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Supplementary Figure S1: a. 
percentage of variants
 reported
 in each gene captured within our patient cohort b. number of patients carry variants within genes captured from our patient cohort.
)
Number of Patients Carry Variants within the gene (%)

patient carries variants within the gene %	[VALUE]

[VALUE]
[VALUE]

[VALUE]

ABDH12	COL11A1	COL4A4	CRYAB	DSCAML1	ESPN	FGF3	GJB2	GJB3	GJB6	KCNQ4	MT-ND6	MT-RNR2	MT-TH	MYO15A	MYO3A	MYO7A	OTOF	PCDH15	SLC12A2	SLC26A4	TECTA	TJP2	TMIE	TMPRSS3	TMPRSS4	TRIOBP	WFS1	WHRN	1.8181818181818181E-2	1.8181818181818181E-2	1.8181818181818181E-2	1.8181818181818181E-2	1.8181818181818181E-2	3.6363636363636362E-2	1.8181818181818181E-2	0.43636363636363634	1.8181818181818181E-2	1.8181818181818181E-2	1.8181818181818181E-2	1.8181818181818181E-2	1.8181818181818181E-2	1.8181818181818181E-2	5.4545454545454543E-2	1.8181818181818181E-2	3.6363636363636362E-2	0.12727272727272726	5.4545454545454543E-2	1.8181818181818181E-2	5.4545454545454543E-2	5.4545454545454543E-2	1.8181818181818181E-2	1.8181818181818181E-2	3.6363636363636362E-2	1.8181818181818181E-2	1.8181818181818181E-2	1.8181818181818181E-2	1.8181818181818181E-2	

Number of Variants wihitin each Gene (%)

variant %	
[CATEGORY NAME]
[PERCENTAGE]
[CATEGORY NAME]
[PERCENTAGE]
[CATEGORY NAME]
[PERCENTAGE]
[CATEGORY NAME]
[PERCENTAGE]
[CATEGORY NAME]
[PERCENTAGE]

ABDH12	COL11A1	COL4A4	CRYAB	DSCAML1	ESPN	FGF3	GJB2	GJB3	GJB6	KCNQ4	MT-ND6	MT-RNR2	MT-TH	MYO15A	MYO3A	MYO7A	OTOF	PCDH15	SLC12A2	SLC26A4	TECTA	TJP2	TMIE	TMPRSS3	TMPRSS4	TRIOBP	WFS1	WHRN	0.02	0.02	0.02	0.02	0.02	0.02	0.02	0.22	0.02	0.02	0.02	0.02	0.02	0.02	0.06	0.02	0.04	0.08	0.06	0.02	0.02	0.06	0.02	0.02	0.04	0.02	0.02	0.02	0.02	
