Supplementary Figure 1: Protein-protein interaction using String network analysis. Identified proteins in OBM were run in string network to assess their interactions. Line thickness indicate the strength of data support. Minimum required interaction score was at 0.4 medium confidence. 

Supplementary Figure 2: Protein-protein interaction using HuRI network analysis. Identified proteins in OBM were run in HuRI network to assess their interactions. Line thickness indicate the strength of data support. 

Supplementary Figure 3: NF-KAPPA B Signaling pathway activation in obese unhealthy patients.

Supplementary Figure 4: Signaling pathways altered in OBM. A. Arginine and Proline metabolism. B. Tyrosine metabolism. C. Biosynthesis of unsaturated fatty acids. D. Histidine metabolism. E. Phenylalanine metabolism.

Supplementary Figure 5: Signaling pathways altered in OBM. A. MAPK signaling pathway. B. PARP Signaling pathway. C. Calcium Signaling pathway. D. RAS Signaling pathway activation in obese unhealthy patients.
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