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Figure S2
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Figure S3
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Figure S4
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Figure S5
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Figure S6
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Figure S7
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Figure S8

Mean expression in HeLa cells

M
ea

n 
ex

pr
es

si
on

 in
 H

eL
a 

nu
cl

ei

N
um

be
r o

f s
R

N
A 

m
ol

ec
ul

es

N
um

be
r o

f m
iR

N
A 

sp
ec

ie
s

A

DC

Mito

DAPI

ER

Merge

Mito

DAPI

ER

Merge

0

0.2

0.4

0.6

0.8

1

1.2

HeLa-C HeLa-N

0

2000

4000

6000

HeL
a-C

HeL
a-N

50

100

150

200

250

HeL
a-C

HeL
a-N

R
el

at
iv

e 
ex

pr
es

si
on

GAPDH RPL30

HeLa-C HeLa-N

Pearson r = 0.93

−3 −2 −1 0 1 2 3

−3
−2

−1
0

1
2

3

miR−27a−5p

miR−342

miR−545

miR−1275

B



Figure S9
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Figure S10
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