
Samples: 1-3 4-6 7-9 10-12 13-15 16-18 19-21 22-24 25-27 28-30 31-33 34-36

Total number of

reads before QC 3 251 144 26 304 055 9 201 737 21 895 391 3 577 676 9 564 410 5 135 055 8 333 899 20 436 622 59 899 7 908 930 2 650 974

reads after QC 2 699 755 22 531 274 6 569 019 18 394 378 3 297 036 8 564 702 4 052 356 5 849 301 15 380 084 37 033 6 733 795 2 148 181

ncRNA filtering 2 557 698 21 427 191 6 127 227 17 301 625 3 184 529 8 149 688 3 725 633 5 369 743 14 157 930 33 175 6 263 827 2 032 524

mapped reads 1 997 080 17 028 846 4 557 590 13 457 491 2 621 427 6 413 481 2 789 190 3 939 342 10 199 843 24 555 4 828 396 1 605 439

uniquely mapped reads 1 534 508 13 361 333 3 368 155 10 239 109 2 190 207 5 016 988 2 127 280 3 060 796 7 246 804 18 800 3 755 588 1 257 022 Total:

expressed known miRNAs 309 363 345 363 301 344 333 339 366 193 346 298 423

expressed novel miRNAs 25 49 36 63 24 36 33 40 48 3 48 19 90
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