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I PI3K-Akt signaling pathway L 4 I EGF/EGFR signaling pathway
Signaling pathways regulating pluripotency of stem cells ® PI3K-Akt signaling pathway
mTOR signaling pathway L 2 ESC Pluripotency Pathways v
Autophagy L 2 Senescence and Autophagy in Cancer v
TGF-beta signaling pathway L 2 Integrated breast cancer pathway v
FoxO signaling pathway L 2 TGF-beta Receptor Signaling v
Transcriptional misregulation in cancer L 2 MAPK Cascad v
Prostate cancer L 2 Focal Adhesion-PI3K-Akt-mTOR-signaling pathway v
MAPK signaling pathway L 2 Epithelial to mesenchymal transition in cancer v
MicroRNAs in cancer L 2 TGF-beta Receptor Signaling v
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