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Supplementary Figure 1: The barplot of 22 kinds of immune cells in the TCGA-BLCA cohort.

A s vemomaticovess | IR
Metabolism of xenoviotis by cytochrome 4501 | EOH-roemptarneracton]
Ascorbate and aldarate metabolsm | [
Drug metaboiism - optochrome P4501 [ Protein digestion and absorpiion
Penizse ana gcuronatsineroomersions |
Retinol metatotsm | [ Focal adhesion
Cremost vsinageness - o ot
e secrion | Pratchis sgnaing et | _
parpyen metstri |
e — | = e e - [ -
reachidonic ac metaborsm | o
————— | o Neuroactive igand-recepiornsracion| _ e
P —————— ]
Linoet acs motabotn | Calcum sgnaing peihva | _
Amphotaring aicion]
Cocane i | I Protecglycans n csncer] _
PraR sgnaiing patrway |
s metaboisr| - I pa—
Glycosamiroglycan
biosynthesis - heparan sulfate / heparin
e Lieri s metaboren | [ smatcorurscorert [ P
Newroactve Igand-rsctor roracion| -
Glysesphingolipid
biosynthesls - lacto and neoiacio seres| I 1L-17 signaling pathay |
varan serovizserces | I
[ 5 10 15 [ 5 0 15
o -
pyalue pualue
oo
{ Staphylococcus aureus infection
Olfactory transduction . phyl w00t
s
T -
o 1 E} 3 o 1 2 3 4 5

Supplementary Figure 2: Function enrichment analysis. KEGG enrichment analysis of
genes in the blue (A), red (B), green (C), and brown modulate (D).
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Supplementary Figure 3: Landscape of mutation profiles in the three subtypes of BCa.

Summary of the mutation information in C1 subtype (A), C2 subtype (B), and C3 subtype
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