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Supplementary Tables

Table 1. Cell concentration [cells/mL] for plates used for experiments with varying cell numbers
between experiments. Cells were seeded one day prior the experiment. 3 mL cell suspension was used
for seeding per plate.

CELL CONCENTRATION [CELLS/ML]

CELL Exp.1 Exp.2 Exp.3 Exp.4 Exp.5 Exp.6 Exp.7 Exp.8
LINE
HEK-FAP | 1E+06 5E+05 1E+06 5E+05 1E+06 2E+06 1E+06 2E+06

PC3-PIP 1E+06 5E+04 1E+06 5E+05 1E+05 5E+05 n.a. n.a.

Table 2. HPLC retention times of radiolabeled test compounds

TEST COMPOUND ‘ RETENTION TIME [MIN]
11In-GIPR-TRACER \ 6.9
n-FAP-TRACER \ 7.6
1n-PSMA-TRACER ‘ 5.8

Table 3. Parameter intervals for simulation of curves
PARAMETER | LOWER LIMIT | UPPER LIMIT
Log(Ka) '3 6
Log(kq) -6 -3
Log(nB) 10 14
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Table 4. Concentration series of simulated three association phases data

CONCENTRATION
ASSOCIATION 1 (nM)

CONCENTRATION
ASSOCIATION 2 (nM)

CONCENTRATION
ASSOCIATION 3 (nM)
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Table 5. Concentration series of simulated two association phases data

CONCENTRATION ASSOCIATION 1 (nM)

CONCENTRATION ASSOCIATION 2 (nM)

1
1
3



