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Table S1. Sputum collection dates during antibiotic therapy in study patients
	Patients
	Etiology
	Sputum collection dates

	
	
	Antibiotics start
	1 mo.
	3 mo.
	6 mo.
	12 mo.
	Culture 
conversion date¶

	Refractory 1
	M. intracellulare
	√
	√
	√
	√
	√
	-

	Refractory 2
	M. intracellulare/
M. abscessus
	√
	√
	√
	√
	√
	-

	Refractory 3
	M. intracellulare
	√
	√
	√
	√
	-
	-

	Refractory 4
	M. massiliense
	√
	√
	√
	√
	√
	-

	Refractory 5
	M. massiliense
	√
	√
	√
	√
	-
	-

	Conversion 6
	M. intracellulare
	√
	√
	√
	√
	-
	√
(1 mo. after therapy)

	Conversion 7
	M. avium
	√
	-
	√
	√
	√
	√
(3 mo. after therapy)

	Conversion 8
	M. avium
	√
	√
	-
	√
	√
	√
(12 mo. after therapy)

	Conversion 9
	M. avium/
M. abscessus
	√
	-
	-
	-
	-
	√
(10 mo. after therapy)

	Conversion 10
	M. intracellulare
	√
	-
	-
	√
	-
	√
(6 mo. after therapy)

	Conversion 11
	M. avium/
M. intracellulare
	√
	√
	-
	-
	-
	√
(1 mo. after therapy)

	Conversion 12
	M. intracellulare
	√
	-
	√
	√
	√
	√
(3 mo. after therapy)

	Conversion 13
	M. intracellulare
	√
	√
	√
	√
	√
	√
(1 mo. after therapy)

	Conversion 14
	M. intracellulare
	√
	√
	√
	√
	-
	√
(1 mo. after therapy)


¶Sputum collected on the date of culture conversion. The gray shaded blocks indicate when antibiotic therapy was maintained.


Table S2. Details of antibiotics used in study patients
	Antibiotics
	Total (n = 14)
	Conversion (n = 9)
	Refractory (n = 5)

	Macrolide
	14 (100)
	9 (100)
	5 (100)

	  Duration, months
	12.7 (11.4 – 14.1)
	12.4 (10.0 – 13.8)
	13.8 (11.8 – 26.0)

	Ethambutol
	11 (79)
	9 (100)
	2 (40)

	  Duration, months
	12.0 (9.0 – 13.2)
	12.0 (9.5 – 13.1)
	9.0, 23.1

	Rifampicin
	10 (71)
	8 (89)
	2 (40)

	  Duration, months
	12.0 (7.6 – 13.8)
	12.0 (8.4 –13.5)
	0.9, 13.8

	Fluoroquinolone
	3 (21)
	1 (11)
	2 (40)

	  Duration, months
	12.6 (0.9 – 13.8)
	12.6
	0.9, 13.8

	Intravenous Amikacin
	3 (21)
	-
	3 (60)

	  Duration, months
	5.1 (4.2 – 11.1)
	-
	5.1 (4.2 – 11.1)

	Inhaled amikacin
	3 (21)
	-
	3 (60)

	  Duration, months
	7.8 (6.5 – 11.2)
	-
	7.8 (6.5 – 11.2)

	Imipenem
	3 (21)
	-
	3 (60)

	  Duration, months
	1.8 (0.8 – 4.2)
	-
	7.8 (6.5 – 11.2)

	Tigecycline
	1 (7)
	-
	1 (20)

	  Duration, months
	1.8
	-
	1.8

	Clofazimine
	3 (21)
	-
	3 (60)

	  Duration, months
	3.3 (1.1 – 24.9)
	-
	3.3 (1.1 – 24.9)


Data are presented as number (%) or median (interquartile range).

Figure S1. Relative proportions of bacterial taxa during the course of antibiotic treatment in the all patients (phylum level).
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A) Saccharibacteria (NTM start vs. NTM 1 mo. p = 0.015; NTM start vs. NTM 3 mo. p = 0.002; Wilcoxon rank-sum test).
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B) Fusobacteria (NTM start vs. NTM 1 mo. p = 0.008; NTM 1 mo. vs. NTM 12 mo. p = 0.025; Wilcoxon rank-sum test)
[image: ]
C) Actinobacteria (NTM start vs. NTM 3 mo. p = 0.022; NTM 1 mo. vs. NTM 6 mo. p = 0.040; Wilcoxon rank-sum test)
[image: ]

D) Spirochaetes (NTM start vs. NTM 1 mo. p <0.001; NTM start vs. NTM 3 mo. p = 0.001; NTM start vs. NTM 6 mo. p = 0.001; NTM start vs. NTM 12 mo. p = 0.003; Wilcoxon rank-sum test) [image: ]


Figure S2. Relative proportions of bacterial taxa during the course of antibiotic treatment in the all patients (genus or family level).
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A) Tannerella (NTM start vs. NTM 3 mo. p = 0.012; Wilcoxon rank-sum test)
[image: ]

B) Fusobacterium (NTM start vs. NTM 1 mo. p = 0.006; NTM 1mo. vs. NTM 6 mo. p = 0.038; Wilcoxon rank-sum test)
[image: ]
C) Actinomyces (NTM start vs. NTM 3 mo. p = 0.008; Wilcoxon rank-sum test)
[image: ]

D) Porphyromonas (NTM start vs. NTM 1 mo. p = 0.004; NTM start vs. NTM 6 mo. p = 0.011; Wilcoxon rank-sum test)
[image: ]

E) Saccharimonas (NTM start vs. NTM 1 mo. p = 0.002; NTM start vs. NTM 3 mo. p = 0.001; NTM start vs. NTM 6 mo. p = 0.031; NTM 3 mo. vs. NTM 12 mo. p = 0.0.32; Wilcoxon rank-sum test)
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F) Alloprevotella (NTM start vs. NTM 1 mo. p = 0.007; Wilcoxon rank-sum test)
[image: ]
G) Pseudomonas
[image: ]
F) Lachnospiraceae, family (NTM start vs. NTM 3 mo. p = 0.038; Wilcoxon rank-sum test)
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Figure S3. Relative proportions of bacterial taxa during the course of antibiotic treatment in the treatment refractory group (genus level).
(A) Veillonella dispar (start vs. 1 mo. p = 0.009; start vs. 3 mo. p = 0.009; start vs. 6 mo. p = 0.025; Wilcoxon rank-sum test)
[image: ]

(B) Fusobacterium periodonticum (1 mo. vs. 3 mo. p = 0.047; 1 mo. vs. 6 mo. p = 0.047; 1 mo. vs. 12 mo. p = 0.025; Wilcoxon rank-sum test)

[image: ]
(C) Pseudomonas aeruginosa
[image: ]
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