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Figure S1. Preliminary findings supporting that SalivaDirect could be used to detect SARS-CoV-2 in pooled saliva
specimens. A total of 20 positive saliva specimens were tested with SalivaDirect undiluted, or in pools with 4 (1:5), 9
(1:10), or 19 (1:20) negative saliva specimens. Overall, SARS-CoV-2 could still be detected in pools of up to 20 saliva
specimens when initial positive saliva specimens had a Ct value <36. However, some weakly positive saliva specimens
were no longer detected when pooled with negative saliva. Potential PCR inhibitors may be present in some saliva
specimens as shown by the detection of SARS-CoV-2 in pooled specimens while the undiluted specimen tested negative
with SalivaDirect. Shown are the Ct values for the N1 primer-probe set and the dashed line indicates the assay cut-off

for determining sample positivity.
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Figure S2. Initial comparison of the Ct values for the individual sample and the pooled samples processed with the 5
alternative workflows. The horizontal dashed line is at Ct = 40, the assay cut-off for individual samples.



