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Supplementary Figure S1. Enzymatic activity of Ab19606 cell lysate and supernatant against Nitrocefin. 
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Supplementary Figure S2. Plate image for checking the enzymatic activity of β-lactam-selected Acinetobacter baumannii supernatant against nitrocefin substrate. 


[image: ]

Supplementary Figure S3. Label free intensity (MaxLFQ) distribution of expressed β-lactamase across samples.
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Supplementary Figure S4. Identified peptide sequences from proteomics analysis.[image: ]
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Supplementary Figure S5. Expanded comparison of relative Class C β-lactamase expression by Ab 19606 after treatment with various antibiotics.
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Acc. #: AOA009KWDS Uniprot ID: AOAO0IKWDS_ACIBA Species: ACIBA Name: Beta-lactamase

Organism: Acinetobacter baumannii 1419130 Gene: J518_0781 Existence: Inferred from homology Version: 1
Protein MW: 43202

Amino Acid Composition: A23 C1 D15 E17 F20 G23 H4 122 K38 L32 M10 N28 P25 Q24 R6 S23 T23 V25 W3 Y21

1 MRFKKISCLL FSPLFIFSTS IYAGNTPKDQ EIKKLVDQNF KPLLEKYDVP GMAVGVIQNN KKYEMYYGLQ SVQDKKAVNS
81 STIFELGSVS KLFTATAGGY AKNKGKISED DTPGKYWKEL KNTPIDQVNL LQLATYTSGN LALQFPDEVQ TDQQVLTFFK
161 DWKPKNPIGE YRQYSNPSIG LEGKVVALSM NKPFDQVLEK TIFPALGLKH SYVNVAKTQM QNYAFGYNQE NQPIRVNPGP
241 LDAPAYGVKS TLPDMLSFIH ANLNPQKYPA DIQRAINETH QGFYQVNTMY QALGWEEFSY PTPLQTLLDS NSEQIVMKPN

321 KVTAISKEPS VEMYHKTGST NGEGTYVVEI PKENIGLVML TNKRIPNEER IKAAYAVLNA IKK

Acc. #: AOAOR4J6T7 Uniprot ID: AOAOR4J6T7 ACIBY Species: ACIBY Name: Beta-lactamase

Organism: Acinetobacter baumannii (strain AYE) Gene: ampC Existence: Inferred from homology Version: 1
Protein MW: 44769

Amino Acid Composition: A23 C2 D16 E19 F20 G23 H4 123 K37 L36 M11 N27 P25 Q25 R7 S24 T24 V25 W3 Y22

1 MSYLFLSCTE ELIMRFKKIS CLLLSPLEIF STSIYAGNTP KDQEIKKLVD QNFKPLLEKY DVPGMAVGVI QNNEKKYEMYY
81 GLQSVQDKKA VNRSTIFELG SVSKLETATA GGYAKNKGKI SFDDTPGKYW KELKNTPIDQ VNLLQLATYT SGNLALQFPD
161 EVQTDQQVLT FFKDWQPKNP IGEYRQYSNP SIGLFGKVVA LSMNKPFDQV LEKTIFPALG LKHSYVNVPK TQMONYAFGY
241 NQENQPIRVN PGPLDAPAYG VKSTLPDMLS FIHAINLNPQ§ YPADIQRAIN ETHQGFYQVN TMYQALGWEE FSYPATLQTL
321 LDSNSEQIVM KPNKVTAISK EPSVKMYHKT GSTNGFGTYV VFIPKENIGL VMLTNKRIPN EERTKAAYAV LDATIKK

#

Acc. #: AOASC1K4D3 Uniprot ID: AOASC1K4D3_ACIBA Species: ACIBA Name: Beta-lactamase

Organism: Acinetobacter baumannii 1419130 Gene: blaADC

Protein MW: 43159

Amino Acid Composition: A22 C1 D15 E17 F17 G23 H4 122 K38 L33 M10 N28 P25 Q24 R7 S23 T24 V26 W3 Y21

1 MRFKKISCLL LSPLFIFSTS IYAGNTPKDQ EIKKLVDQNE KPLLEKYDVP GMAVGVIQNN KKYEMYYGLQ SVQDKKAVNS
81 STIFELGSVS KLFNATAGGY AKNKGKISED DTPGKYWKEL KNTPIDQVNL LQLATYTSGN LALQEFPDEVQ TDQQVLTFFK
161 DWKPKNPIGE YRQYSNPSIG LEGKVVALSM NKPFDQVLEK TIFPALGLKH SYVNVPKTQOM ONYAVGYNQE NOQPIRVNPGP
241 LDAPAYGVKS TLPDMLSFEIH ANLNPQKYPT DIQRAINETH QGRYQVNTMY QALGWEEFSY PATLQTLLDS NSEQIVMKPN

321 KVTAISKEPS VEMYHKTGST TGFGTYVVEI PKENIGLVML TNKRIPNEER IKAAYAVLNA IKK

Acc. # AOA1PSNQC? Uniprot ID: AOAIPSNQC2_ACIBA Species: ACIBA Name: Beta-lactamase (Fragment)
Organism: Acinetobacter baumannii Existence: Inferred from homology Version: 1

Protein MW: 38744

Amino Acid Composition: A31 C4 D18 E20 F12 G24 H8 122 K13 L38 M11 N13 P19 Q17 R25 S22 T23 VI8 W4 Y7

1 NSLVIGNSRG NVRGTPICLF FQIHSNMYPL TIQQPROMLQ QYRKRKSTSI QHFRVALIPF FAAFCLPVEA HPETLVKVED
81 AEDQLGARVG YIELDLNSGK ILESFRPEER FPMMSTFKVL LCGAVLSRVD AGQEQLGRRI HYSQNDLVEY SPVTEKHLTD
161 GMTVRELCSA AITMSDNTAA NLLLTTIGGP KELTAFLHNM GDHVTRLDRW EPELNEAIPN DERDTTMPAA MATTLRKLLT
241 GELLTLASRQ QLIDWMEADK VAGPLLRSAL PAGWFIADKS GAGERGSRGI IAALGPDGKP SRIVVIYTTG SQATMDERNR
321 QIAEIGASLI KHWQLSDQVY SDPNRIPAA

#

Acc. #: AOA086HVI98 Uniprot ID: A0A086HVI8_ACIBA Species: ACIBA Name: D-alanyl-D-alanine carboxypeptidase family protein
Organism: Acinetobacter baumannii Gene: pbpG Existence: Inferred from homology Version: 1

Protein MW: 35381

Amino Acid Composition: A43 C1 D13 E12 F6 G23 H2 113 K10 L33 M9 N28 P15 Q8 R19 $S36 T30 V22 W3 Y9

1 MSILLSLSST SFAELVNNPS SGSTGTASLN WSAADASQLL NDEDDEPTPQ GSTSVTTTLR GSNAPRVITS APKVAPIRDT
81 VGYNAQPSVS ARAALVMDAQ TGEVLYSKNT NASVPIASIT KLMTAVVTAD ARLNMSEEIT LEQIDFAGAG GKNSSSTLRV
161 GDKMNRAEVL LFALMKSENP ARAAALARTYP GGRAARFVAAM NAKARALGMN ATHYYESTGL DPRNVSSARD LGILASTASQ
241 YGLIRQFSTT PTYDFNLGYR VLKSNNTNAL VRNGGWNINL SKTGYINEAG RCVVMHTTVN SRPAVIVLLG EPSTQARNND
321 ATNLLGWLSN LPKRI

#

Acc. #: AOA009HCS3 Uniprot ID: AOAO09HC83_ACIBA Species: ACIBA Name: Beta-lactamase

Organism: Acinetobacter baumannii 118362 Gene: blaOXA-33 Existence: Predicted Version: 1

Protein MW: 30569

Amino Acid Composition: A22 C1 D10 E17 F10 G19 H4 118 K23 L25 M7 N16 P11 Q18 R6 S19 T15 VIS W7 Y8

1 MNIKALLLIT SAIFISACSP YIVSANPNHS ASKSDEKAEK IKNLENEAHT TGVLVIQQGQ TQQSYGNDLA RASTEYVPAS
81 TFKMLNALIG LEHHKATTTE VEKWDGQKRL FPEWEKNMTL GDAMKASAIP VYQDLARRIG LELMSNEVKR VGYGNADIGT
161 QVDNEFWLVGP LKITPQQEAQ FAYKLANKTL PFSQKVQDEV QSMLFIEEKN GNKIYAKSGW GWDVDPQVGW LTGWVVQPQG
241 NIVAFSLNLE MKKGIPSSVR KEITYKSLEQ LGIL
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Acc. #: AOA335GKM?2 Uniprot ID: AOA335GKM2_ACIBA Species: ACIBA Name: Beta-lactamase

Organism: Acinetobacter baumannii 118362 Gene: SAMEA104305318_03944Existence: Predicted Version: 1
Protein MW: 45570

Amino Acid Composition: A29 C2 D16 E25F17 G23 H5 129 K36 L52 M8 N26 P22 Q18 R8 S37 T28 V28 W4 Y4

1 MKNFLTKKMY ATRALFFAVG VTALDVSPIV ISNTHAATEQ KMDNLSTTLS LIFADKPIEA SLESPQFLGQ VPITQIQKIV
81 DDLKVSLGVL KSINVSNGSG TINFEKGELP VSISLNEQGQ ISTLWFSAPH FKTISLDEMV KGLHENAIGK TSLLVIVDNK
161 PVVVENDKTP MAIGSTFKLL VLKAYEDAIK KGELKRETIV SLKEKNRSLP TGVLQNLPAG TPVNLELLAQ LMIQISDNTA
241 TDSLIEVLKK PRIEALSPRN SPLLTTRELF QLIDPSNEKL RNKFKTGTKS ARLEALAELD KLPLPSVSSI GKSATWQDAE
321 WYMSANEICP LLESVQDAPA LNSSLNPLFK NLNWQKIGFK GGSEYGVINF SVIGKTQKGH KVCAVFTANG NEPQPESKLA
401 ILFTGILQAV DSMNHQT

#

Acc. #: AOA00912X1 Uniprot ID: AOA00912X1_ACIBA Species: ACIBA Name: Beta-lactamase family protein
Organism: Acinetobacter baumannii 1295743 Gene: J512_2721 Existence: Predicted Version: 1

Protein MW: 47111

Amino Acid Composition: A36 C3 D23 E22 F19 G37 H10 124 K24 139 M13 N13 P18 Q28 R21 S21 T24 V19 W10 Y15

1 MIKEILLADT HNYHGILDER FIDLAHQFSR LQDARTGQGG AALAVYFRGQ KVVDIYTGLK SQTEAWQPDT LAVCYSTGKG
81 VLATLAHILV SEGFLEYDKP IATYWPEFAQ NGKEQMTLRH VLSHQSGMFD VRNIIESARE MLDWSHMLDV VAATKPRFLA
161 GEGNAYQALT FGWLVGGVLE KATGQSLDQL MQKYLVEPLQ LDGAYFGTPA NELDRVARLI IQPKPEKPAS TQVEKPKKPQ
241 MRKSSLSEKV ITWTGQDPQD FQDAMIPKGM KNFSFFSDEG LQAVIPAANG TFTANSLAKI YAMLANQGEW DGQQLIRPEV
321 FKELSTIQSY ARDRVMPIPM NWRLGYHRII TMGKRAKNGF GHIGYNGSGA WCDPERDLSF AYTHNFQIGS ITGDYRLWGL
401 TQEALRCTDQ ILKGRKGWE

Acc. #: AOA385EY VO Uniprot ID: “ 04 "0 F 70 AC1E A Species: ACIBA Name: Beta-lactamase hydrolase-like protein
Organism: Acinetobacter baumannii 1295743 Gene: J512_2721 Existence: Predicted Version: 1Protein MW: 12309
Amino Acid Composition: A8 C1 D6 E9 F4 GIO H2ISK4 L8 M4 NSP7TQIRSS4 T4 Vo Y4

1 MSENVGFAGQ IGPEHVGQVV EKGFKSIINN RPDMEGGPEQ PTSAQIEEAA RQAGLDYVYQ PVVAGQITEL DVRTFANHYN
81 ELPKPVLMFC RTGNRSNNLY QLAKQMDLLD D

Acc. #: DOCGS83 Uniprot ID: DOCGS3 ACIB2 Species: ACIB2 Name: Metallo-beta-lactamase domain protein

Organism: Acinetobacter baumannii (strain ATCC 19606 / DSM 30007 / CIP 70.34 / JCM 6841 / NBRC 109757 / NCIMB 12457 / NCTC 12156 /
81) Gene: HMPREF0010_03763 Existence: Predicted Version: 1

Protemn MW: 35369

Amino Acid Composition: A31 C2 D15 E13 F16 G23 H14 I16 K28 129 M3 N19 P16 Q18 R4 S17 T16 V23 W3 Y14

1 MKKLEVALGL IMGSLHISYA EPASAQQVPG YYHHQFGNYR ITSLLDGTIY LDPKLFKNLS PAEKTKILTK YAAVNEKGIQ
81 TSVNAFLVDD GKSLTLVDSG AASCEFGPQLG SIAKNLELAG YQLANVKTVL LTHLHPDHAC GIAQNGKAVE PNATIYAHER
161 EADYWLNPEN EKTVPADKKE NYLGTVKNVK AALAPYQAKK AFKTFKDGDV IQGFEVINTQ GHTPGHHSFR LKSKGQQIVF
241 VGDIVHSHSL QFDAPKTGVD FDVNSEQAIN TRLKMFAEVS NKQOWVAAPH LPFPGIGHVY KVNAEQYQWI PLYFNNSLDK
#

Acc. #: AOA009GI99 Uniprot ID: A0A009GI99 _ACIBA Species: ACIBA Name: Metallo-beta-lactamase superfamily protein
Organism: Acinetobacter baumannii 118362 Gene: J517_2305 Existence: Predicted Version: 1

Protein MW: 31589

Amino Acid Composition: A30 D11 E16 F9 G15 H4 I18 K29 L30 M7 N9 P15 Q18 R2 S21 T19 V21 W4 Y10

1 MKLFKLSAST LATATALTMA QSALAQDLKI QSFLAKPEHF GVTSTLIEGD KEVLLVNAQF SKSEALRIAA NILDSGKTLK
81 TIFVSYGDPD YYFGLDVFKQ YFPNVQIIAT PETVKHIQDT QALKVKYWGP QMGANAPSQI IVPQAYTAKT LKLENESIEI
161 KGKKELTYLW VPSAKAVVGG IPVSSGIHLW MADTPKTKDR VEVIQSLESI KALQPKIVVP AHMVEGAPQG LDAVNFSINY
241 LNSYEKAAKA TKNATELSKL MQKQYPTLQS LDSLELGAKV VKGEMQWE

#

Acc. #: AOA009IUO6 Uniprot ID: A0A009TU06_ACIBA Species: ACIBA Name: Metallo-beta-lactamase superfamily protein
Organism: Acinetobacter baumannii 1295743 Gene: J512_0446 Existence: Predicted Version: 1

Protein MW: 23661

Amino Acid Composition: A15 C2 D11 E18 F12 G23 H9 I9 K14 L19 M4 N5 P12 Q10 RSS9 T8 V20 W6 Y3

1 MLQVKIVPVT AFAQNCSLVW DSETKEAVLI DAGGDAAVLK KEVEALGLKV KALWLTHGHL DHAGAVGELA KEWSVPVVGP
GEDEFEVRFA PGHTPGHVMF YNKNHGLLWT GDVLFKGSIG

KQFNPFVA GKAG

81 HKEDQFWLDM IQEVS
161 RTDFPRGNHE QLIES




image6.jpeg
Acc. #: AOA829RLGO Uniprot ID: 04520110 AC 15 Species: ACIBA Name: Metallo-beta-lactamase superfamily protein
Organism: Acinetobacter baumannii 1295743 Gene: J583_0700 Esistence: Predicted Version: 1
Protein MW 35731

Amino Acid Composition: A23 C3 D19 E16 F15 G21 H14 126 K19 L35 M5 N10 P11 Q28 R10 S18 T18 V16 W3 Y8

3

N KDWILIDAGE GTQHRIQQAK LSLONLVAIC ITHVHGDHCY GLVGLLASAG

16l DTQALTQLGV P§GDMWGHL§ RGY

PELLA DACE, AQ

241 DXVGKGPMHS SAKM

E QFYKGHFYLA NDFDEFTLSE TGQLLKIE




