate cyclase activity 12364 226E-1 13.67 (547,5,32,4)
500005996 monosaccharide metabolic process 1364 18E-1 5.04 (547,8,95,7)
50:0000038 very long-chain fatty acid metabolic process 3.36E4 3TIE 91.17 (547.4,3.2)
50:1902806 regulation of cell cycle G1/S phase transition 450E4 4261 491 (547,10,78,7)
502000045 regulation of G1/S transition of mitotic cell cycle 450E4 36261 491 (547,10,78,7)
501901135 carbohydrate derivative metabolic process 5.08E4 351E1 765 (547,39,11,6)
GO:0007160 cell-matrix adhesion 6.24E-4 3.83E-1 4.02 (547,8/119.7)
60:0019318 hexose metabolic process 6.80E4 3.8E1 4.94 (547,7,956)
500097306 cellular response to alcohol 7.02E4 352E-1 23.44 (547,7,10,3)

50:0032787 monocarboxylic acid metabolic process. 71264 32761 23.78 (547,23,33)




