Figure S1. Comparison of several factors could affect to concordance of genetic
alterations.

(a) The boxplots of ctDNA fraction between concordant and discordant group.
(b) The sample collection time interval between concordant and discordant group.
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Wilcoxon test p-value = 1.195e-4 wilcoxon test p-value = 0.553



Figure S2. The Kaplan-Meier estimates of progression free survival on study treatment
according to HRD-related gene mutation.
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