Pan-tissue mitochondrial phenotyping reveals lower OXPHOS expression and function across cancer types
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Supplementary Material:
Supplemental Table 1. Proteomics Data. (A) OXPHOS complex and dehydrogenase database. (B) Analyzed results for Figure 1 – BAT, HRT, KID. (C) Analyzed results for Figure 1 – LIV (Tumor) and LIV (Normal). (D) Analyzed results for Figure 1 – COL (Normal), includes data from normal colon tissue, as well as isolated mitochondria from normal colon. (E) Analyzed results for Figure 1 – COL (Tumor). (F) Analyzed results for Figure 2 – Permeabilized tissues (Colon, CT26.WT, Heart). (G) Analyzed results for Figure 4 – AML (C1498), BMMC.
Supplemental Table 2. Source Data. Individual data points for all figures.

