QSH71736.1 terminase large subunit Pseudomonas phage vB PaeP fHoPae04

AFD106881.1 terminase Pseudomonas phage MR289-2
a QIQ64377.1 terminase Pseudomonas phage Epa‘l
65 YP 009210854 .1 terminase large subunit Pseudomonas phage PhiCHU
NP 775255.1 terminase large subunit Pseudomonas phage PaP3
QY CO95359.1 putative TerL Pseudomonas phage PhLUNISO PA-DSM ph0041x
ATWE2318.1 terminase large subunit Pseudomonas phage Delta
100 A BDAS97053.1terminase large subunit Pseudomonas phage vB PaS-HSN4
QVJ13267.1 terminase large subunit Pseudomonas phage PSA31
QVJ12764.1 terminase large subunit Pseudomonas phage PSA13
YP 0O09125637.1 terminase large subunit Pseudomonas phage vB PaeP C2-10 Ab22
100 AUSO03268.1 putative terminase large subunit Pseudomonas phage SL4
YP 009209321.1 terminase large subunit Pseudomonas phage DL54
YPO0O01671939.1 terminase large subunit Pseudomonas virus LUZ24
78 65 QIQB64325.1 terminase large subunit Pseudomonas phage EpaZ2
YP0O09622947.1 terminase large subunitPseudomonas phage NV1
AWYO03081.1 terminase large subunitPseudomonas phage SCYZ1
{ YP0O06382528.1 terminase large subunit Pseudomonas phage tf
UMO76431.1terminase large subunit Pseudomonas phage BroderSalsa
AGF91103.1 terminase Synechococcus phage MRHenn-2013a
oo !
85 YP 009210824.1 DNA polymerase Pseudomonas phage PhiCHU
24["— CCM43512.1 DNA polymerase1 Pseudomonas phage vB PaeP C1-14 Or
27 QIQ64373.1 DNA polymerase Pseudomonas phage Epa‘l
b AFD10711.1 DNA polymerase | Pseudomonas phage MR299-2
L ATWE2348.1 DNA polymerase Pseudomonas phage Delta
- A BDA97024.1 DNA polymeras | Pseudomonas phage vB PaS-HSN4
UPOG63108.1 DNA-directed DNA polymerase Pseudomonas phage ZCPS1
24 NP 775225.1 DNA polymerase Pseudomonas phage PaF3
AYD79664.1 DNA polymerase | Pseudomonas phage phiPAO1 302
QDH46199.1 DNA polymerase Pseudomonas virus Pa223
o9 YP 009209351.1 DNA polymerase Pseudomonas phage DL54
76| YP008857838.1 DNA polymerase Pseudomonas phage philBB-PAA2
YP 009125606.1 DNA polymerase Pseudomonas phage vB PaeP C2-10 Ab22
YP006382498.1 DNA polymerase | Pseudomonas phage tf
UMO76464 1 DNA polymerase | Pseudomonas phage BroderSalsa
YP 009622918.1 DNA polymerase | Pseudomonas phage NV 1
YP 006907069.2 DNA polymerase | Pseudomonas phage UFV-P2
AGF91033.1 DNA polymerase Synechococcus phage MRHenn-2013a
T
YP 009210853.1 portal protein Pseudomonas phage PhiCHU
°3 UPOG3076.1 portal (connector) protein Pseudomonas phage ZCPS1
C 1 QIQ66497 .1 portal protein Pseudomonas phage clash
QlQ64371.1 putative portal protein Pseudomonas phage Epa‘t
- QSH71735.1 portal protein Pseudomonas phage vB PaeP fHoPae04
10g}, NP 775254.1 portal protein Pseudomonas phage PaP3
ATWGE2319.1 putative portal protein Pseudomonas phage Delta
—— ABDA97052.1 putative portal protein Pseudomonas phage vB PaS-HSN4
QDH46229.1 portal (connector) protein Pseudomonas virus Pa223
92 21_ AUS03269.1 putative portal protein Pseudomonas phage SL4
951 YP 009639054.1 portal protein Pseudomonas phage PaP4
. 51] YP 008857866.1 portal protein Pseudomonas phage philBB-PAAZ
671 UVN13813.1 portal (connector) protein Pseudomonas phage vB PaeP FBPa29
YP 009622946.1 portal protein Pseudomonas phage NV1
YP 009622465.1 portal protein Pseudomonas phage Bjorn
YP006382527.1 portal protein Pseudomonas phage tf
484'— AWYO03082.1 portal protein Pseudomonas phage SCYZ1
AGF91101.1 portal protein Synechococcus phage MRHenn-2013a
0.10

Supplementary Fig. 5. Phylogenetic trees of vB_PaS-HSN4 phage was drawn using MEGA 7 software based on the

amino acid sequence of terminase large subunit (a), DNA polymerase (b) and portal protein (c). a: sequences of the
phage detected in this study.






